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BOETG9_ENTDI IIQTRKEIDQIKEETRANREAKEDET-MKKFTSIPGISHVKFKRGL A 99
gb |AAFD01000225.1 Tp ---- L A 57
Q6BTSO_DEBHA IASA RTLYYEVENT AFLFKVASDEMLSSNLKLYNETL a 100
Q5AHJ7_CANAL IDTA J n TISINSIIPKNLTLY L A 100
Q75C20_ASHGO A ADLOSLSKNAPT A 100
GBB_YEAST IEAA 2 A 100
Q9Y7B8_KLULA P ﬁ 100
Q8TFCO_SPOSC P J U 100
GBB_CRYPA A i 100
Q8NK86 MAGGR A A v 100
Q1PBD2_GIBMO A 2 & 100
Q4IFA4_ GIBZE A A g 100
Q1JUK2_GIBSA A A i 100
Q6XPX0_FUSOX A A v 100
Q6Y2F1_ TRIAT E a & 100
Q2H9J0_CHAGB A g 100
Q8NJW7_NEUCR A i 100
Q589C5 BOTCT A v 100
Q2U686_ASPOR P 2 & 100
Q4WVI4_ASPFU P A g 100
074214_EMENT P A i 100
Q1DKC6_COCIM P! A g 100
Q5DPY7_PARBR P a & 100
Q6XSF5_COCHE A g 100
QOTWX6_PHANO A V] 100
Q9HFS3_PNECA R a R 100
093887_CRYNE 2 a m 100
Q5KI86_CRYNE A A g 100
Q8J258_USTMA A i 100
Q6DLY8_ LENED A g 100
Q5EGE7_THACU a & 100
Q49S43_RHIST 2 a 2 100
Q6C7FO0_YARLI V. A LKSRV. A 100
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BOETGY9_ENTDI 199
gb|AAFD01000225.1_Tp 157
Q6BTSO_DEBHA APNGESVASGG 200
Q5AHJ7_CANAL SPNEKLVASAG 200
Q75C20_ASHGO CPNGNLVASAG 200
GBB_YEAST 200
Q9Y7B8_KLULA 200
Q8TFCO_SPOSC 200
GBB_CRYPA 200
Q8NK86_MAGGR 200
Q1PBD2_GIBMO 200
Q4IFA4_ GIBZE 200
Q1JUK2_GIBSA 200
Q6XPX0_FUSOX 200
Q6Y2F1_ TRIAT 200
Q2H9J0_CHAGB 200
Q8NJW7_NEUCR 200
Q589C5_BOTCI 200
Q2U686_ASPOR G 200
Q4WVI4_ASPFU G 200
074214_EMENT G 200
Q1DKC6_COCIM G 200
Q5DPY7_PARBR G 200
Q6XSF5_COCHE G 200
QOTWX6_PHANO G 200
Q9HFS3_PNECA AHTG 200
093887_CRYNE G 200
Q5KI86_CRYNE G 200
Q8J258_USTMA G 200
Q6DLY8_ LENED G 200
Q5EGE7_THACU G 200
Q49S43_RHIST EE 200
Q6C7FO0_YARLI A 200
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BOETGY_ENTDI AKLW DA Gaw 299
gb|AAFD01000225.1 Tp AKVWDIRNGK ADT SVAFFPIGHAFE 8w 257
Q6BTS0_DEBHA A INCIKVFPDNHSFM ASW 300
Q5AHJ7 CANAL A A W 300
Q75C20_ASHGO W 300
GBB_YEAST q W 300
Q9Y7B8 KLULA SAIKFFNNGESFMA W 300
Q8TFCO_SPOSC A A : 2 w 300
GBB_CRYPA H H w 300
Q8NK86 MAGGR GSDDA w 300
Q1PBD2_GIBMO GSDDA w 300
Q4TFA4 GIBZE GSDDA W 300
Q1JUK2 GIBSA GSDDA w 300
Q6XPX0_FUSOX ! H w 300
Q6Y2F1_TRIAT GSDDA w 300
Q2HOJ0_CHAGB GSDDA W 300
Q8NJW7 NEUCR GSDDA! w 300
Q589C5_BOTCI GSDDA w 300
Q2U686_ASPOR H w 300
Q4WVI4 ASPFU G w 300
074214 EMENTI G W 300
Q1DKC6_COCIM G w 300
Q5DPY7_PARBR G W 300
Q6XSF5_COCHE GSDDA w 300
QOTWX6_PHANO H H w 300
Q9HFS3_PNECA GSDDA w 300
093887 _CRYNE GSDDA w 300
Q5KI86 CRYNE GSDDA W 300
Q87258 USTMA GSDDA. w 300
Q6DLY8 LENED GSDDA. w 300
Q5SEGE7_THACU GSDDA w 300
Q49543 RHIST GSDDS W 300
Q6C7F0_YARLI s : 300
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BOETGY9_ENTDI A 300
gb |AAFD01000225.1_Tp A 258
Q6BTS0_DEBHA S 301
Q5AHJ7_CANAL § 301
Q75C20_ASHGO § 301
GBB_YEAST S 301
Q9Y7B8_KLULA [ 301
Q8TFCO_SPOSC A 301
GBB_CRYPA A 301
Q8NK86_MAGGR A 301
Q1PBD2_GIBMO A 301
Q4IFA4 GIBZE A 301
Q1JUK2_GIBSA A 301
Q6XPX0_FUSOX A 301
Q6Y2F1_TRIAT A 301
Q2H9J0_CHAGB A 301
Q8NJW7_NEUCR A 301
Q589C5_BOTCI S 301
Q2U686_ASPOR A 301
Q4WVI4 ASPFU A 301
074214 EMENI A 301
Q1DKC6_COCIM A 301
Q5DPY7_PARBR A 301
Q6XSF5_COCHE A 301
QOTWX6 PHANO C 301
Q9HFS3_PNECA A 301
093887_CRYNE S 301
Q5KI86 CRYNE S 301
Q8J258 USTMA A 301
Q6DLY8_LENED A 301
Q5EGE7_THACU A 301
Q49843 _RHIST A 301
Q6C7F0_YARLI § 301
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