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Figure S4

Nucleosome occupancy surrounding the start codon (left panel) and stop codon (right panel) 
according to differential Pol II elongation efficiency around the start codon and stop codon, respectively.
Pol II elongation efficiency was calculated as the ratio of expression level over Pol II density in these 
regions. Top 20 % and lowest 20 % of elongation efficiency were used as criteria for high and low 
elongation efficiency.


