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Supplementary Figure 2: Principal Component Analysis (PCA) of ventral and dorsal microarray datasets.
This figure shows gene expression differences within ventral and dorsal telencephalic tissues by either genotype
or treatment. In contrast to dorsal samples, note that in ventral samples global gene expression clusters via

genotype and to some degree TCDD exposure. PCA analysis was conducted using Rosetta Resolver

(Version 7.0).



