Supplementary Table S2. CSP 3D7/non 3D7 type by polymorphic amino acid site in Th3r (single+majority) (ATP cohort for efficacy)

Gro Gr1 Gr2 Gr3 P-value (Fisher)
N=38 N=15 N=23 N=31

Parameters or |Value |% Value |% Value (% Value |% Pooled- AS01B - AS02A -
Characteristics Categories orn orn orn orn Control Control Control
N367 Not 3D7 6 158 |1 6.7 |5 217 |11 355

3D7 32 842 |14 933 |18 783 |20 64.5 0.0912 0.0702 0.3701
P369 Not 3D7 1 26 |0 00 |1 43 3 9.7

3D7 37 974 |15 100 |22 95.7 |28 90.3 0.3194 0.5405 0.6280
D371 Not 3D7 1 26 |0 00 |1 43 |7 22.6

3D7 37 974 |15 100 |22 95.7 |24 774 0.0187 0.0782 0.1186
E372 Not 3D7 29 76.3 |13 86.7 |16 69.6 |21 67.7

3D7 9 237 |2 133 |7 304 |10 32.3 0.5887 0.2846 1
D374 Not 3D7 4 105 |1 6.7 |3 13.0 |3 9.7

3D7 34 895 |14 933 |20 87.0 |28 90.3 1 1 1
A376 Not 3D7 21 553 |7 46.7 |14 60.9 |20 64.5

3D7 17 447 |8 533 |9 391 11 355 0.4699 0.3412 1

Gr.0 =Pooled RTS,S

Gr.l =RTS,S/AS01s

Gr.2 = RTS,S/AS024

Gr.3 = Rabies vaccine

N = number of subjects

n = number of subjects in a given category

Value = value of the considered parameter

% = n / Number of subjects with available results x 100



