Patient No. of clones Amino acid sequence of the V3 env region Predicted
no. / total tested genotype
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Plasma at baseline
Consensus CTRPNNNTREK~GIHIGPGRAFYTTGQIIGDIROQAHC
12/13 e e e e e e e e e ™ e e e e e e e e e e e e e e e e e e e e e e e e R5
1/13 - 2 S R5
Plasma on cART
Consensus CTRPNNNTREK~SIHIGPGSAFYTTGQIIGDIROQAHC
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Plasma at baseline
Consensus CTRPNNNTREKGIHVGPGRTLYATGDITGDIROQAHC
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Patient No. of clones
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6 (continued)

Plasma on cART
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Amino acid sequence of the V3 env region
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Patient No. of clones
no. / total tested
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Plasma at baseline
Consensus
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PBMC at baseline
Consensus
1/15
1/15
1/15
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Plasma on cART
Consensus
5/11
1/11
5/11
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Plasma at baseline
Consensus
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PBMC at baseline
Consensus
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Plasma on cART
Consensus
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1/12

Amino acid sequence of the V3 env region
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CD14™¢" CD16 monocytes on cART

Consensus
11/12
1/12

16

Plasma at baseline
Consensus
3/15
3/15
1/15
2/15
1/15
2/15
1/15
1/15
1/15

PBMC at baseline
Consensus

3/15

2/15

2/15

1/15

1/15

3/15

3/15

CARPNNN

CTRPNNN

KoK
HH

CTRPYYTI

R

T

T

T

T

T

T

T

-

KRS

= A
Qnnon-

HHHH-

RR R

IGPGR

IGPGR

MGPGK

IGPGK

W
R

IRPKK

TLYAAGEIIGNTROQAHC

A

H< -

HA -

YRR

LYATGATI

LYATG

FYTTE

HEOO-

DIIRKIRQAHC

HHHH -

HHHHMM:

SIHIGPGRAFFATGQITI

s

=

<<
H 43

HEOO-

RIHIGPGRAFVTTGQ

B

HAaAaA4a-

NIRKAHC

NIRQAHC

NIRQAHC

NIRQAHC

NIRQAHC

RR W

0O VO -

GKIREAHC

B

Y

GKIREAHC

R

L

L

Predicted
genotype

R5
R5
R5
R5
R5
R5
R5
R5
R5
R5
R5

R5
R5
R5
R5
R5
R5
R5

X4
X4
R5

R5
R5
R5
R5
R5

R5
X4
X4

R5
R5

X4
X4
X4
X4
R5
R5
R5
R5

X4
X4

R5
R5
R5
R5
R5
R5
R5
X4
X4

X4
X4
X4
X4
X4
X4
X4



Patient No. of clones Amino acid sequence of the V3 env region Predicted
no. / total tested genotype

16 (continued)

Plasma on cART
Consensus CTRPYYIIKRNRIHIGPGRTFVTTGQIAGKLEKEAHC
11/16 e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e X4
1/16 e - 2 X4
1/16 e X4
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CD4* T-cells on cART
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CD14™¢" CD16 monocytes on cART
Consensus CSRPYYILKQNRIHIGPGRTFVTTGQIAGEKLEKEAHC
12/15 e e . e e e e e e e e e e e e e e e e e e e e e e e P X4
1/15 - 2 X4
1/15 L X4
1/15 . X4
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CD4* T-cells on cART
Consensus CTRPNNNTRKSIHI~~GPGRTLYATGEIIGDIRQAHC
5/14 e e e e e e e e e e e e e . ... ... ...... RS
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CD14"¢" CD16 monocytes on cART
Consensus CTRPNNNTREKDIHI~~RPGRAFYAT~DIIRNIROQAHC
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19

PBMC at baseline
Consensus CTRPNNNTRRSVPI~~GPGRAFYTS~ IIGNIRQAHC R5
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CD4* T-cells on cART
Consensus CTRPNNNTRRSVPI~~GPGRAFYTS~EIIGNIRQAHC
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CD14™¢" CD16 monocytes
Consensus CTRPNNNTREKRIRIQRGPGRAFVTIG~KIGNMROQAHC
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1/20 - X4
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1/20 e T T X4
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PBMC at baseline
Consensus CTRPGNNTRKSVHIGPGRAFYATGDIIGDIROQAHC
14/16 e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e R5
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Plasma on cART
Consensus CTRPGNNTRKSVHIGPGRAFYATGDIIGDIRRAHC
10/12 e e e e e e e e e e e e e e e e e e e e e e e e e e e e R5
1/12 e e e e e e e e e e e e e e e e e e e e e s Y e e R5
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CD4* T-cells on cART
Consensus CTRPGNNTRKSVHIGPGRAFYATGDIIGDIROQAHC
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2/11 D - S R5



Patient No. of clones
no. / total tested
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PBMC at baseline
Consensus

11/16

1/16

1/16

1/16

1/16

1/16

CD4" T-cells on cART
Consensus
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CD16" monocytes on cART
CTRPNNNTRKGIHLGPGGAFYTTGETIIGDIROQAHC
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Plasma on cART
Consensus
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CD4" T-cells on cART
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Plasma at baseline
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CD16" monocytes on cART
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Amino acid sequence of the V3 env region
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