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lhglf_dna

human_pare
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dog_parent
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dog_parent

gibbon.fas
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idog_parent

gibbon.fas
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idog_parent

* 1800 * 1820 * 1840 * 1860 * 1880 *

GBCCTCAAaGGCTCAACCTACBaaCGgCGGGCTTCCCBQAABGAGCGAGBGAAGCCTCTtCCCACaTTTBAAGBCCTBGACTTCTTACABGACBTCCCtGATGGT

1500 * 1820 *

1540 * 1960 * 1980 *

HCAACGCTCTCTGTAAGACCCTgCBGCGTGACTGTTTGGTGCTGCAGAGCTTCAAGHTAATGGatTAtHGCCTCTTGATGTCA

2000 * 2020 * 2040 * 2060 * 2080 * 2100

ATcCATRAtATAGATCALGCACRACGAGAGCCCTTAaGCAg gARaCACA TaCTCAGtTGAtACTCgaAgACC GCCCCCCARAAGGCLCtgTATTCCACAGCE
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1074
410
1210
1234
210
198
207

1012
1179
515
1315
1339
315
303
312

1117
1284
620
1420
1444
420
408
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1222
1389
725
1525
1549
525
513
522

1327
14394
830
1630
1654
630
618
627

1432
1599
935
1735
1759
735
723
732

1537
1704
1040
1840
1864
840
gzs
837

1642
1809
1145
1945
1969
945
933
942

1747
1914
1250
2050
2074
1050
1038
1047
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gibbon. fas
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TT T TT( TCTT. TTT TT( T T( T( ¢
TATATTGGCATCATTGACATICTAaCAGTCTTACAGGTTTGTTAAQRARAGTTGGAGCACTCTTGGARAGCCCTGYTACATGRA gGAGACACLGTCTCAGTGCALCgC

2320 * 2340 * 2360 * 2380 * 2400 *

C TT TC
CCRQGCTTCTZ GCTgAR GUTTCCAGCGCTTCATQTGCRACACaGTaTTtAAGAAGATECCCTTIGAAGCCETICTCCLTcCARARAa TTcgGTCTGGCTCATCT

* 2540 d 2560 d 2580 * 2600 * 2620
d

C d d T( TT TT" T s TP CTA
GGCGTtcACCTLtGETCETCCTGATGTTTTACCTCAGRCECCACCTTTGGAGQARRTCAGTGAGGYCTC cCTA

tTCCTGRcCCCagTTtctcacet tagttgga

* 2660 * 2680 * 2700 * 2720

GTACAACCTTGGAARAGCTTGAAGTTCGCAGAGTCAGAGTTCACCCATTARAT TGTT AAGCACTAT T

G C' (e A ATGACTG CT G ( TC CT{eCZ CTCT{el C
ggccttatcacactgg taatgactgtgaagtgctgaccacactcaccccagacactggocgtatectgtccaagotacatactgtccaacee

d
d
e
q
2 AT TTC' g5C Tele THYA CGTGG T( “TCTGAAG e CAle e R CAAGAT{ECGCATIATTGCCTT®CT! Y;
aagggcaagatcaccttcotgca gggcatcc cgtggcccatctggctctgaagcaccgacaaggcaa aatcacaagat cgcatcattgcctttgtgggaa ©

1852
2019
1355
2155
2179
1155
1143
1152

1957
2124
1460
2260
2284
1260
1248
1257

2062
22289
1565
2365
2388
1365
1353
1362

2167
2334
1670
2470
24594
1470
1458
1467

2272
2438
1758
2575
2558
1575
1563
1572

2302
2469

2605
2629
1680
1593
1602

2407
2574

2710
2734
1785
1698
1707

2512
2678

2815
2839
1890
1803
181z

2617
2784

2520
2944
1995
1908
1917
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CT AG AGT:. GTT! TTATC A TGAACACZ
g ctcaagaaggagaaagtaaatgttgacattatcaattttggggaagaggaggtgaacaca

AAAGC C CTTTGT: c ARG CGGTTCTCATCTG!
gaaaagctgacagcctttgtaaacacgttgaatggcaaagatggaaccggttctcatctgg

TGGTE. ey A GC
tggtg tcctgagetggecttgg cott

T TG TGC! T e GTTTC :
tcaga gatgccctgetgaagatgaccatcagecagecaagagtttggee cactgggettectgacctaageagtatgactgaggaagag agattg tt tgec

3580 * 3600 3640 3660

3680 * 3700 * 3720 * 3740 * 3760 * 3780

* 3800 * 3820 * 3840 * 3860 * 3880

GAGACTGGAGGGAA TAGCTGAGCCTGCTCAGGGEACTGECAT AGC
GACTGEAGGGAARAGCGTAGATCGAGCCTEETCAGGEEACTGCATGCGAAGE

GACTGEAGGCARACCGTAGCTCGAGCCTECTCAGGEEACTGCATGCCGAAGT
GACTGEAGGGAAAGCCGTAGCTGAGCCTEETCAGGEEACTGCATGCGAAGE

R ATGCTCTTGCAAR GCACTAT TGTGTCTGEACAAC

tcccaggocaccaagga ggcaagaaggacaa  aaggaggaagacaagaagtga

2721
2889

3025
3049
2100
2013
2022

2826
2994

3130
3154
2205
2118
2127

2931
3099

3235
3258
2310
2223
2232

3036
3204

3340
3364
2415
2328
2337

3141
3309

3445
3468
2520
2433
2442

3246
3414

3550
3574
2625
2538
2547

3351
3519

3655
3679
2730
2643
2652

3456
3623

3755
3783
2784
2733
2706

Alignment of the complete PIPSL locus across al five all hominoids and the parental genes from
human, chimp and dog. The number on top and left indicate the location of nucleotides in
alignment and member sequence, respectively. “ATG” and “TGA” in yellow mark the start and
stop codon. Nucleotides in red mark the codons in gibbon and gorilla with some disrupting
mutations.



