Accession

number Gene name Forward primer Reverse primer
Th927.8.6660 PFC1 ggggacaactttgtacaaaaaagttggcatgATGACGACGATGCAGAG ggggacaactttgtacaagaaagt tgggTAAGGTGCGAAGGCTG
Th927.8.4970 PFR2 ggggacaactttgtacaaaaaagttggcatgATGAGCGGAAAGGAAGTT ggggacaactttgtacaagaaagt tgggTACTGAGTGATCTGCGG
Th927.8.1550 PFC3 ggggacaactttgtacaaaaaagttggcatgATGTCGGCCACTTATCC ggggacaactttgtacaagaaagt tgggTATGCGCACTCCTCTAC
Th927.6.4140 PFC4 ggggacaactttgtacaaaaaagttggcatgATGCCAAACCTCGTTGT ggggacaactttgtacaagaaagt tgggGAGCGAGTGAAATAAAACTTAATGC
Th927.3.4290 PFR1 ggggacaactttgtacaaaaaagttggcatgGTTGACGATGCCACTG ggggacaactttgtacaagaaagt tgggGGTGCAGTGTTGTTTCC
Th927.3.3770 PFC6 ggggacaactttgtacaaaaaagttggcatgATGAGTGCAACAGAGGC ggggacaactttgtacaagaaagt tgggTAGTACCTAGAGAACCGTGTC
Th927.3.3750 PFC7 ggggacaactttgtacaaaaaagttggcatgTCGACTCAACTTATTTCCGGT ggggacaactttgtacaagaaagttgggCGCAGCCACGAAAGAA
Th927.2.5660 ADKA ggggacaactttgtacaaaaaagttggcatgGCGGTACTGAGCGAAG ggggacaactttgtacaagaaagttgggCGAAAGCGGTGCTTCT
Tb11.01.6510 PFC9 ggggacaactttgtacaaaaaagttggcatgATGTCTGCTGACCCCA ggggacaactttgtacaagaaagt tgggTGAGCCTCCGCATTTTC
Tb11.01.5100 PAR1 ggggacaactttgtacaaaaaagttggcatgATGATCGAGGTGCAACTTAAC ggggacaactttgtacaagaaagt tgggCGAATCGCCAACTCGA
Tb10.70.7330 ADKB ggggacaactttgtacaaaaaagttggcatgGACCTTTCCGATAATAAGTTTGC ggggacaactttgtacaagaaagttgggCGGCTCTCCACTGTTT
Tbh10.6k15.0810 PFC14 ggggacaactttgtacaaaaaagttggcatgATGGAGAAAACACAACCGT ggggacaactttgtacaagaaagt tgggTACTCTTTCACAAGAGCCC
Tb10.61.1260 PFC15 ggggacaactttgtacaaaaaagttggcatgATGGCAAGTTCTACAGCAA ggggacaactttgtacaagaaagt tgggTACATCTCTGGGTTCTCCT
Tbh10.26.0680 PFC16 ggggacaactttgtacaaaaaagttggcatgATGTCTCACTACCTTTTGGTCA ggggacaactttgtacaagaaagttgggCAGCTATCCTCAGCAAGAAG
Th927.2.4330 PFR5 ggggacaactttgtacaaaaaagttggcatgATGACGCAATCAGCTCAA ggggacaactttgtacaagaaagt tgggCAATCATCTTCATCACAGGGT
Th927.7.6970 PFR6 ggggacaactttgtacaaaaaagttggcatgAAAAAGAGTGGTCATGAGGG ggggacaactttgtacaagaaagt tgggTATGAAGACGTTTTAGGCGC
Tbh10.6k15.0140 PFC19 ggggacaactttgtacaaaaaagttggcatgGTTCAGGGCCACTTGT ggggacaactttgtacaagaaagt tgggTACGAAGCTTTCACTGAGG
Th927.2.2160 PFC11 ggggacaactttgtacaaaaaagttggcatgATGACATCGGAGGAAGC ggggacaactttgtacaagaaagt tgggTAAATGTATTGCTCCAAATGCTCA
Th927.8.3790 PFC2 ggggacaactttgtacaaaaaagttggcatgATGGATGCAGAAGAGAATTTCCT ggggacaactttgtacaagaaagt tgggTACGCACTGTTCGCAG
Tbh11.01.3000 PFC17 ggggacaactttgtacaaaaaagttggcatgAAGAACAAACCCAGTAGTTATGC ggggacaactttgtacaagaaagt tgggCTTCTGTTTCTGCGCTCT
Tbh11.01.4623 Calmodulin ggggacaactttgtacaaaaaagttggcatgATGGCCGATCAACTCTC ggggacaactttgtacaagaaagt tgggTATTTGCTCATCATCATTTTCACGA
Th927.2.3020 ggggacaactttgtacaaaaaagttggcatgATGTCTGATGCGTCCG ggggacaactttgtacaagaaagt tgggCACTTACCCTCCTCTCC
Th927.7.1920 PFC5 ggggacaactttgtacaaaaaagttggcatgATGTTACAAGCGGCTGA ggggacaactttgtacaagaaagttgggCGTCGATTAAACTTTTTCAGGTTC
Th10.389.0100 PFC20 ggggacaactttgtacaaaaaagt tggcATGGATCAATCATGCAACGAA ggggacaactttgtacaagaaagttgggCGTGGGATCCGATACG
Tbh10.6k15.1510 PFC18 ggggacaactttgtacaaaaaagttggcatgGACTGTGTGTATAACTCAGTGG ggggacaactttgtacaagaaagt tgggTACTGGCGAGCTAATGC
Tbh11.01.3000 PFC17 ggggacaactttgtacaaaaaagttggcatgAAGAACAAACCCAGTAGTTATGC ggggacaactttgtacaagaaagt tgggCTTCTGTTTCTGCGCTCT
Tbh11.02.2350 PFC12 ggggacaactttgtacaaaaaagt tggcATGGCGAAAAAGGGTAAAAAGA ggggacaactttgtacaagaaagt tgggCAGTGTGAAGGCAACATATC

Th927.6.4140

domain of PFC4

ggggacaactttgtacaaaaaagttggcTATTTTGTGCACAGCAAAAACC

ggggacaactttgtacaagaaagttgggTGGTCACAAAAGTGTTGACTTAATTCC

Tb10.26.0680

domain of PFC16

ggggacaactttgtacaaaaaagttggcAAGTTTGAGTACCTTCCCAAC

ggggacaactttgtacaagaaagttgggTGGTCGCAAAACTGTCTGTC

Tb09.211.4513

KMP-11

ggggacaactttgtacaaaaaagt tggcATGGCCACCACATACG

ggggacaactttgtacaagaaagt tgggGGGAACTGGGCATTCT




700



