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Figure S1 Structural features of Prdx6

(A) Prediction of MAPK phosphorylation sites. Conserved MAPK phosphoacceptor sites in the Prdx6 peptide sequence are shaded in grey. Thr (T) residues at position 44, 177 and 220 that are
possible phosphorylation sites are shown in red. (B) The location of the phosphorylation site in Prdx6. The crystal structure of oxidized Prdx6 is shown as a homodimer [41]. The PLA2 catalytic
triad (Ser-32, His-26 and Asp-140) of Prdx6 [24] and the proposed phosphorylation site (Thr-177) are indicated. (C) Predicted sites for MAPK docking to Prdx6. Prdx6 homologues contain D- and
DEF-domains for interaction with MAPKs. X is any amino acid and � is a hydrophobic amino acid such as leucine/isoleucine. (D) Surface accessibility of MAPK docking sites, indicating localization
of the D-domain peptides on the Prdx6 structure. D1-domain is in grey (partially accessible) and D2-domain is in red (fully accessible) against the rest of the Prdx6 molecule in blue.

Received 9 October 2008/23 December 2008; accepted 14 January 2009
Published as BJ Immediate Publication 14 January 2009, doi:10.1042/BJ20082061

1 Present address: University Ulsan College of Medicine, Seoul 138-736, Korea.
2 To whom any correspondence should be addressed (email abf@mail.med.upenn.edu).

c© The Authors Journal compilation c© 2009 Biochemical Society


