
 

 



 

 

 



 

 

 
Alignment of the complete PIPSL locus across all five all hominoids and the parental genes from 
human, chimp and dog. The number on top and left indicate the location of nucleotides in 
alignment and member sequence, respectively. “ATG” and “TGA” in yellow mark the start and 
stop codon. Nucleotides in red mark the codons in gibbon and gorilla with some disrupting 
mutations.  
 


