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Supplementary Fig. 3. The background vector sequence is available online from System 

Biosciences (www.systembio.com). Features important for viral construction are color-coded 

in blue, and those for propagation of plasmids in mammalian and bacterial cells in orange. 

Promoters driving KCNA1 and GFP are yellow, and GFP is green. The inserted KCNA1 

sequence is in pink. A text version of the complete sequence is available upon request. The 

inserted KCNA1 contains only the coding sequence corresponding to NM_000217.2 (1106-

2593) cloned into NheI and BamHI sites using primers designed with overhanging restriction 

sites. TEA-resistant WT and mutant (RX and TR) constructs were amplified from pMT2LF 

and subcloned into the pCDH1 backbone using identical primers. All three clones (WT, RX 

and TR) contained the Y379V change, and the positions of the two additional changes in the 

T226R and R417X mutations are indicated. Both T226R and R417X involve a single 

nucleotide change. These individual nucleotides are the only differences among the 

constructs.


