
Ggn81 SNORD49_75 nt

Ggn102 SNORD51_71 nt

Ggn12 SNORD58_67 nt

Ggn30 SNORD58_67 nt

Ggn40 SNORD36_72 nt

Ggn69 SNORD16_104 nt

Ggn75 SNORD36_76 nt

Ggn6 SNORD18_66 nt

Ggn115 SNORA65_136 nt

Ggn49 SNORA72_134 nt

Ggn14 SNORD16_54 nt

Ggn122 SNORD15_143 nt

Ggn78 SNORD15_149 nt

Supplemental Figure 5
Expression pattern of intronic snoRNAs during chicken muscle development

• Among the 102 snoRNAs, 89 were encoded by intronic regions of protein coding genes. 
Besides 13 snoRNAs in the right table, the expression pattern of the other 76 intronic
snoRNAs during chicken muscle development were analyzed by Northern blot.

• The expression pattern of 76 intronic snoRNAs were shown as:

√ 9 snoRNAs hosted by ribosomal related genes
√ 9 hosted by translational related genes
√ 24 hosted by other functional genes  
√ 34 hosted by unknown genes

• Figure legend
The expression pattern of each ncRNA during chicken muscle development was 
analyzed by Northern blot. The tested samples were from Pectoralis major muscles at 
different developmental stages of broiler (B) and layer (L) chickens, including embryonic 
days 12, 16, 18 (E12B, E12L, E16B, E16L, E18B, E18L), 2 weeks and 4 weeks after 
hatch (2WB, 2WL, 4WB, 4WL). Each ncRNA name was shown on the left of each blot, 
each host gene name was labeled on the right of each blot. 



9 snoRNAs hosted by ribosomal related genes

Ggn42_SNORD100_76 nt

Ggn91_SNORA33_136 nt

Ggn55_SNORD55_75 nt

Ggn108_CD_99 nt

Ggn84_SNORA62_158 nt

Ggn109_SNORD38_73 nt

Ggn53_SNORA69_129 nt

Ggn118_snoMBⅡ_142 nt

Ggn83_SNORA62_156 nt
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40S ribosomal protein S12

40S ribosomal protein S12

Ribosomal protein S8

Ribosomal protein S8

40S ribosomal protein SA

Ribosomal protein S8

60S ribosomal protein L39

60S ribosomal protein L13

40S ribosomal protein SA



9 snoRNAs hosted by translational related genes

Ggn101_SNORA41_135 nt

Ggn111_SNORA63_131 nt

Ggn140_snR39B_66 nt

Ggn51_SNORD66_74 nt

Ggn110_SNORA81_181 nt

Ggn120_CD_71 nt

Ggn98_SNORA28_129 nt

Ggn123_HACA_130 nt

Ggn128_SNORD66_73 nt
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E1
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EF-1-beta

eIF-4A-II

eIF-4A-II

eIF-4G1

eIF4A-II

Isoleucyl-tRNA synthetase, IleRS

eIF- 5

eIF4A-II

eIF-4G1



24 snoRNAs hosted by other functional genes

Ggn31_SCARNA6_117 nt

Ggn73_SNORA46_137 nt

Ggn70_SNORD45_83 nt

Ggn3_SNORD11_82 nt

Ggn4_SNORA1_133 nt

Ggn71_CD_77 nt

Ggn8_SNORD92_83 nt

Ggn56_HACA_135 nt

Ggn66_SNORA53_243 nt

Ggn100_CD_78 nt
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Ggn13_SNORA31_46 nt

Ggn44_SCARNA1_74 nt

Ggn36_SNORD94_142 nt

APG16-like 1

CCR4-associated factor 1

Rab GGTase beta

NOP58

JOSD3

PRP39 homolog

WD repeat domain 43

CCT-zeta

solute carrier family 25 member 3

NOP58

pCHK23

protein phosphatase 1 regulatory inhibitor subunit 8

PTCD3



Ggn151_SCARNA24_132 nt

Ggn5_SNORA55_135 nt

Ggn45_SNORA18_132 nt

Ggn72_HACA_129 nt

Ggn79_HACA_133 nt

Ggn146_SCARNA20_138 nt

Ggn50_SNORA22_132 nt

Ggn90_SNORA29_133 nt

Ggn88_SNORA55_130 nt

Ggn43_SNORA23_184 nt
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Ggn145_SNORA75_141 nt

DNA polymerase alpha catalytic subunit (Fragment)

APP-1

Protein JOSD3

Protein JOSD3

Nucleolin (Protein C23)

RAN binding protein 1

Williams Beuren syndrome chromosome region 22

CCT-zeta

t-complex 1

APP-1

RanBP7/importin 7 (LOC423046)

24 snoRNAs hosted by other functional genes (Continued)



34 snoRNAs hosted by unknown genes

Ggn89_SNORA21_133 nt

Ggn19_SNORA66_137 nt

Ggn95_SNORA26_134 nt

Ggn97_SNORA3_132 nt

Ggn124_SNORA36_134 nt

Ggn125_SNORA19_124 nt

Ggn7_SNORD83_76 nt

Ggn82_CD_67 nt

Ggn47_SNORD17_226 nt

Ggn107_CD_68 nt

Ggn1_CD_70 nt
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Ggn80_CD_82 nt

Ggn152_SNORA74_52 nt

ENSGALG00000001634

ENSGALG00000003235

ENSGALG00000013955

ENSGALG00000005948

ENSGALG00000005054

ENSGALG00000009328

ENSGALG00000005054

ENSGALG00000003966

ENSGALG00000005054

ENSGALG00000021873

Hypothetical protein

mKIAA0515 protein (LOC417177)

ENSGALG00000002089

Ggn96_SNORA3_132 nt

Ggn99_SNORA19_133 nt

Ggn74_HACA_137 nt

Ggn10_SCARNA16_169 nt

ENSGALG00000005948

ENSGALG00000009328

ENSGALG00000005490

ENSGALG00000001734



Ggn104_snosnR60-Z15_73nt

Ggn76_SNORA8_140 nt

Ggn77_SNORA32_123 nt

Ggn21_SNORD65_66 nt

Ggn150_SNORD24_81 nt

Ggn54_SCARNA15_132 nt

Ggn62_SNORD12_79 nt

Ggn131_SNORD12_79 nt

Ggn15_SNORD93_88 nt

Ggn32_HACA_136 nt
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E1
6L

E1
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E1
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E1
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CR387333

ENSGALG00000033205

ENSGALG000000033205

CR391615

CR387333

CR523821

BU281079

BU281079

BX932828

ENSGALG00000032755

Ggn9_SNORD102_72 nt

Ggn60_U3_214 nt

Ggn52_CD_66 nt

Ggn17_CD_70 nt

Ggn94_SNORD73_68 nt

Ggn34_CD_66 nt

Ggn112_SCARNA8_131 nt

ENSGALG00000017100

ENSGALG00000005037

ENSGALG00000021873

ENSGALG00000001886

Hypothetical protein Acc:Q5ZK27

hypothetical protein LOC426579

hypothetical protein LOC427238

34 snoRNAs hosted by unknown genes (Continued)


