
 

Snapshot of PIPSL locus from UCSC genome browser [1, 2]. Four tracks are attached, which 
show the validated results of Ludwig Institute Chip-chip experiments. Small blocks show signal of 
biding sites with darker color indicating stronger binding affinity. Light lavender block, light blue 
block and light yellow block mark the sequenced 5’ promoter, 5’ UTR and 3’ UTR, respectively. 
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