Supplemental Figure 4

Enrichment analysis of snoRNA host genes according to the Cellular
Componebt category of Gene Ontology

Figure legend

GO terms enriched for host genes of both C/D box and H/ACA box snoRNAs are shown as yellow boxes, GO terms enriched
only for host genes of C/D box snoRNAs are shown as red boxes, and GO terms enriched only for host genes of H/ACA box
snoRNAs are shown as green boxes. The p-values for enrichment significance of each GO term are shown within the GO
term boxes. Non-enriched GO terms in the hierarchical tree of GO terms are shown as dots to reduce the figure size.
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