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Table S1. Evolutionary conservation of SWI/SNF-like chromatin remodeling complexes from yeast,
Drosophila and mammals

Yeast Drosophila Human
SWI/SNF RSC 1n080 Swrl BAP PBAP BAF PBAF
Swil Eld/Osa BAF250a, b
Swi2/Snf2 Sthl 1no80 Swrl Brahma Brahma Brg, Brm Brg
Rscl, 2,4 Polybromo BAF180
Rsc9 BAP170 BAF200/ARID2
Swi3 Rsc8 Swcéd BAP155/Moira | BAP155/Moira | BAF155, 170 BAF155, 170
Nhp10 BAP111 BAP111 BAF57 BAF57
Swp73 Rsc6 BAP60 BAP60 BAF60a, b, ¢ BAF60a, b, ¢
Arp7 Arp7 Arp5, 8 Arp6
Arp9 Arp9 Arp4_ Arp4 BAPSS BAP55 BAF533, b BAF53a, b
Actl Actl BAP47/Actin BAP47/Actin B-actin B-actin
Snf5 Sfthl Snrl Snrl BAF47/SNF5/Ini| BAF47/SNFE5/Ini
SAYP BAF45a, b, ¢, d
Rsc5, 10, 13,
14,15
Rsc3, 30, 58
Swp82 Rsc7
Swp29 Swp29
Snf6, 11
Rvbi, 2 Rvbl, 2
lesl, 3,4
Swcs, 5, 7
Vps7l, 72
Yaf9




The yeast Swi2/Snf2 ATPase and other subunits of the prototypical SWI/SNF chromatin-remodeling
complex were identified in genetic screens of yeast deficient in mating type switching (SWItching
mutants) and in sucrose fermentation (Sucrose NonFermenters, SNF mutants). RSC (for Remodel the
Structure of Chromatin), a related yeast chromatin remodeling complex was identified by Cairns et al.
(1996). Ino80 and Swrl complexes are yeast SWI/SNF-related, ATP-dependent chromatin remodeling
complexes that also share significant similarities with SWI/SNF complexes in higher organisms (Krogan
et al., 2003; Mizuguchi et al., 2004; Shen et al., 2000). Interestingly, Drosophila and vertebrates have to
some degree shuffled the subunits of yeast chromatin remodeling complexes possibly in response to the
appearance of linker histones, a larger genome size and the need for tissue-specific heterochromatin.
Yeast SWI/SNF and RSC complexes share Arp7 and Arp9 subunits, but not actin. The SWI/SNF-like
BAF chromatin remodeling complexes in both Drosophila and mammals contain actin and Arp4
homologs, similar to yeast Ino80 and Swrl complexes. In addition, BAF57, which has no homolog in
the yeast SWI/SNF complex is similar to a subunit of Ino80 (nhp10). Swrl subunit Swc4 also shares a
SANT domain with BAF155 and BAF170. Mammalian SWI/SNF-like BAF complexes interact with Rb
and HDAC and facilitate transcriptional repression ( Zhang et al., 2000).
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Supplemental Figure: Alignments of the components of SWI/SNF-like complexes in yeast, Drosophila and mammals. Identical amino
acids in more than half of the aligning proteins are boxed. While several subunits of the BAF complex do not have true homologues in
yeast, BAF250 shares an ARID domain and LxxLL motif with Swil, BAF180 shares two Bromodomains and one BAH domain with
Rsc1/2 of the RSC complex, BAF57 shares an HMG domain with nhp10 of the Ino80 complex, and BAF53 is most close to Arp4 of the
Swrl complex. In addition, mammalian BAF complexes contain actin, similar to the Ino80 and Swr1 complexes, while yeast SWI/SNF and
RSC do not have actin. BAF250 and ARID2 (BAF200) share the similarity of an ARID domain.

The conserved domains are highlighted in colors:

Brg/Brm, HSA domain in green; BRK domain in yellow; SNF2-like ATPase domain in red and Bromodomain in blue.
BAF155/BAF170, Chromo-related domain in green; SWIRM domain in yellow; SANT domain in red and Leu-zipper in blue. Note that
yeast Swi3 has no conserved Chromo-related domain.

BAF60, SWIB/MDM?2 domain in blue.

BAF57, HMG domain in blue; Coiled-coil domain in yellow. The alignments of HMG domains and potential Coiled-coil regions of
BAF57 and yeast nhp10, an Ino80 complex subunit, are shown separately.

BAF53, the diverse actin-fold subdomain 2 is underlined.

BAF47, SNF5 domain in blue.

BAF45a and Drosophila SAYP are likely homologues and share similarities throughout the protein including 2 PHD domains (in yellow).
SAYP has a long N-terminal extension that is not present in vertebrates.

BAF45, N-terminal domain in red; Kriippel domain in blue and PHD domains in yellow. Drosophila dd4 protein is the fly BAF45
homologue and is likely a BAP subunit although hasn’t been shown experimentally. No yeast homologues are identified.

BAF180, Bromodomains in blue; BAH domains in yellow and HMG domain in red. Note that yeast Rscl and Rsc2 have only two
Bromodoains and one BAH domain.

BAF250, ARID domain in blue; C1 region in red and C2 region in green.

BAF200, ARID domain in red; RFX domain in blue and Zn fingers in green.

The alignment of the ARID domains of BAF250 and BAF200 is shown separately.
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