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A similar retroposed fused locus in mouse. According to UniGene database [1], both parental
genes have a wide expression across blood, brain, pancreas, testis and so on. 6030436E02Rik is
inferred based on reviewed computer annotation to have electron carrier activity and heme binding
function [2]. As for C330019G07RIk, it is named as embryo implantation factor 2 (EMO2), which
might be important for mouse embryo implantation process [3]. This locus emerged after the split
of mouse and rat according to genomic alignment information of UCSC [4]. It consists of almost
the full-length transcripts of both parental genes except one 141bp region in 5° UTR of
6030436E02Rik and one 554bp region in 3> UTR of C330019G07Rik. Moreover, the intergenic
1003bp was also included. Compared to PIPSL, inclusion of this genomic DNA region and 5
UTR of C330019G07Rik might interrupt the continuity of the fused ORF.
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