
MRPS7  
 

                                                                              

RMS7_DOG         1 MAAPAVKAAGGWPILALSLRSGVRRLPGLTQVRWSRYGPEYKDPRIDKEYYRKPLAELTE 

RMS7_BOVINE      1 MAAPTAKVSRGWSGLALGVRIAVLRLPGLTQVRWSRYGPEYQDPQIDKEYYRKPLAQLTE 

RMS7_HUMAN       1 MVAPAVKVARGWSGLALGVRRAVLQLPGLTQVRWSRYSPEFKDPLIDKEYYRKPVEELTE 

RMS7_MOUSE       1 MAAPALRAPLRWSGLALGVRCAVWNLPGLTQVRGSRYAPEFREPLIDKEYYRKPVAELTE 

RMS7_CHICKEN     1 MAAPTA------AGLCPRLR---AWLPRLTQVRWSRYNPSFLEPEVNKELYQKPFNELSE 

RS7_THET8        1 ------------------------------------------------------------ 

RS7_ECOLI        1 ------------------------------------------------------------ 

 

                     

RMS7_DOG        61 EEKYEQELRKTQLIKAAPAAKTSSVFEDPVISKFTNMMMKGGNKVLARSLMMQTLEAVKR 

RMS7_BOVINE     61 EETYERELRKTQVIKAAPATKTSSVFEDPVISKFTNMMMKGGNKILARSLMTQTLEAVKR 

RMS7_HUMAN      61 EEKYVRELKKTQLIKAAPAGKTSSVFEDPVISKFTNMMMIGGNKVLARSLMIQTLEAVKR 

RMS7_MOUSE      61 EEKYDQELKKTQFIKAAAATETSSVFADPVISKFTNMMMKGGNKVLARSLMAQTLEAVKR 

RMS7_CHICKEN    52 EEKEKQELKAVHPIKAAPPSISSSVFSDPMISKFTNMMMKDGNKVLARSLMAQTLENIKR 

RS7_THET8        1 --------MARRRRAEVRQLQPDLVYGDVLVTAFINKIMRDGKKNLAARIFYDACKIIQE 

RS7_ECOLI        1 --------MPRRRVIGQRKILPDPKFGSELLAKFVNILMVDGKKSTAESIVYSALETLAQ 

 

                                    

RMS7_DOG       121 KQFEKYHAASAEEQATIERNPYVIFHQALQNCEPVIGLVPILRGGHFYQVPVPLADRRRR 

RMS7_BOVINE    121 KQFEKYHAASAEEQATVERNPYTIFHQALKNCEPVIGLVPILKGGHFYQVPVPLAERRRR 

RMS7_HUMAN     121 KQFEKYHAASAEEQATIERNPYTIFHQALKNCEPMIGLVPILKGGRFYQVPVPLPDRRRR 

RMS7_MOUSE     121 KQFEKYRAASAEEQATIERNPYRIFHEALKNCEPVIGLVPILKGGHFYQVPVPLADRRRR 

RMS7_CHICKEN   112 KQLEKYHRAPDDEKERVECNPYVIFHQALKNCQPIIGLSNITRGGKTYQVPVPLKDNRKR 

RS7_THET8       53 K---------------TGQEPLKVFKQAVENVKPRMEVRSRRVGGANYQVPMEVSPRRQQ 

RS7_ECOLI       53 R---------------SGKSELEAFEVALENVRPTVEVKSRRVGGSTYQVPVEVRPVRRN 

 

                                    

RMS7_DOG       181 FLAMKWMIKECREKKHRRMLMPEKLSHELLEAFHNQGPVIKKKHDMHKMAEANRALAHYR 

RMS7_BOVINE    181 FLAMKWMITECREKKPRRMLMPEKLSQELLEAFCNRGPVIKRKHDMHKMAEANRALAHYR 

RMS7_HUMAN     181 FLAMKWMITECRDKKHQRTLMPEKLSHKLLEAFHNQGPVIKRKHDLHKMAEANRALAHYR 

RMS7_MOUSE     181 FLAMKWMITECRENKPRRTLMPEKLSHELLEAFHNRGPVIKRKHNMHKMAEANRALAHYR 

RMS7_CHICKEN   172 FLAMKWLITE-------------------------------------------------- 

RS7_THET8       98 SLALRWLVQAANQRPER--RAAVRIAHELMDAAEGKGGAVKKKEDVERMAEANRAYAHYR 

RS7_ECOLI       98 ALAMRWIVEAARKRGDK--SMALRLANELSDAAENKGTAVKKREDVHRMAEANKAFAHYR 

 

 

RMS7_DOG       241 WW---------------------- 

RMS7_BOVINE    241 W----------------------- 

RMS7_HUMAN     241 WW---------------------- 

RMS7_MOUSE     241 WW---------------------- 

RMS7_CHICKEN       ------------------------ 

RS7_THET8      156 W----------------------- 

RS7_ECOLI      156 WLSLRSFSHQAGASSKQPALGYLN 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 



MRPS9  
 

RMS9_DOG        1 MAAPCVSCYAALSCRLFLGGRVSLSQKQGVWKAAAAELQTGTGSQILRLRHTTGVSTKKN 

RMS9_BOVINE     1 MAAPSVSCGAAVPYRLFLAGRVSFAREQGLWKAAASGLQTGTRCQILRLKHSPAVTTKKN 

RMS9_HUMAN      1 MAAPCVSYGGAVSYRLLLWGRGSLARKQGLWKTAAPELQTNVRSQILRLRHTAFVIPKKN 

RMS9_MOUSE      1 ------------------------------------------------------------ 

RMS9_CHICKEN    1 --MAVVAAGR----VLRLGGR---------WSAAASG---GPSAQTLRLIYTTTAAWRKN 

RS9_THET8       1 ------------------------------------------------------------ 

RS9_ECOLI       1 ------------------------------------------------------------ 

                                                                  **   * 

RMS9_DOG       61 VAALRRETYTVDFIKKQIEEFNIGKRHLANMMGEDPETFTQEDIDKAIAYLFPSGLFEKQ 

RMS9_BOVINE    61 VAALRRESYTVDFIKKQIEEFNIGKRHLANMMGEDPETFTQEDVDRAITYLFPSGLFEKR 

RMS9_HUMAN     61 VPTSKRETYTEDFIKKQIEEFNIGKRHLANMMGEDPETFTQEDIDRAIAYLFPSGLFEKR 

RMS9_MOUSE      1 -----------------------GKRHLANMMGEDPETFAEEDIDRAIAYLFPSGLFEKR 

RMS9_CHICKEN   43 VAASGPEKYTEAFIKKQIEEFDLGKRHLANMMGEDPETFTQEDIDRAIAYLFPSGLFDKR 

RS9_THET8       1 ------------------------------------------------------------ 

RS9_ECOLI       1 ------------------------------------------------------------ 

 

RMS9_DOG      121 ARPIMKHPEQIFPKQRAIQWGEDGRPFHFLFYTGKQAYYSLMHEAYGKLLEVEKRQNQLQ 

RMS9_BOVINE   121 ARPIMKHPEEIFPKQRAVQWGEDGRPFHFLFYTGKQSYYSLMHEAYGKVLHAEERQDQLR 

RMS9_HUMAN    121 ARPVMKHPEQIFPRQRAIQWGEDGRPFHYLFYTGKQSYYSLMHDVYGMLLTLEKHQSHWQ 

RMS9_MOUSE     38 ARPMMKHPEHIFPKQRATQWGEDGRPFHFLFYTGKQSYYSLMHDVYGKVMQLEKHR---- 

RMS9_CHICKEN  103 ARPMMKHPSEIFPEQRKIQWGEDGRPFHFLFYTGKQSYYSLMHETYEKLLNVQKHQDQLV 

RS9_THET8       1 ------------------------------------------------------------ 

RS9_ECOLI       1 ------------------------------------------------------------ 

 

RMS9_DOG      181 AKGLFSEKTKT-KDLIDSRWLIKEELEEMLVEKLSDQDYAQFIRLLERLLTLHCGS-EEE 

RMS9_BOVINE   181 AKGLFSEKSKS-KDLIGSRWLIKEELEEMLVEKLSDQDYAQFIRLLERLSALPCDAAEEE 

RMS9_HUMAN    181 AKSLLPEKTVT-RDVIGSRWLIKEELEEMLVGKLSDLDYMQFIRLLEKLLTSQCGAAEEE 

RMS9_MOUSE     94 --GPLSASAES-RDLIGSRWLIKEELEEMLVEKLSDEDYAQFIRLLEKLLTLPCGPAEEE 

RMS9_CHICKEN  163 AQGFSLQKEK--KNLVGSRWLTKTELEGMLLEKLSDDDYSRFIRLLEKLMTLPCSDIEEN 

RS9_THET8       1 ------------------------------------------------------------ 

RS9_ECOLI       1 ------------------------------------------------------------ 

 

RMS9_DOG      239 FVQRFRRSVTIQSKKQLIEPVQYDEQGMAFSTSEGKRKSAKAEAIVYGHGSGRIKVNGID 

RMS9_BOVINE   240 FVGRFRRTVTVQSKKHLIEPLQYDEQGMAFSTGQGKRKTANAEAVVYGHGSGKIEINGVD 

RMS9_HUMAN    240 FVQRFRRSVTLESKKQLIEPVQYDEQGMAFSKSEGKRKTAKAEAIVYKHGSGRIKVNGID 

RMS9_MOUSE    151 FVQRFRRSVTIQSKKQLIEPVQYDEQGMAFSTSEGRRKSATAQAVVYEHGSGKIHVNGVD 

RMS9_CHICKEN  221 YIKKFSKEIAVQLQKVSTEPLKYDEQGVAFSTGEGVRKTSRATAVVYDNGTGKITVNGID 

RS9_THET8       1 -------------------MEQY--------YGTGRRKEAVARVFLR-PGNGKVTVNGQD 

RS9_ECOLI       1 -----------------MAENQY--------YGTGRRKSSAARVFIK-PGNGKIVINQRS 

                                                         *         *                

RMS9_DOG      299 YLLYFPVTQDREQLMFPFHFLDRLGKHDTTCTVSGGGRSSQAGAIRLAVARALCSFVTEE 

RMS9_BOVINE   300 YLLYFPVTQDREQLMFPFHFLDRLGKHDVTCTVSGGGRSSQAGAIRLAMSRALCSFITED 

RMS9_HUMAN    300 YQLYFPITQDREQLMFPFHFVDRLGKHDVTCTVSGGGRSAQAGAIRLAMAKALCSFVTED 

RMS9_MOUSE    211 YLIYFPITQDREQLMFPFHFLDRLERHDVTCTVSGGGRSAQAGAIRLAMARALCSFVTED 

RMS9_CHICKEN  281 ILRYFPVLQDREQLLFPFQFLDRVGKHDAICTVSGGGRSSQAGAIRLATAKALRSFVTET 

RS9_THET8      33 FNEYFQGLVRAVAALEPLRAVDALGHFDAYITVRGGGKSGQIDAIKLGIARALVQYN-PD 

RS9_ECOLI      35 LEQYFGRETARMVVRQPLELVDMVEKLDLYITVKGGGISGQAGAIRHGITRALMEYD-ES 

 

RMS9_DOG      359 EVEWMRQAGLLTADPRVKERKKPGQEGARRKFTWKKR 

RMS9_BOVINE   360 EVEWMRQAGLLTTDPRVRERKKPGQEGARRKFTWKKR 

RMS9_HUMAN    360 EVEWMRQAGLLTTDPRVRERKKPGQEGARRKFTWKKR 

RMS9_MOUSE    271 EVEWMRQAGLLTPDPRIRERKKPGQEGARRKFTWKKR 

RMS9_CHICKEN  341 EVEFMRQAGLLTVDPRVRERKKPGQEGARRKFTWKKR 

RS9_THET8      92 YRAKLKPLGFLTRDARVVERKKYGKHKARRAPQYSKR 

RS9_ECOLI      94 LRSELRKAGFVTRDARQVERKKVGLRKARRRPQFSKR 

 

 

 

 

 

 

 

 



MRPS11  
 

RMS11_DOG         1 MQVVRTTRSWLLRWWAWSPTP-RVVAGAPASTVHAGARQLQNQAAKQEAGEKAEAST--P 

RMS11_BOVINE      1 MQVLRNAGSWLLRSWAWPPTT-RVVAGVPAPTIHMSAQQMQDAAAKEEV-EKAETPAPAP 

RMS11_HUMAN       1 MQAVRNAGSRFLRSWTWPQTAGRVVARTPAGTICTGARQLQDAAAKQKVEQNAA-----P 

RMS11_MOUSE       1 MQVLRNSGSWLLLSWAGHGMT-RFVGIAPAKNIHTGAPRLEDSAARQNTEREAA-----P 

RMS11_CHICKEN     1 MHAVLTV--------AWQRLRGAACGAGLGRGVHAGVRRLQELAEKG-AEKGAE------ 

RS11_THET8        1 ----------------------------MAKKPS--KKKVKRQVASG------------- 

RS11_ECOLI        1 ----------------------------MAKAPIRARKRVRKQVSDG------------- 

 

 

RMS11_DOG        58 SRSGFSIYPPVPGQESPLRWAGKKFEEIPIAHIKASYNNTQIQVVSAANQPLARTSCGTE 

RMS11_BOVINE     59 SRSSFSIYPPIPGQESSLRWAGKKFEEIPIAHIKASYNNTQIHVVSAAHQPLARASCGTE 

RMS11_HUMAN      56 SHTKFSIYPPIPGEESSLRWAGKKFEEIPIAHIKASHNNTQIQVVSASNEPLAFASCGTE 

RMS11_MOUSE      55 SR--FSLYPPVPGQESSLQWAGMKFEDVPIAHIKATYNNTQIQVVSATNASLARASCGTE 

RMS11_CHICKEN    46 SLSGTDLSPLIL-QRSSMRWDGKTYEEIPIAHIKATYNNTHIQVVSFDNRPFAHTSCGTE 

RS11_THET8       18 -----------------------------RAYIHASYNNTIVTITDPDGNPITWSSGGVI 

RS11_ECOLI       20 -----------------------------VAHIHASFNNTIVTITDRQGNALGWATAGGS 

 

                                                 * 

RMS11_DOG       118 GFRNAKKGTGIAAQTAGIAAAVKATGKGVTHIRVVVKGLGPGRLSAIKGLTMGGLEVISI 

RMS11_BOVINE    119 GFRNAKKGTGIAAQTAGIAAAAKATGKGVTHVRVVVKGLGPGRLSAIKGLTMGGLEVISI 

RMS11_HUMAN     116 GFRNAKKGTGIAAQTAGIAAAARAKQKGVIHIRVVVKGLGPGRLSAMHGLIMGGLEVISI 

RMS11_MOUSE     113 GFRNAKKGTGIAAQTAGIAAAAKATGKGVTHIRVVVKGMGPGRWSAIKGLTMGGLEVISI 

RMS11_CHICKEN   105 GFQNAKKGTAIAAQTAGIAAAVKARGKGVLHVRVMVKGLGPGRKAAIKGLTMGGLEVISI 

RS11_THET8       49 GYKGSRKGTPYAAQLAALDAAKKAMAYGMQSVDVIVRGTGAGREQAIRALQASGLQVKSI 

RS11_ECOLI       51 GFRGSRKSTPFAAQVAAERCADAVKEYGIKNLEVMVKGPGPGRESTIRALNAAGFRITNI 

 

 

RMS11_DOG       178 TDNTPIPHNGCRPRKARRL-- 

RMS11_BOVINE    179 TDNTPIPHNGCRPRKARRL-- 

RMS11_HUMAN     176 TDNTPIPHNGCRPRKARKL-- 

RMS11_MOUSE     173 TDNTPVPHNGCRPRKARRL-- 

RMS11_CHICKEN   165 TDNTPVPHNGCRPRKARRM-- 

RS11_THET8      109 VDDTPVPHNGCRPKKKFRKAS 

RS11_ECOLI      111 TDVTPIPHNGCRPPKKRRV-- 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 



MRPS16 
 

 

RMS16_DOG        1 MVQLTPVLRKAYHGGHLTIRLALSGCTNR---PFYRIVAAHNKCPRDGRFVEQLGSYDPL 

RMS16_BOVINE     1 MVQLTTVLCKAYRGGHLTIRLALGGCTNR---PFYRIVAAHNKCPRDGRFVEQLGSYDPM 

RMS16_HUMAN      1 MVHLTTLLCKAYRGGHLTIRLALGGCTNR---PFYRIVAAHNKCPRDGRFVEQLGSYDPL 

RMS16_MOUSE      1 MVQLTTIFCKAYHGGHLTIRLALGGCTNR---PFYRIVAAHNKCPRDGRFVEQLGSYDPL 

RMS16_CHICKEN    1 MVQLGSALLKGYRGGHVVIRFALGGCTNR---PFYRIVAAHSKRARDGKYLEQLGCLDPL 

RS16_THET8       1 ---------------MVKIRLARFGSKHNPHYPHYRIVVTDARRKRDGKYIEKIGYYDPR 

RS16_ECOLI       1 ---------------MVTIRLARHGAKKR---PFYQVVVADSRNARNGRFIERVGFFNPI 

  

 

RMS16_DOG       58 PNSHGEKIVALNLERIRHWIGCGAHLSKPVERLLGLSGFFPLHPMMITNAERLRRKRARE 

RMS16_BOVINE    58 PNSHGEKLVALNLDRIRHWIGCGAHLSKPVEKLLGLSGFFPLHPMVITNAERLRRKRAQE 

RMS16_HUMAN     58 PNSHGEKLVALNLDRIRHWIGCGAHLSKPMEKLLGLAGFFPLHPMMITNAERLRRKRARE 

RMS16_MOUSE     58 PNSHGEKLVALNLDRIRHWIGCGAHLSKPMEKLLGLSGFFPLHPMMITNAERLRRRRARE 

RMS16_CHICKEN   58 PNAHGEKVAGLNLERLRHWLGCGAQLSRPAEKLLGLAGFLPLHPMTITNAERLRRRRRRA 

RS16_THET8      46 KTTP--DWLKVDVERARYWLSVGAQPTDTARRLLRQAGVFR-----------------QE 

RS16_ECOLI      43 ASEK-EEGTRLDLDRIAHWVGQGATISDRVAALI------------------------KE 

  

                          * 

RMS16_DOG      118 VLLASQKTDTEATETKTS-- 

RMS16_BOVINE   118 VLLAAQKTDTEATETKEN-- 

RMS16_HUMAN    118 VLLASQKTDAEATDTEATET 

RMS16_MOUSE    118 VLLASQKAESEAKETEAS-- 

RMS16_CHICKEN  118 QESDAPPAEGGSQEPSAAV- 

RS16_THET8      87 AREGA--------------- 

RS16_ECOLI      78 VNKAA--------------- 

  

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 



MRPS18-2  

 
RMS18-2_DOG        1 MAASALRSWLRPLPGLSPFRSAYGVQVPLQTLCTKGPPEEDSLPPVPISPYKNEPWKYLD 

RMS18-2_BOVINE     1 MAASVLNVLLRRLPYFSPFRGAYGVQVPLQTLCTKAPPEDDSLPPIPVSPYEDEPWKYLD 

RMS18-2_HUMAN      1 MAASVLNTVLRRLPMLSLFRGSHRVQVPLQTLCTKAPSEEDSLSSVPISPYKDEPWKYLE 

RMS18-2_MOUSE      1 MAAPLRHTLLKLVP--TLLRSSYVAQVPLQTLCTRGPPEEDAPSSLPVSPYESEPWKYLD 

RMS18-2_CHICKEN    1 ----------------------------------------MAAPSLLRGAFRRLFAGLWG 

RS18_THET8         1 ------------------------------------------------------------ 

RS18_ECOLI         1 ------------------------------------------------------------ 

  

RMS18-2_DOG       61 SEEYQNRYSTRPVWADYRRNHKGGIPPQRTRKTCIRRDKVAGNPCPICRD-HKLHVDFRN 

RMS18-2_BOVINE    61 SEEYHNRYGSRPVWADYRRNHKGGIPPQRTRKMCIRGNKVAGNPCPICRD-QKLHVDFRN 

RMS18-2_HUMAN     61 SEEYQERYGSRPVWADYRRNHKGGVPPQRTRKTCIRRNKVVGNPCPICRD-HKLHVDFRN 

RMS18-2_MOUSE     59 SEEYHNRYGSRPVWADYRRNHKGGVPPQRTRKTCIRNNKVAGNPCTICRD-HKLHVDFRN 

RMS18-2_CHICKEN   21 SGWVSPPARTLREVVEVTEGNTTIIEGKIIEDTETPTPPNPSGQCPICRWNLKHKYDYVD 

RS18_THET8         1 ------------------MSTKNAKPKKEAQRRPSRK-----AKVKATLG-EFDLRDYRN 

RS18_ECOLI         1 ------------------------------ARYFRRR-----KFCRFTAE-GVQEIDYKD 

 

RMS18-2_DOG      120 VKLLEQFVCAHTGVIFHAPYTGVCMKQHKKLTQAIQKARDHGLLSYHIPQVEPRDLDFST 

RMS18-2_BOVINE   120 VKLLKQFVCAHTGIIFHAPYTGVCMKQHKKLTQAIQKARDHGLLSYHIPQVEPRDLDFST 

RMS18-2_HUMAN    120 VKLLEQFVCAHTGIIFYAPYTGVCVKQHKRLTQAIQKARDHGLLIYHIPQVEPRDLDFST 

RMS18-2_MOUSE    118 VKLLEQFVCAHTGIIFHAPYTGVCMKQHKKLTQAIQKARECGLLSYYVPQVEPRDADFGT 

RMS18-2_CHICKEN   81 VLLLSQFIRS-DGGMLPRRITGLCLEEHKKIAACVQMAHRAGLLPNHRPLLPEGHVPRKP 

RS18_THET8        37 VEVLKRFLSE-TGKILPRRRTGLSAKEQRILAKTIKRARILGLLPFTEKLVRK------- 

RS18_ECOLI        25 IATLKNYITE-SGKIVPSRITGTRAKYQRQLARAIKRARYLSLLPYTDRHQ--------- 

            * 

RMS18-2_DOG      180 SHGAVSATPPAPTLVSGDPWYPWYSWKQPPERELSRLRRLYQGHLREESGPPPESMPEVP 

RMS18-2_BOVINE   180 SHGAVSATPPAPTLVSGDPWYPWYSWKQPPERELSRLRRLYQGHLREESGPPPESMPKVP 

RMS18-2_HUMAN    180 SHGAVSATPPAPTLVSGDPWYPWYNWKQPPERELSCLRRLYQGHLQEESGPPPESMPKMP 

RMS18-2_MOUSE    178 VHGAVSVTPPAPTLLSGEPWYPWYSWQQPPERELSRLRRLYQGNLLEESGPPPESMPEMP 

RMS18-2_CHICKEN  140 KLNRYLTRWSVRSAKPIWKRGPKWCRVPMPVGHLLLKDNVKYIHKPLYYNH---------

RS18_THET8           ------------------------------------------------------------ 

RS18_ECOLI           ------------------------------------------------------------ 

  

RMS18-2_DOG      240 LSSPTESSSTEES-PQSAL 

RMS18-2_BOVINE   240 LTAPTEATSTEQAGPQSAL 

RMS18-2_HUMAN    240 PRTPAEASSTGQTGPQSAL 

RMS18-2_MOUSE    238 TTPPAES-SIEQPGSQSA- 

RMS18-2_CHICKEN      ------------------- 

RS18_THET8           ------------------- 

RS18_ECOLI           ------------------- 

  

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 



MRPS23 
                                                                             

RMS23_DOG        1 MARSRLETVGSIFSRTRDLIRAGVLKEKPLWFDVYDAFPPLREPVFRRPRLRYGKAKAAI 

RMS23_BOVINE     1 MAGSRLETVGSIFTRTRDLIRAGVLKEKPLWFDVYNAFPPLREPVFRRPRLRYGKAKSPT 

RMS23_HUMAN      1 MAGSRLETVGCIFSRTRDLVRAGVLKEKPLWFDVYDAFPPLREPVFQRPRVRYGKAKAPI 

RMS23_MOUSE      1 MAGSRLETVGSVFSRTRDLMRAGVLKEKPLWYDIYKAFPPLREPVFRRPRLRYGKAKADI 

RMS23_CHICKEN    1 MAGSRMQKTGSVFSRTRNLLRIGVIQ-KPLWFDVYATFPPLREPLYRVPRPRYGKVTDDV 

 

 

RMS23_DOG       61 QDILYPEDRIRAKFYSAYGSGQKAFDLFNPNFKSTCQQFVEKYIELQKLGETDEEKLFVE 

RMS23_BOVINE    61 QDIFYHEDQIRAKFYAAYGSGPKAFDLFNPNFKSTCQRFVEKYIELQKLGETDEEKLFVE 

RMS23_HUMAN     61 QDIWYHEDRIRAKFYSVYGSGQRAFDLFNPNFKSTCQRFVEKYTELQKLGETDEEKLFVE 

RMS23_MOUSE     61 QDIFYQEDQIRAKFFATYGSGQKAFDLFDPNFKSTCQRFVEKYTELQNLGETDEEKLFVE 

RMS23_CHICKEN   60 PPIFYREDEVRAKFYRIYGSGPKPFDLSQPNYKSTCQRFVEKYNELKEEGKIEEENLFEE 

 

                                           *        * 

RMS23_DOG      121 TGKALLAEGVILRRVGEARTHKEGSH-VSWKSEPKDAEPQTVLEKKQPLQEVPQDQNSEA 

RMS23_BOVINE   121 AGKALLAEGVILRRVEKARTQQEGSQ-VSRKSESMGVESQTALEENPPLKEVPQAQHLES 

RMS23_HUMAN    121 TGKALLAEGVILRRVGEQGLNTEVVT-FPGNPNT-------------------------- 

RMS23_MOUSE    121 TGKALLAEGIILRRVREARTVSVRLQ-ASSEGHE-------------PQEDDDLAQRGQV 

RMS23_CHICKEN  120 TGKALLASGIILQRRGTDKVAQQDHQDAEARDSVLRLQLQTVLEELQEKKESQEEQMPEL 

 

 

RMS23_DOG      180 SEEQSKGLSPP 

RMS23_BOVINE   180 PGEESKGLSPP 

RMS23_HUMAN        ----------- 

RMS23_MOUSE    167 KQEPETAPSPP 

RMS23_CHICKEN  180 RETQKENPSS- 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 



MRPS29 
 

RMS29_DOG         1 -MLRRMTRLLSGARQLDPGRFLHRGSPAPQSLDAHLDDQRP----RAVSCTSEDDPARHG 

RMS29_BOVINE      1 -MLKGMTRLVSRVHKLDPGRFSHLGTQAPQCPVAHLDNQVPTERTRAISRTLENDPAKHG 

RMS29_HUMAN       1 MMLKGITRLISRIHKLDPGRFLHMGTQARQSIAAHLDNQVPVESPRAISRTNENDPAKHG 

RMS29_MOUSE       1 -MLTGITRLFSRVQKLDPRCFLHMSVQATQ------NSQVPAERPRTVSRTSDSDPAKHG 

RMS29_CHICKEN     1 -MLRSVKGFICRPLKLDHGYALHTAAKDCFSSVVSQDVQTPAEKPRAIFYTNESDPAQHS 

 

RMS29_DOG        56 EQHAALHYHIPLQDLKTVFPQGLPPRFIMQVKTFNEACLMVRKPALELLHYLKNTNFAHP 

RMS29_BOVINE     60 EQHVGQHYNISIQELKTVFPHGLPPRFVMQVKTFNEACLMVRKPALELLHYLKNTNFAHP 

RMS29_HUMAN      61 DQHEGQHYNISPQDLETVFPHGLPPRFVMQVKTFSEACLMVRKPALELLHYLKNTSFAYP 

RMS29_MOUSE      54 EQHEGQHYSIPLQDLKTVFPHGLPPRYMMQVKTFGEACLMVRKPALELLGYLKNTNFAHP 

RMS29_CHICKEN    60 EQHEGRHYSIPLEEVKAVFPHGLPYRFQQQIKTFQEACVMVRKPALELFTYLKNSNFAHP 

 

RMS29_DOG       116 AVRYVLY-----------------------GEKGTGKTLSLCHVVHFCAKQDWLILHIPD 

RMS29_BOVINE    120 AVRYVLY-----------------------GEKGTGKTLSLCHIIHFCAKQDWLILHIPD 

RMS29_HUMAN     121 AIRYLLY-----------------------GEKGTGKTLSLCHVIHFCAKQDWLILHIPD 

RMS29_MOUSE     114 AVRYLLY-----------------------GEKGTGKTLSLCHAVHFCARHDWLILHIPD 

RMS29_CHICKEN   120 VVRYVICIFCLSAWWWNTDGMQAGEYRVGDGERGTGKTMTLCHVVHFCARQGWLVLHIPD 

                                                                              

RMS29_DOG       153 AHLWVKNCRGLLQSSYNKQRFDQPVEASIWLKNFKTANERFLSQIKVQEKYVWNKRESTE 

RMS29_BOVINE    157 AHLWVKNCRDLLQSTYNKQRFDQPLEASIWLKNFKTANERFLSQIKVQDKYIWNKRESTE 

RMS29_HUMAN     158 AHLWVKNCRDLLQSSYNKQRFDQPLEASTWLKNFKTTNERFLNQIKVQEKYVWNKRESTE 

RMS29_MOUSE     151 AHLWVKNCRELLQSTHNKQRFDQPLEASTWLKNFKTTNERFLSQIKVQEKYVWNKRESTE 

RMS29_CHICKEN   180 AHLWVKNCKELMQSSYNKERLDQPLQASFWLRNFRTTNEHFLKEIKTQQKYVWGKRDSTE 

                       

RMS29_DOG       213 KGSPLGAVVEQGLTRVRNATDAVGIVLKELKNQSCLGAFHLLVAVDGVNALWGRTSLKRE 

RMS29_BOVINE    217 KGSPLAEVVEQGIMRVRNATDAVGIVLKELKRQSSLGVFRLLVAVDGVNALWGRTTLKRE 

RMS29_HUMAN     218 KGSPLGEVVEQGITRVRNATDAVGIVLKELKRQSSLGMFHLLVAVDGINALWGRTTLKRE 

RMS29_MOUSE     211 KGSPLGEVVEQGLTRVRNATDAVGVVLKELKAQSALGLFHLLVAVDGVNALWGRTTLKKE 

RMS29_CHICKEN   240 QGRPLGEVVEQGLTRVKNASDAVGVVLKEIKQQCCLGSFRVLVAVDGVNALWGRTTLKKE 

 

RMS29_DOG       273 DKSLIAPEELALVCSLRKMVRNDWHGGAIVLTLSQTGSLFKPRKAYLPQELLGKEGFDAL 

RMS29_BOVINE    277 DKSPITPEELALIYNLRKMVKNDWQGGAIVLTVSQTGSLFKPRKAYLPQELLGKEGFDTL 

RMS29_HUMAN     278 DKSPIAPEELALVHNLRKMMKNDWHGGAIVSALSQTGSLFKPRKAYLPQELLGKEGFDAL 

RMS29_MOUSE     271 DRTLIAPEELSLVHNLRKMVKNDWHGGAIVLSLSQTGSLFKSRTAYLPHELLGKEGFNAL 

RMS29_CHICKEN   300 DKSPVSPEELTLVYNLRKMVMNNWSGGAVVTTLSQTGSLFKPSSAHLPHELLGKEGFDAL 

 

RMS29_DOG       333 DPFIPILVSNYNPKEFESCIQYYLENKWLQHEKAHTEEGKKELLFLSDANPGQLERLCAY 

RMS29_BOVINE    337 DPFIPILVSNYNPKEFEGCIQYYLENNWLQHEKAHTEEGKKELLFLSNRNPGLLERLCAY 

RMS29_HUMAN     338 DPFIPILVSNYNPKEFESCIQYYLENNWLQHEKAPTEEGKKELLFLSNANPSLLERHCAY 

RMS29_MOUSE     331 EPFLPILIPNYNPKEFESSFQYYLENNWLQHEKASTEEGRKELRFLSNCNPEQLERLCAS 

RMS29_CHICKEN   360 DPFVPILVPNYTEREFESCYHYYLHCRWLQHEKARTEDGKEELRFLSGCNPWQLERLSAP 

 

RMS29_DOG       393 L 

RMS29_BOVINE    397 L 

RMS29_HUMAN     398 L 

RMS29_MOUSE     391 L 

RMS29_CHICKEN   420 L 

 

 

 

 

 

 

 

 

 

 

 

 



MRPL1  
 

RML1_DOG        1 MVNMAAAM-KCVGRVLIHHQKHSLSKKVYQIPLYPCSVYVQVSSRHFAAA----TKPAKK 

RML1_BOVINE     1 ---MAATV-RCFGRVLIHHQRCSLATVTSQTSLYPCCIYVPVPNRHFAAA----AKPAKK 

RML1_HUMAN      1 --------------------------MVYQTSLCSCSVNIRVPNRHFAAA----TKSAKK 

RML1_MOUSE      1 ---MAAAV-RCLRRVLIHHQRHCLCKMASQASLYPCSVNSLLHNRHFAAAAAAATKPARK 

RML1_CHICKEN    1 ---MAAPAGLLLRRVLTPCRRWALP--GLQQRPAAAPLSAAPPARLYAAA----AKNAKR 

RL1_THET8       1 ------------------------------------------------------PKHGKR 

RL1_ECOLI       1 -----------------------------------------------------MAKLTKR 

  

RML1_DOG       56 TKKSMKDKAS-------DEK-KDEIEKIKSYSFMEGEPEDDVYLKHLYPRQIYEVEKAIQ 

RML1_BOVINE    53 TKKGTKEKAS-------NEK-KDDIEKIKSYPFMEGEPEDDVYLKRLYPRQIYEVEKAVN 

RML1_HUMAN     31 TKKGAKEKTP-------DEK-KDEIEKIKAYPYMEGEPEDDVYLKRLYPRQIYEVEKAVH 

RML1_MOUSE     57 IKKGAKEKTS-------DEKPVDDIEKIKSYTYMESDPEDDVYLKRLYPRRIYEVEKAIH 

RML1_CHICKEN   52 DSQKAKQEET--------QK-----KKGRGRRPLLSKPVDDVYLTWYYKRPSYNVEEAVG 

RL1_THET8       7 YR---------------------------------------ALLEKVDPNKIYTIDEAAH 

RL1_ECOLI       8 MR---------------------------------------VIREKVDATKQYDINEAIA 

 

RML1_DOG      108 LLKKFQTLDFTNPKQGVYLDLTLDMSLGKKKKVEPFASVLSFPYPFISEINKVAVLTENA 

RML1_BOVINE   105 LLKKFQVLDFTNPKQGVYLDLTLDMTLGKKKKVEPFASVLSLPYPFISEMSKVAVFTGNA 

RML1_HUMAN     83 LLKKFQILDFTSPKQSVYLDLTLDMALGKKKNVEPFTSVLSLPYPFASEINKVAVFTENA 

RML1_MOUSE    110 LLKKFQVLDFTNPKQGVYLDLTLDMALGKKKTVEPFASVIALPHLFSSEVNKVAVFTANA 

RML1_CHICKEN   99 MLKKFQELDFTYPKQFVYINVTLDMELPKKKKVDQFASIVLLPYRFTDETNKVLVFTENE 

RL1_THET8      28 LVKELATAKFDET-----VEVHAKLGIDPRRSDQNVRGTVSLPHGLG-KQVRVLAIAKGE 

RL1_ECOLI      29 LLKELATAKFVES-----VDVAVNLGIDARKSDQNVRGATVLPHGTG-RSVRVAVFTQGA 

                                   

RML1_DOG      168 SEIKIAEENGAAFAGGTNLIQKILDDEIQSDFYVAVPEIMPELN-PLKKKLKKR--FPKL 

RML1_BOVINE   165 SDIKIAEENGAAFAGGTNLIQKILDDEIQADFYIAVPEIMPELN-PLRKKLKTR--FPKF 

RML1_HUMAN    143 SEVKIAEENGAAFAGGTSLIQKIWDDEIVADFYVAVPEIMPELN-RLRKKLNKK--YPKL 

RML1_MOUSE    170 SEIKIAEENGAAFAGGTDLVKKIMDDEVVVDFYVAVPEIMGELN-PLRKKLKKR--FPKA 

RML1_CHICKEN  159 QEAEIARENGAAVVGGVELIKWILEDEIQMDFYIAVPAIIPKLI-PLRNKLKRK--YPST 

RL1_THETH      82 -KIKEAEEAGADYVGGEEIIQKILDGWMDFDAVVATPDVMGAVGSKLGRILGPRGLLPNP 

RL1_ECOLI      83 -NAEAAKAAGAELVGMEDLADQIKKGEMNFDVVIASPDAMRVVG-QLGQVLGPRGLMPNP 

 

RML1_DOG      225 TRNSIGRDIPKMLELFKTGHEIKVDEERENFLETKIATLDMQSDQIAANLQAVISEVCKH 

RML1_BOVINE   222 NRNSVGRDIPKMLELFKTGLEIKVDEERENFLETKIATLDMPSDQIAANLQAVINEVCRQ 

RML1_HUMAN    200 SRNSIGRDIPKMLELFKNGHEIKVDEERENFLQTKIATLDMSSDQIAANLQAVINEVCRH 

RML1_MOUSE    227 TRNSIGRDIPKMLELFKTAHEIMVDEERQNFLSTKIATLDMPSDQIAANLQAVINEVCKH 

RML1_CHICKEN  216 RRNSLGHDIPKMLQFFREGLEYTVQDER--LIKTRIARLDMPTEQIVANLKTIIEDICKF 

RL1_THET8     141 KAGTVGFNIGEIIREIKAG-RIEFRNDKTGAIHAPVGKASFPPEKLADNIRAFIRALEAH 

RL1_ECOLI     141 KVGTVTPNVAEAVKNAKAG-QVRYRNDKNGIIHTTIGKVDFDADKLKENLEALLVALKKA 

 

RML1_DOG      285 RPL-NLGPFVVRAFLRTSTSEGLLLKIKPLLPKEVETEESNKEDA--------------- 

RML1_BOVINE   282 RPL-NLGPFVVRAFLRSSTSEGLLLKIEPLLPKEGETKESDKKAV--------------- 

RML1_HUMAN    260 RPL-NLGPFVVRAFLRSSTSEGLLLKIDPLLPKEVKNEESEKEDA--------------- 

RML1_MOUSE    287 RPL-NLGPFVVRAFLRSSTSEGLLLKTDSLLPKEAKTTEAETEETQTAEAA--------- 

RML1_CHICKEN  274 KPS-SAGPFVKKLVIRSSTSEGLLLNLDGLLPEAEKVEEKEEEPAEDDDEEKPVQESIST 

RL1_THET8     200 KPEGAKGTFLRSVYVTTTMGPSVRINPHS------------------------------- 

RL1_ECOLI     200 KPTQAKGVYIKKVSISTTMGAGVAVDQAGLSASVN------------------------- 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 



MRPL2  
                                                                        ** 

RML2_DOG        1 MALRALTRALGSLSLTPPAAAALGPGLLPAAQVTSSTLLQLPSSSVLIPCRPVLTSVALN 

RML2_BOVINE     1 MALRVVTRALGSLSLTPRIAAVPGPSLLPAAQVTNNVLLQLPSASMLLPSRPLLTSVALS 

RML2_HUMAN      1 MALCALTRALLVLNLAPPTVAAPAPSLFPAAQMMNNGLLQQPSALMLLPCRPVLTSVALN  

RML2_MOUSE      1 MALCALTSALRSLSLASAAITARVPTLLPAAQIQSNVLLQLPPALVSPSYRPVHMSADRS 

RML2_CHICKEN    1 AARGALAAAWRGLCGSAPRCTTDP------------------------------------ 

RL2_THET8       1 -AVKKFKPYTPSRRFMTVADFS-------------------------------------- 

RL2_ECOLI       1 MAVVKCKPTSPGRRHVVKVVNP-------------------------------------- 

 

                               

RML2_DOG     61 ANVVSWKSRTKYTITPVKMRKSGGRNHTGRIQVHGIGGGHKQRYRMIDFLRFRPELETKP 

RML2_BOVINE    61 AKFVSWKSRTKYTTMPVKMRKSGGRNHTGRIQVHGIGGGHKQRYRMIDFLRFRPEQESKP 

RML2_HUMAN     61 ANFVSWKSRTKYTITPVKMRKSGGRDHTGRIRVHGIGGGHKQRYRMIDFLRFRPE-ETKS 

RML2_MOUSE     61 AKFVSWKSRTKYTVKPVKMRKSGGRDHTGRIRVHGIGGGHKQNYRMIDFLRFRPEKEKAP 

RML2_CHICKEN   25 ----MWKCRVKYTVRPVGMKKTGGRDHTGRIRVRGIGGGHKRRYRMIDFQRLRYNEGT-- 

RL2_THET8      22 ----EITKTEPEKSLVKPLKKTGGRNNQGRITVRFRGGGHKRLYRIIDFKRWDKVG---- 

RL2_ECOLI      23 ----ELHKGKPFAPLLEKNSKSGGRNNNGRITTRHIGGGHKQAYRIVDFKR-NKDG---- 

 

                             * 

RML2_DOG      121 GPFEEKVIMVRYDPCRSADIALVAG-GSRKRWIVATENMQAGDIILNSDHIGRMAVAARE 

RML2_BOVINE   121 GPFEEKVIVVRYDPCRSADIALVAG-GNRKRWIIATENMKAGDTILNSDHIGRMAVAARE 

RML2_HUMAN    120 GPFEEKVIQVRYDPCRSADIALVAG-GSRKRWIIATENMQAGDTILNSNHIGRMAVAARE  

RML2_MOUSE    121 EPFEEKVVVVRYDPCRSADIALVAG-GSRKRWIIATENMKAGDTILNSNHIGRMAVAAQE 

RML2_CHICKEN   79 ----EKVIAVRYDPCRSADIALVAG-GNQKRWIIATENMQPGDLIKNSSHIGRMAVLANE 

RL2_THET8      74 --IPAKVAAIEYDPNRSARIALLHYVDGEKRYIIAPDGLQVGQQVVAG-----PDAPIQV 

RL2_ECOLI      74 --IPAVVERLEYDPNRSANIALVLYKDGERRYILAPKGLKAGDQIQSG-----VDAAIKP 

 

                                                              *      * 

RML2_DOG      180 GDAHPLGALPVGTLINNVESEPGRGAQYIRAAGTCGVLLRKVNGTAIIQLPSKRQMQVLE 

RML2_BOVINE   180 GDAHPLGALPVGTLINNVESEPGRGAQYIRAAGTCGVLLRKVNGTAIIQLPSKRQMQVLE 

RML2_HUMAN    179 GDAHPLGALPVGTLINNVESEPGRGAQYIRAAGTCGVLLRKVNGHSIIQLPSKRQMQVLE 

RML2_MOUSE    180 GDAHPLGALPVGTLINNVESEPGRGAQYIRAAGTCGVLLRKVNGTAIIQLPSKRQMQVLE 

RML2_CHICKEN  134 GDAYPLGALPVGTLICNLESHPGKGAQYIRAAGTCGVLLRKVNGTAIVQLPSKRHMQVLE 

RL2_THET8     127 GNALPLRFIPVGTVVHAVELEPKKGAKLARAAGTSAQIQGREGDYVILRLPSGELRKVHG 

RL2_ECOLI     127 GNTLPMRNIPVGSTVHNVEMKPGKGGQLARSAGTYVQIVARDGAYVTLRLRSGEMRKVEA 

 

     * * 

RML2_DOG      240 TCMATVGRVSNVDHNKRVIGKAGRNRWLGKRPSSG------LWHRKGG------------ 

RML2_BOVINE   240 TCTATVGRVSNVDHNKRVIGKAGRNRWLGKRPNSG------RWHRKGG------------ 

RML2_HUMAN    239 TCVATVGRVSNVDHNKRVIGKAGRNRWLGKRPNSG------GGTARGAGLPKDSATTPHE 

RML2_MOUSE    240 SCTATVGRVSNVNHNQRVIGKAGRNRWLGKRPNSG------LWQRKGG------------ 

RML2_CHICKEN  194 TCVATVGRVSNVDHNKRVIGKAGRNRWLGKRPHTG------LWHRKGG------------ 

RL2_THET8     187 ECYATVGAVGNADHKNIVLGKAGRSRWLGRRPHVRGAAMNPVDHPHGG------------ 

RL2_ECOLI     187 DCRATLGEVGNAEHMLRVLGKAGAARWRGVRPTVRGTAMNPVDHPHGG------------ 

 

 

RML2_DOG      282 ---------------WAGRKIRPLPPMKSYVKLPS---------------AAAQN----- 

RML2_BOVINE   282 ---------------WAGRKIRPLPPMKSYVKLPS---------------AAAQN----- 

RML2_HUMAN    293 ELREAAFCFCPKLISLYSNKMPPPNVLICYCGFVLGVFCFFCCCFFFAGEGMVQTKRGEK  

RML2_MOUSE    282 ---------------WAGRKIRPLPPMKSYVKLPS---------------AAAQN----- 

RML2_CHICKEN  236 ---------------WAGRKIKPLPPMKSYVNLPRITN--------TAVRARANKHSARR 

RL2_THET8     235 ---------------GEGRAPRGRPPASPWGWQTKGLK-------TRKRRKPSSRFIIAR 

RL2_ECOLI     235 ---------------GEGRN-FGKHPVTPWGVQTKGKK-------TRSNKR-TDKFIVRR 

 

 

RML2_DOG        ---- 

RML2_BOVINE       ---- 

RML2_HUMAN    353 K--- 

RML2_MOUSE        ---- 

RML2_CHICKEN  273 QK-- 

RL2_THET8     273 RKK- 

RL2_ECOLI     271 RSK- 

 

 



MRPL3 
                                    *           * 

RML3_DOG        1 MSGWRLLAQAGAQVLGCSAGG---PGAARGSANRTDIWLLVRSLHGRSGTWWDEHLSEEN 

RML3_BOVINE     1 MPGWRLLAWAGARVLDRGTGG---LGTALGSGNRTDICVLVRSLHGKSGTWWDEHLSEEN 

RML3_HUMAN      1 MPGWRLLTQVGAQVLGRLGDG---LGAALGPGNRTHIWLFVRGLHGKSGTWWDEHLSEEN 

RML3_MOUSE      1 MPGWRLLAQAGARVLGCGARG---LGADPGLERRKNILFFVRNLHSKSSTWWDEHLSEEN 

RML3_CHICKEN    1 MAGWGLLARLGARLRAAAASGGPLRAVTAVSGHSWQLGFAARPVH--DATWWHEHLSEEN 

RL3_THET8       1 ------------------------------------------------------------ 

RL3_ECOLI       1 ------------------------------------------------------------ 

 

                           

RML3_DOG       58 VTFVKQLASDENKAQLASKLCPLKDEPWPLHPWEPGSSRVGLIALKLGMMPLWTKDGKRH 

RML3_BOVINE    58 VSFVKQLVSDENKAQLASKLCPLKDEPWPIHPWEPGSSRVGLVALKLGMMPLWTKDGKKH 

RML3_HUMAN     58 VPFIKQLVSDEDKAQLASKLCPLKDEPWPIHPWEPGSFRVGLIALKLGMMPLWTKDGQKH 

RML3_MOUSE     58 LSFVKQLVSDENKTQLTSKLNPLKDEPWPLHPWEPGSFRVGLIALKLGMMPLWTKDGQKH 

RML3_CHICKEN   59 VQFLRKAAAEEYRAQTASKLCPLKDEPWPLNEWKPDSVRVGVVAVKLGMMPIWTKSGKKH 

RL3_THET8       1 --------------------------------------MKGILGVKVGMTRIFRDD-RAV 

RL3_ECOLI       1 --------------------------------------MIGLVGKKVGMTRIFTEDGVSI 

 

                                               

RML3_DOG      118 VVTLLQVQDCHVLKYTPKENHNGKMAALTVGGKTVSRFHKSTSVLEFYQELGLPPKQKVK 

RML3_BOVINE   118 VVTLLQVQDCHVLKYTPKENHNGKMAALTVGGKTVSRFHKSTSILEFYQELGLPPKQKIK 

RML3_HUMAN    118 VVTLLQVQDCHVLKYTSKENCNGKMATLSVGGKTVSRFRKATSILEFYRELGLPPKQTVK 

RML3_MOUSE    118 AVTLLQVQDCHVLKYTPKEDHNGKIAALTVGGKTVSRFYKPDSRLEFYRDLGLPPKQIHK 

RML3_CHICKEN  119 AVTLLKVQDCHVLKYVSKEDSGGKTAKLLVGGKNVSPFSKSEAEMEIFREAGVPRKQKVT 

RL3_THET8      22 PVTVILAGPCPVVQRRTPEKDGYTAVQLGFLPQNPKRVNRP--LKGHFAKAGVEPVRILR 

RL3_ECOLI      23 PVTVIEVEANRVTQVKDLANDGYRAIQVTTGAKKANRVTKP--EAGHFAKAGVEAGRGLW 

 

 

RML3_DOG      178 IFHVTDNAVIKPGTPLYAAHFRPGQYVDVTAKTIGKGFQGVMKRWGFKGQPATHGQTKTH 

RML3_BOVINE   178 MFNVTDNAVIKPGTPLYAAHFRPGQYVDVTAKTIGKGFQGVMKRWGFKGQPATHGQTKTH 

RML3_HUMAN    178 IFNITDNAAIKPGTPLYAAHFRPGQYVDVTAKTIGKGFQGVMKRWGFKGQPATHGQTKTH 

RML3_MOUSE    178 IFHVTDNAVIKPGTPLYAAHFRPGQYVDVTAKTIGKGFQGVMKRWGFKGQPASHGQTKTH 

RML3_CHICKEN  179 TFNVTDDAIIKPGTPLYAAHFRPGQIVDVTAKTIGKGFQGVMKRWGFKGQPASHGQTKTH 

RL3_THET8      80 EIRDFNPE----GDTVTVEIFKPGERVDVTGTSKGRGFAGVMKRWNFAGGPDSHGAHKIH 

RL3_ECOLI      81 EFRLAEGEEFTVGQSISVELFADVKKVDVTGTSKGKGFAGTVKRWNFRTQDATHGNSLSH 

 

 

RML3_DOG      238 RRPGAISTG-DVARVWPGTKMPGQMGNKDRTEYGLKVWRINTKNNIIYVNGSVPGHRNCL 

RML3_BOVINE   238 RRPGAISTG-DVARVWPGTKMPGQLGNVDRTAFGLKVWRINTKHNIIYVNGSVPGHRNCL 

RML3_HUMAN    238 RRPGAVATG-DIGRVWPGTKMPGKMGNIYRTEYGLKVWRINTKHNIIYVNGSVPGHKNCL 

RML3_MOUSE    238 RRPGAISTG-DIARVWPGTKMPGRMGNQNRTVYGLKVWRVNTKHNIIYVNGSVPGHKNCL 

RML3_CHICKEN  239 RRPGAISTN-KVSRVFPGKKMPGKMGNIYRTSFGLKVWRINTKHDIIYVHGSVPGHTNCL 

RL3_THET8     136 RHPGSIGNRKTPGRVYKGKKMAGHYGAERVTVMNLEVVDVIPEENLLLVKGAVPGPNGGL 

RL3_ECOLI     141 RVPGSIGQNQTPGKVFKGKKMAGQMGNERVTVQSLDVVRVDAERNLLLVKGAVPGATGSD 

 

 

RML3_DOG      297 VKIRDSNLPAYKDFCKNLPFPTYFPDGDEEELPEDLYDENVCQPSAPSITFT 

RML3_BOVINE   297 VKIKDSVLPAYKDFCKNLPFPTYFPDEDEKELPEDLYDEEVCQPGAPSITFV 

RML3_HUMAN    297 VKVKDSKLPAYKDLGKNLPFPTYFPDGDEEELPEDLYDENVCQPGAPSITFA 

RML3_MOUSE    297 VKIKDSTLPAYKDSCKNLPFPTYFPDGDEEELPEDLFDESVWQPSEPSITFA 

RML3_CHICKEN  298 VKVRDTKLRVYKDCNKNPPFPTFFADGDEK-LPEDLYDQDMFQFTDPSVTYA 

RL3_THET8     196 VIVRETKKAAK----------------------------------------- 

RL3_ECOLI     201 LIVKPAVKA------------------------------------------- 

 

 

 

 

 

 

 

 

 



MRPL9  
                                                        *   * 

RML9_DOG        1 MGAVACRAPAPGTWRPPRGCGCCCAERRVGCCSRDSRGPPPGPERDFSLSHSRGTVIVER 

RML9_BOVINE     1 MAAAAFAVPRGVQLR--VLTERLLRGGVRELLRPRLSGSTPGSERDFSLSHSRGTVIVER 

RML9_HUMAN      1 MAAPVVTAPGRALLR--AGAGRLLRGGVQELLRPRHEGNAPDLACNFSLSQNRGTVIVER 

RML9_MOUSE      1 MAASVAPGVRTLWW---AGAAWLRQGGIRELFRPRIEGSTPG--RDFSLSHYQSTVIVER 

RML9_CHICKEN    1 -------------------------------MKTILSNQTVDIPEQVSVSLKGRTVIVK-

RL9_THET8       1 ------------------------------------------------------------ 

RL9_ECOLI       1 ------------------------------------------------------------ 

  

 

RML9_DOG       61 WWQVPLAGEGRKPRLHRRHRVYRLVEDTKHGPRGGLELILTRSVEGLGVRGDLVSVKKSL 

RML9_BOVINE    59 WWKVPLAGEGRKPRLHRRHRVYKLVEDTKHRPKENLELILTQSVDELGVRGDLVSVKKSV 

RML9_HUMAN     59 WWKVPLAGEGRKPRLHRRHRVYKLVEDTKHRPKENLELILTQSVENVGVRGDLVSVKKSL 

RML9_MOUSE     56 WWKVPLAGEGRKPHLHRRHRVYKLVEDTKHRPKDNLELILTQSVDEIGVRGDLVSVKKSV 

RML9_CHICKEN   29 -----------GPRGTLRRDFNHINVELSLLGKKRRKLRVDK---WWGNRKELATVRTIC 

RL9_THET8       1 -----------------------------------MKVILLEPLENLGDVGQVVDVKPGY 

RL9_ECOLI       1 -----------------------------------MQVILLDKVANLGSLGDQVNVKAGY 

 

 

RML9_DOG      121 GRNRLLPQGLAV---YASPENKKLFEEEKLLRQEGKLEKIQTRTGEMTVKFLRSCH-LEV 

RML9_BOVINE   119 GRNRLLPEGLAV---YASPENKKLFEEEKLLRQEGKLDKIQTKAGEATVKFLRSCH-LEV 

RML9_HUMAN    119 GRNRLLPQGLAV---YASPENKKLFEEEKLLRQEGKLEKIQTKAGEATVKFLKSCR-LEV 

RML9_MOUSE    116 GRNKLLSQGLAV---YASPENRKLFEEEKSLRREGKLEKIQTKAGEATVKFLRSCH-LEV 

RML9_CHICKEN   75 SHVQNMIKGVTLGFRYKMRSVYAHFPINVVIQDNGSLVEIRNFLGEKYIRRVRMRPGVSC 

RL9_THET8      26 ARNYLLPRGLAV---LATESNLKALEAR-IRAQAKRLAERKAEA-ERLKKILENLT-LTI 

RL9_ECOLI      26 ARNFLVPQGKAV---PATKKNIEFFEAR-RAELEAKLAEVLAAANARAEKINALET-VTI 

  

                                                                  * 

RML9_DOG      177 GMKNNIKWELNPEIVARHFFKNLG----VVVAPHALKLPEEPITRWGEYWCEVTVNGLDT 

RML9_BOVINE   175 GMKNNVKWELNPEIVARHFLRNLG----VVVAPHALKLPEEPITQRGEYWCEVTVNGLDT 

RML9_HUMAN    175 GMKNNVKWELNPEIVARHFFKNLG----VVVAPHTLKLPAEPITRWGEYWCEVTVNGLDT 

RML9_MOUSE    172 GMKNNVKWELNPEIVARHFFKNLG----VVVAPHALRLPEEPITRWGEYWCDVTTRGHQG 

RML9_CHICKEN  135 AVSQAQKDELILEGNDIELVSNSG-----ALIQQATTVKNKKIRKFLDGIYVSEKGIVWV 

RL9_THET8      80 PVRAG-ETKIYGSVTAKDIAEALSRQHGVTIDPKRLALEK-PIKELGEYVLTYKPHPEVP 

RL9_ECOLI      81 ASKAGDEGKLFGSIGTRDIADAVT-AAGVEVAKSEVRLPNGVLRTTGEHEVSFQVHSEVF 

  

  

RML9_DOG      233 VR-VPMSVVKFER-PKTKRYKYWLAQQAAKGMAPTNSQTI- 

RML9_BOVINE   231 VR-VPMSVVNFER-PKTKKIQVLVSPASCQGNGLHQLP--- 

RML9_HUMAN    231 VR-VPMSVVNFEK-PKTKRYKYWLAQQAAKAMAPTSPQI-- 

RML9_MOUSE    228 IRNRTITRLKMEANMEADRKKILILCGFQQPQVAKTFTRLE 

RML9_CHICKEN  190 LKNKTKNETAYQHVMDWDI---------------------- 

RL9_THET8     138 IQ-LKVSVVAQE----------------------------- 

RL9_ECOLI     140 AK-VIVNVVAE------------------------------ 

  

  

 

 

 

 

 

 

 

 

 

 

 

 

 



MRPL10  
 

RML10_DOG        1 MAAAVAGMLRGGLLPQAGRLPTLQTVRYGSKAVTRHRRVMHFERQKLMALTEYIPPKPAV 

RML10_BOVINE     1 MAAAVAGMLRGGLLPQAGRLPTHQFIRYGSKAVTRHRRVMHFERQKLMAVTEYIAPKPVV 

RML10_HUMAN      1 MAAAVAGMLRGGLLPQAGRLPTLQTVRYGSKAVTRHRRVMHFQRQKLMAVTEYIPPKPAI 

RML10_MOUSE      1 MAAAVAGILRGGLPPRAAWLPTLQTVRHGSKAVTRHWRVMHFQRQKLMAITEYIPPKPAI 

RML10_CHICKEN    1 MAA-----LSGPAPWRRGWLPALQLVRRGSKAVTRHWKAMHFQRQKLMAVTEYIAPRPAV 

RL10_THET8       1 ------------------------------------------------------------ 

RL10_ECOLI       1 ------------------------------------------------------------ 

                                                                 * 

RML10_DOG       61 NPRCLPSPPSPPQEET--GLIRLLRREIDEVFRENRMIAVCQNVALSAEDKLLIRHRLRK 

RML10_BOVINE    61 NPRCLPPPPSPPQEET--GLIRLLRREIAAVFRDNRMIAVCQNVAMSAEDKLLMRHQLRK 

RML10_HUMAN     61 HPSCLPSPPSPPQEEI--GLIRLLRREIAAVFQDNRMIAVCQNVALSAEDKLLMRHQLRK 

RML10_MOUSE     61 NPRCLPPPPKPPKEES--GLVRLLRQDIVAVFRDNRMIAVCQNVALSAEDKLLLRHQLRK 

RML10_CHICKEN   56 PERCLAPRRKVEEEEEEYGYARLLRQQVEEAFRDNRMIAVCQYNSMPGEDMVLMRHYLRK 

RL10_THET8       1 ---------MPNKRNV-----ELLATLKENLERAQGSFFLVNYQGLPAKETHALRQALKQ 

RL10_ECOLI       1 --------MALNLQDK-----QAIVAEVSEVAKGALSAVVADSRGVTVDKMTELRKAGRE 

                                                                         * 

RML10_DOG      119 HK---ILMKIFPNQVLKPFLEDSKYQNLLPLFVGHNLLLVSEEPKVKEMVRILKSVP--- 

RML10_BOVINE   119 HK---ILMKVFPNQILKPFLEDSKYQNLLPLFVGHNLLLVSEEPKVKEMVRILKSVP--- 

RML10_HUMAN    119 HK---ILMKVFPNQVLKPFLEDSKYQNLLPLFVGHNMLLVSEEPKVKEMVRILRTVP--- 

RML10_MOUSE    119 HK---IFIKVFPSQVLKPFLENSKYRNLLPLFVGHNLLLVSEEPKVKEMVRVLKSVP--- 

RML10_CHICKEN  116 HN---IEVKFVLNEIVRPVLSQSRYKNLLPLFVSRNILLVSPETKAKEMLRVLKGVP--- 

RL10_THET8      47 NG---ARLFVAKNTLIRLALKELGLPELDG-LQGPSAVVFYED--PVAAAKTLVQFAKSN 

RL10_ECOLI      48 AG---VYMRVVRNTLLRRAVEGTPFECLKDAFVGPTLIAYSMEH-PGAAARLFKEFAKAN 

                                 *  *      *    *            * 

RML10_DOG      173 ---FLPLLGGCIDDTIVSRQGFINYSQLPSLALAQGELVGGLTFRMAQTHLLLQHQPFQL 

RML10_BOVINE   173 ---FLPLLGGCIDDTILSRQGFINYSKLPSLALAQGELVGGLTLLTARTHSLLQHHPLQL 

RML10_HUMAN    173 ---FLPLLGGCIDDTILSRQGFINYSKLPSLPLVQGELVGGLTCLTAQTHSLLQHQPLQL 

RML10_MOUSE    173 ---FLPLLGGCVDDTILSRQGLVDYAKLPSLDQLQGQLVGGLTHLMAQTRYLLQHQPVQL 

RML10_CHICKEN  170 ---QVNLLGACIDDTILSRQGVENFAKLPSLETSRGQTLGTLALLPSQTCSMLQHAAAHL 

RL10_THET8     101 PKGIPQVKSGLLQGQILTAKDVEALADVPTMDELRADVVGVLQAPMAELVGVLGGVAREL 

RL10_ECOLI     104 --AKFEVKAAAFEGELIPASQIDRLATLPTYEEAIARLMATMKEASAG----------KL 

 

RML10_DOG      230 TALLDQYIRQQQEGDSVTPASEQPASPDPVPNS 

RML10_BOVINE   230 TALLDQYARQQLEGDPVVPASAQPDPPNPVQDS 

RML10_HUMAN    230 TTLLDQYIREQREKDSVMSANGKPD-PDTVPDS 

RML10_MOUSE    230 TSLLDQYVKEQNEGDCATSANEKLHPPDPAPDA 

RML10_CHICKEN  227 AALLEGHIHQLQAGAGETGSPAGTEPAQSSGTQ 

RL10_THET8     161 VGILEAYAEKKAA-------------------- 

RL10_ECOLI     152 VRTLAAVRDAKEAA------------------- 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 



MRPL11 

 
RML11_DOG        1 MSKLNRAARALRKPEAGG--------VIRTIVRAGQAMTGPPLGPILGQRGVSINQFCKE 

RML11_BOVINE     1 MSKLSRATRALRKPEAEG--------VIRTILRAGQAMPGPPLGPILGQRGVSINQFCKE 

RML11_HUMAN      1 MSKLGRAARGLRKPEAGG--------VIRAIVRAGLAMPGPPLGPVLGQRGVSINQFCKE 

RML11_MOUSE      1 MSKLSRATRTLKKPEAGG--------VIRSIVRAGQAIPGPPLGPILGQRGVSINQFCKE 

RML11_CHICKEN    1 MSKAARAVRAVRGGSGGGSAPAPHSRPLRMLIPAGGAAPGPPLGPVLGQRGVPIGAFCQD 

RL11_THET8       1 -MKKVVAV-------------------VKLQLPAGKATPAPPVGPALGQHGANIMEFVKA 

RL11_ECOLI       1 MAKKVQAY-------------------VKLQVAAGMANPSPPVGPALGQQGVNIMEFCKA 

 

 

RML11_DOG       53 FNEKTKDIKEGIPLPTKIFVKPDRTFEIKIGQPTVSYFLKAAAGIEKGARQTGKEVAGLV 

RML11_BOVINE    53 FNEKTKDIKEGIPLPTKIFVKPDRTFEIKIGQPTVSYFLKAAAGIEKGARNTGKEVAGLV 

RML11_HUMAN     53 FNERTKDIKEGIPLPTKILVKPDRTFEIKIGQPTVSYFLKAAAGIEKGARQTGKEVAGLV 

RML11_MOUSE     53 FNEKTKDIKEGIPLPTKIFIKPDRTFELKIGQPTVSYFLKAAAGIEKGARHTGKEVAGLV 

RML11_CHICKEN   61 FNERTRSVRPGVPLKVRLRVKPDRTYELSIGPPPTSYFLKAAAGIEKGAGRPGHEEGGLL 

RL11_THET8      41 FNAATANMGDAI-VPVEITIYADRSFTFVTKTPPASYLIRKAAGLEKGAHKPGREKVGRI 

RL11_ECOLI      42 FNAKTDSIEKGLPIPVVITVYADRSFTFVTKTPPAAVLLKKAAGIKSGSGKPNKDKVGKI 

 

 

RML11_DOG      113 TLKHVYEIAQV-KAQDEAFALQD-VPLSSVVRSIIGSARSLGIRVVKDLSSEELAAFQKE 

RML11_BOVINE   113 -------------AQDDAFALQD-VPLSSVVRSIIGSARSLGIRVVKDLSSEELAAFQKE 

RML11_HUMAN    113 -------------AQDEAFALQD-VPLSSVVRSIIGSARSLGIRVVKDLSSEELAAFQKE 

RML11_MOUSE    113 SLKHVYEIACV-KAKDDAFAMQD-VPLSSVVRSIIGSARSLGIRVVKDLSAEELEAFQKE 

RML11_CHICKEN  121 SLKHIYEVAAARWGGDEELRRRGGGSVRAFVGSVLGTARSLGIRVQPRVTPEDVAASQER 

RL11_THET8     100 TWEQVLEI-----AKQKMPDLNT-TDLEAAARMIAGSARSMGVEVVGAPEVKDA------ 

RL11_ECOLI     102 SRAQLQEI-----AQTKAADMTG-ADIEAMTRSIEGTARSMGLVVED------------- 

 

 

RML11_DOG      171 RAAFLAAQKEADLAAQAEAAKK 

RML11_BOVINE   159 RALFLAAQKEADLAAQAEAAKK  

RML11_HUMAN    159 RAIFLAAQKEADLAAQEEAAKK 

RML11_MOUSE    171 RAVFLAAQKEADLAAQAEAAKK 

RML11_CHICKEN  181 RRAAQAAAEGGAAEEVGGGEKT 

RL11_THET8         ---------------------- 

RL11_ECOLI         ---------------------- 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 



MRPL13 
 

RML13_DOG        1 MSSFSRAPQQWATFARVWYLLDGKMQPPGKLAAMASIKLQGLHKPVYHQLSDCGDHVVIM 

RML13_BOVINE     1 MASLSRAPQQWATFARVWYLLDGKMQPPGKLAALASVRLQGLHKPVYHQLSDCGDHVVIM 

RML13_HUMAN      1 MSSFSRAPQQWATFARIWYLLDGKMQPPGKLAAMASIRLQGLHKPVYHALSDCGDHVVIM 

RML13_MOUSE      1 MSSFSRAPQQWATFARMWYLLDGKMQPPGKLAVIASNKLQGLNKPVYHQLSDCGDHVVII 

RML13_CHICKEN    1 MASYTKAAQQWATFARAWYLLDAKMQPPGKLAAVTIRRLEGRHKPIYHALNDCGDHVVII 

RL13_THET8       1 MKTYVPK-----QVEPRWVLIDAEGKTLGRLATKIATLLRGKHRPDWTPNVAMGDFVVVV 

RL13_ECOLI       1 MKTFTAKPE---TVKRDWYVVDATGKTLGRLATELARRLRGKHKAEYTPHVDTGDYIIVL 

                                                  

                                                 * 

RML13_DOG       61 NTRHIAFSGNKWEQKVYSSHTGYPGGFKQVTAAQLHQKDPVAIVKLAIYGMLPKNLHRRT 

RML13_BOVINE    61 NTRHIAFSGNKWEQKVYSSHTGYPGGFKQVTAAQLHRKDPVAIVKLAIYGMLPKNLHRRT 

RML13_HUMAN     61 NTRHIAFSGNKWEQKVYSSHTGYPGGFRQVTAAQLHLRDPVAIVKLAIYGMLPKNLHRRT 

RML13_MOUSE     61 NTRHIAFSGNKWEQKVYSSHTGYPGGFRQVTAAQLHRKDPVAIVKLAIYGMLPKNLHRRT 

RML13_CHICKEN   61 NTRHIAFSGNKWEQKVYSSHTGYPGGFKQVTATQLHLKDPTAIVKLTIYRMLPKNLLRRT 

RL13_THET8      56 NADKIRVTGKKLEQKIYTRYSGYPGGLKKIPLEKMLATHPERVLEHAVKGMLPKGPLGR- 

RL13_ECOLI      58 NADKVAVTGNKRTDKVYYHHTGHIGGIKQATFEEMIARRPERVIEIAVKGMLPKGPLGRA 

  

              * 

RML13_DOG      121 LMQRLHLFPDEDIPEDIRKNLVEELPQPRKVPRRLDEYTQEEIEAFPIVWSPPEDYRL- 

RML13_BOVINE   121 LMQRLHLFPDEDIPEDILKNLTEELPQPRKVPRRLDEYTQEEIEAFPRVWSPPEDYRL- 

RML13_HUMAN    121 MMERLHLFPDEYIPEDILKNLVEELPQPRKIPKRLDEYTQEEIDAFPRLWTPPEDYRL- 

RML13_MOUSE    121 MMQRLHLFPDEDIPEDILKNLVEELPQPRRVPKRLDEYTQEEIEAFPRVWTPPDDFRM- 

RML13_CHICKEN  121 LMQRLHLFPDDVIPEDIEKNLLQEIPQPRVVPRRLDEYTPEEIAAFPRVWTPPKDFRMK 

RL13_THET8     115 ---------R------------PDHPHQAQRPEKLEV----------------------

RL13_ECOLI     118 MFRKLKVYAG------------NEHNHAAQQPQVLDI---------------------- 

  

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 



 

MRPL15 

 
RML15_DOG        1 MAGPVQ-AGGARTLDLLRALPRVSLANLKPNPGSRKPERRR-RG--RRRGRKCGRGHKGE 

RML15_BOVINE     1 MAGPVRGAAGPWALDLLRALPRVSLANLRPNPGSRKPERRR-RG--QRRGRKCGRGHKGE 

RML15_HUMAN      1 MAGPLQ-GGGARALDLLRGLPRVSLANLKPNPGSKKPERRP-RG--RRRGRKCGRGHKG- 

RML15_MOUSE      1 MAGTAR--GCGTSLDLLRSLPRVSLANLKPSPNSRKRERRP-RD--RRRGRKCGRGHKGE 

RML15_CHICKEN    1 MSGNGV-HGVHGALQLLRSLPKVSLANLRPNPGSKKPERRRGRG--RYRGRKCGRGHKGE 

RL15_THET8       1 ----------------------MKLSDLRPNPGANKRRKRVGRGPGSGHGKTATRGHKGQ 

RL15_ECOLI       1 ----------------------MRLNTLSPAEGSKKAGKRLGRGIGSGLGKTGGRGHKGQ 

 

                                                          

RML15_DOG       57 RQR--GTRPRLGFEGGQTPFYIRIPKYGFNEGHSFRRQYQPLSLNRLQYLIDLGRVDPTQ 

RML15_BOVINE    58 RQR--GTRPRLGFEGGQTPFYLRIPKYGFNEGHSFRRQYQPLSLNRLQYLIDLGRVDPTQ 

RML15_HUMAN     56 -----GTRPRLGFEGGQTPFYIRIPKYGFNEGHSFRRQYKPLSLNRLQYLIDLGRVDPSQ 

RML15_MOUSE     56 RQR--GTRPRLGFEGGQTPFYIRIPKYGFNEGHSFRHQYQPLSLRRLQYLIDLGRVDPTQ 

RML15_CHICKEN   58 RQR--GNRPRLGFEGGQTPFYLSIPKYGFNEGHSCRRQYHPLSLQKLQYLIDLGRVDPTQ 

RL15_THET8      39 KSRSGGLKDPRRFEGGRSTTLMRLPKRGMQGQVPGEIKRP---RYQGVNLKDLARFEG-- 

RL15_ECOLI      39 KSRSGGGVR-RGFEGGQMPLYRRLPKFGFTSR-----KAA---ITAEIRLSDLAKVEG-- 

 

                                        * 

RML15_DOG      115 PIDLTQLVNGRGVTIQPLKRDYGVQLVEEGADTFKAKVNIEVQLASELAIAAIEKNGGVV 

RML15_BOVINE   116 PIDLTQLVNGRGVTIQPSKRDYGVQLVEEGADTFKAKVNIEVQLASELAIAAIEKNGGVV 

RML15_HUMAN    111 PIDLTQLVNGRGVTIQPLKRDYGVQLVEEGADTFTAKVNIEVQLASELAIAAIEKNGGVV 

RML15_MOUSE    114 PIDLTQLVNGRGVTIQPLKRDYGVQLVEEGADTFQAKINIEVQLASELAIAAIEKNGGVV 

RML15_CHICKEN  116 PIDLTQLVNGRGVTIQPLKRDYGVQLVEEGADTFTAKVNIEVQLASELAIAAIEKNGGVV 

RL15_THET8      94 --EVTPELLVRAG---LLKKGYRLKILGEGE---AKPLKVVAHAFSKSALEKLKAAGGEP 

RL15_ECOLI      88 --GVVDLNTLKAANIIGIQIEFAKVILAGEV---TTPVTVRGLRVTKGARAAIEAAGG-- 

 

 

RML15_DOG      175 TTAFYDPRSLEILCKPVPFFLRGQPIPKRMLPPEALVPYYTDAKNRGYLADPAKFPEARL 

RML15_BOVINE   176 TTAFYDPRSLEILCKPIPFFLRGQPIPKRMLPPEALVPYYTDARNRGYLADPARFPEARL 

RML15_HUMAN    171 TTAFYDPRSLDIVCKPVPFFLRGQPIPKRMLPPEELVPYYTDAKNRGYLADPAKFPEARL 

RML15_MOUSE    174 TTAFYDPRSLEILCKPIPFFLRGQPIPKRMLPPESLVPYYTDAKNRGYLADPAKFPEARL 

RML15_CHICKEN  176 TTSFYDPRSLEILIRPVPFFLRGQPIPKRMLPPEDLVRYYTDASNRGYLADPSKVAEARL 

RL15_THET8     146 VLLEA------------------------------------------------------- 

RL15_ECOLI     141 --IEE------------------------------------------------------- 

 

 

RML15_DOG      235 ELAKKYGYILPDITKDELFKMLSTRKDPRQIFFGLAPGWVVNMTDKKILKPTDENLLKYY 

RML15_BOVINE   236 ELAKKYGYILPDITKDELFKMLSSRKDPRQIFFGLAPGWVVNMADKKILKPTDEKLLEYY 

RML15_HUMAN    231 ELARKYGYILPDITKDELFKMLCTRKDPRQIFFGLAPGWVVNMADKKILKPTDENLLKYY 

RML15_MOUSE    234 ELAMKFGYVLPDITKDELFRMLSARKDPRQIFFGLAPGWVVNMADKKILKPTDENLLKYY 

RML15_CHICKEN  236 ELAKKYGYTLPDITKDELFKMLSTRKDPRQIFFGLAPGWIVNMADKKILKPTDERLLKYY 

RL15_THET8         ------------------------------------------------------------ 

RL15_ECOLI         ------------------------------------------------------------ 

 

 

 

 

 

 

 

 

 

 

 

 

 



 

MRPL18 
 

RML18_DOG        1 MALRSRFWECLSVCRNPGNSHFSQTTPRGLHRCGVAALSTSAEPAAKPEVDPVENAAVAP 

RML18_BOVINE     1 MALRSRSWELLPVCRNPG--------------CRVAAFSTSAKPVVKPEADPVGNEAVAP 
RML18_HUMAN      1 MALRSRFWGLFSVCRNPG--------------CRFAALSTSSEPAAKPEVDPVENEAVAP 

RML18_MOUSE      1 MALRPRFWKCLSVCRKLE--------------CGFAALSTSSVPAVQPDVESKENEAVAP 

RML18_CHICKEN    1 MALGGRGCMLLAAGRLQACG------------AGFRYSSATAGLKSVSDIDTRENEVVSP 

RL18_THET8       1 -----------------------------------------------------ARLTAYE 

RL18_ECOLI       1 ----------------------------------------------------MDKKSARI 

 

 

RML18_DOG       61 EFTNRNPRNLELLGVARKERGWGTTWPSREFWHRLRVIKTQHHVEALVEHRN-GKVVVSA 

RML18_BOVINE    47 EFTNRNPRNLELLAVARKERGWGTVWPSREFWHRLRVIRSQHHIEALVEHRN-GQVVVSA 

RML18_HUMAN     47 EFTNRNPRNLELLSVARKERGWRTVFPSREFWHRLRVIRTQHHVEALVEHQN-GKVVVSA 

RML18_MOUSE     47 EFTNRNPRNLELLGVARKERGWATVWPNREFWHRLRVVKTQHHVEAFVEHLN-GQVVVSA 

RML18_CHICKEN   49 DFTNRNPRNLEQLALARKERGWKTTWPKREFWHRLRLERTQHYVEAFVERSN-GNVVLSA 

RL18_THET8       8 RRKFRVRNRIKRTGRLR-----------------LSVFRSLKHIYAQIIDDEKGVTLVSA 

RL18_ECOLI       9 RRATRARRKLQELGATR-----------------LVVHRTPRHIYAQVIAPNGSEVLVAA 

 

                              *   *      * 

RML18_DOG      120 STREWAIKKHLYSTRN-VVACESIGRVLAERCLEAGINFMVYQP-TPWEAASDSMKRLQN 

RML18_BOVINE   106 STREWAIKKHLYSTKS-VVACESVGRVLAQRCLEAGINFMVYQP-TPWEAASDSMKRLQI 

RML18_HUMAN    106 STREWAIKKHLYSTRN-VVACESIGRVLAQRCLEAGINFMVYQP-TPWEAASDSMKRLQS 

RML18_MOUSE    106 STREWAIKKHLYSTRN-VVACESIGRVLAQRCLEAGINFMVYQP-TPWEASSDSIKRLQN 

RML18_CHICKEN  108 STREWAIKKHLYSPTG-VTACRNLGRVMAQRCLEAGINFVNFKAVIPWEHRCDSIQEFEK 

RL18_THET8      51 SSLA------LKLKGNKTEVARQVGRALAEKALALGIKQVAFDR-GPYKYHG-RVKALAE 

RL18_ECOLI      52 STVEKAIAEQLKYTGNK-DAAAAVGKAVAERALEKGIKDVSFDR-SGFQYHG-RVQALAD 

 

 

RML18_DOG      178 AMTEGGVVLQEPRRIYE 

RML18_BOVINE   164 GMIEGGVVLQEPRRIYE 

RML18_HUMAN    164 AMTEGGVVLREPQRIYE 

RML18_MOUSE    164 AMTESGVMLREPRRIYE 

RML18_CHICKEN  167 AMTEGGVVLREPRRIYQ 

RL18_THET8     103 GAREGGLEF-------- 

RL18_ECOLI     109 AAREAGLQF-------- 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 



 

MRPL22 
 

 

RML22_DOG         1 MAAATLERLGASWMPNLR-RKLALGLLSSHNVLPQSYIHTSGSLDISRKWEKKNKIVYPP 

RML22_BOVINE      1 MAAVILERLGALWVQNLR-GKLALGLFSSHSILPQSHIHTSASLEISRKWEKKNKIVYPP 

RML22_HUMAN       1 MAAAVLGQLGALWIHNLR-----SRGKLALGVLPQSYIHTSASLDISRKWEKKNKIVYPP 

RML22_MOUSE       1 MAAALLRELGALRVPNLR-----IWATQTLRVLPPSCIHTSASLDISRKWEKKNKIVYPP 

RML22_CHICKEN     1 ---MAVRCAGSAWVRGLLGWAWPERWFAAGSAFPLSCIHTSTSLQKLGKWEKKNRIVYPP 

RL22_THET8        1 ------------------------------------------------------------ 

RL22_ECOLI        1 ------------------------------------------------------------ 

 

                                                         

RML22_DOG        60 QLPGEPRRPAEIYHCRRQIKYSKDKMWYLAKLIRGMSIDQALAQLEFSDKKGAQIIKEIL 

RML22_BOVINE     60 QLPGEPRRPAEIYHCRRQIKYSKDKMWYLAKLIRGMSIDQALAQLEFSDKKGAQIIKEVL 

RML22_HUMAN      56 QLPGEPRRPAEIYHCRRQIKYSKDKMWYLAKLIRGMSIDQALAQLEFNDKKGAKIIKEVL 

RML22_MOUSE      56 QLPGEPRRPAEIYHCRRQIKYSKDKMWYLAKMIRGMSIDQALAQLEFNDKKGAQIIKEVL 

RML22_CHICKEN    58 QLPGEPRRPAEIYHCRREIKYSKDKMWYLAKLIKGMSIDQALAQLEFNDKKGAKIIKEVL 

RL22_THET8        1 ---------MEAKAIARYVRISPRKVRLVVDLIRGKSLEEARNILRYTNKRGAYFVAKVL 

RL22_ECOLI        1 ---------METIAKHRHARSSAQKVRLVADLIRGKKVSQALDILTYTNKKAAVLVKKVL 

 

 

RML22_DOG       120 LEAQDMAVRDHNVEFRSNLYIAESTSGRGQYLKRIRYHGRGRFGIMEKVYCHYFVKLVEG 

RML22_BOVINE    120 LEAQDMAVRDHNVEFRSNLYIAESTSGRGQYLKRIRYHGRGRFGIMEKVFCHYFVKLVEG 

RML22_HUMAN     116 LEAQDMAVRDHNVEFRSNLYIAESTSGRGQCLKRIRYHGRGRFGIMEKVYCHYFVKLVEG 

RML22_MOUSE     116 LEAQDMAVRDHNVEFRSNLHIAESTSGRGQCLKRIRYHGRGRFGIMEKVYCHYFVKLVEG 

RML22_CHICKEN   118 LEAQEMAVRNHNVEFKSNLHIAESLAGKGHYTKRIRLHGKGMFGIMKIVKCHYFVKLVEG 

RL22_THET8       52 ESAAANAVNNHDMLEDR-LYVKAAYVDEGPALKRVLPRARGRADIIKKRTSHITVILGEK 

RL22_ECOLI       52 ESAIANAEHNDGADIDD-LKVTKIFVDEGPSMKRIMPRAKGRADRILKRTSHITVVVSDR 

 

 

RML22_DOG       180 PPPPPEARKTAVTHAKEYIQELRN--------------RTIIHTL-------- 

RML22_BOVINE    180 PPPPPEAPKTAVTHAKEYIQELRN--------------RTIIHAL-------- 

RML22_HUMAN     176 PPPPPEPPKTAVAHAKEYIQQFAAGPSFTLYDEEIQTPQCIYFAIYFLKINKN  

RML22_MOUSE     176 PPPPPEVPKTAVDHAKDYIQQLPS--------------RTIIHTL-------- 

RML22_CHICKEN   178 PPPLPEPRKTGFDQAKEYVQQLRS--------------RTLVHTL-------- 

RL22_THET8      111 HGK-------------------------------------------------- 

RL22_ECOLI      111 ----------------------------------------------------- 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 



 

MRPL24 
                                           * 

RML24_DOG        1 ----MRLSALLALASKVTLPRDYRYGMSRPG---SLADRRKNPPGTRRR---------RV 

RML24_BOVINE     1 ----MRLSALLALASKVTLPPNYRYGMSRPG---SLADKKKNPPGTRRR---------RV 

RML24_HUMAN      1 ----MRLSALLALASKVTLPPHYRYGMSPPG---SVADKRKNPPWIRRR---------PV 

RML24_MOUSE      1 ----MRLSALLALASKATSSPFYRYGMSRPG---SIADKRKNPPWSRRR---------PV 

RML24_CHICKEN    1 MAAGIGPEAFAAVREAVMGLGGAGRALWREADDRSAPHCRFNDPRLLLRGHKAPANGGGA 

RL24_THET8       1 ------------------------------------------------------------ 

RL24_ECOLI       1 ------------------------------------------------------------ 

 

 

RML24_DOG       45 AVEPISDEDWHLFCGDTVEILEGKDAGKQGKVVQVIRQRNWVVLEGLN----THYRYVGK 

RML24_BOVINE    45 AVEPIPEEDWHLFCGDRVEILEGKDAGKQGKVVQVIRQRNWVVVEGLN----THYRYVGK 

RML24_HUMAN     45 VVEPISDEDWYLFCGDTVEILEGKDAGKQGKVVQVIRQRNWVVVGGLN----THYRYIGK 

RML24_MOUSE     45 VVEPISDEDWHLFCGDMVEILEGKDAGKQGKVVQVVRQRNWVVLEGLN----THYRYIGR 

RML24_CHICKEN   61 ACSTPAYGSQHAPRQPPARAHSAAPIGTAAPRMPRVAPGPACTARGLHGSPGPHYGYVNR 

RL24_THET8       1 -----MRVKMHVKKGDTVLVASGKYKGRVGKVKEVLPKKYAVIVEGVN--IVKKAVRVSP 

RL24_ECOLI       1 -------MAAKIRRDDEVIVLTGKDKGKRGKVKNVLSSG-KVIVEGIN--LVKKHQKPVP 

 

 

RML24_DOG      101 TAESRGTMIPSEAPLLHHQVKLVDPVDRKPTEVEWRFTEAGERVRVSSRSGRIIPKPDFP 

RML24_BOVINE   101 TVDFRGTMVPSEAPLFHNQVKLVDPMDRKPTEVEWRFPEAGERVRVSPRSGRIIPKPDVP 

RML24_HUMAN    101 TMDYRGTMVPSEAPLLHRHVKLVDPMDRKPTEIDWRFTEAGQRVRVSTRSGRIIPKPEFP 

RML24_MOUSE    101 TKDHRGTMIASEAPLLHHQVKLVDPVDRKPTEIQWRFTEAGERVRVSTRSGRIIPKPEFP 

RML24_CHICKEN  121 DAKYSSTFFVSEAPLLLNQISLVDPEDRKPTEVDWRYTEEGERVRVSLRTGRIIPLPLWQ 

RL24_THET8      54 KYPQ-GGFIEKEAPLHASKVRPICPACGKPTRVRKKFLENGKKIRVCAKCGGALDTEE-- 

RL24_ECOLI      51 ALNQPGGIVEKEAAIQVSNVAIFNAATGKADRVGFRF-EDGKKVRFFKSNSETIK----- 

 

                                    

RML24_DOG      161 RADGIVPETWTDGPKDTSVEDALERTYVPRLKTLEEEVMEAMGIQETRRHKKVYWY 

RML24_BOVINE   161 RADGIVPETWIDGPKDTSVEDALEKTYVPRLKTLEEEVMEAMGIQETRRHKKVYWY 

RML24_HUMAN    161 RADGIVPETWIDGPKDTSVEDALERTYVPCLKTLQEEVMEAMGIKETRKYKKVYWY 

RML24_MOUSE    161 RADGIVPETWTDGPKDTSVEDALERTYVPRLKTLEEDVMEAMGIQETRRFKKVYWY 

RML24_CHICKEN  181 RRDGIVPEQWIDGPKDTSVDDALDKTYTPSLKTFEEEIMDAMGIVETRRAKKSYWY 

RL24_THET8         -------------------------------------------------------- 

RL24_ECOLI         -------------------------------------------------------- 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 



 

MRPL27 

                                                               * 

RML27_DOG        1 MASAALALRTR--AAALLSPPQAASLAVRYASKKTGGSSKNLGGKSPGKRFGLRKMEGHY 

RML27_BOVINE     1 MALAVLAWRTRTAVTALLSPPQAAALAVRYASKKTGGSSKNLGGKSPGKRFGIRKMEGHY 

RML27_HUMAN      1 MASVVLALRTRTAVTSLLSPTPATALAVRYASKKSGGSSKNLGGKSSGRRQGIKKMEGHY 

RML27_MOUSE      1 MAAAALTLRTRAAVTALLSPTAPTALAVRHASKKTGGSSKNLGGKSRGKHYGIKKMEGHY 

RML27_CHICKEN    1 -----MAAWGR----LFLSVPQTSLAAVRCASKKSGGSSKNLGGRSPGKRYGAKKVEGAY 

RL27_THET8       1 -----------------------------MAHKKGLGSTRN-GRDSQAKRLGVKRYEGQV 

RL27_ECOLI       1 -----------------------------MAHKKAGGSTRN-GRDSEAKRLGVKRFGGES 

  

                                                 

RML27_DOG       59 VHAGNILATQRHFRWHPGAHVGLGKKKHLYALEEGVVHYTKEVYVPSPSNTEAVELVTRL 

RML27_BOVINE    61 VHAGNILATQRHFRWHPGAHVGLGKNKCLYALEEGVVRYTKEVYVPSPSNSEAVDLVTRL 

RML27_HUMAN     61 VHAGNIIATQRHFRWHPGAHVGVGKNKCLYALEEGIVRYTKEVYVPHPRNTEAVDLITRL 

RML27_MOUSE     61 VHAGNILGTQRQFRWHPGAHVGLGRNKCLYALEEGIVRYTKDVYVPNPKNTEAVDLVTSL 

RML27_CHICKEN   52 VHAGNILATQRLIRWHPGAHVGMGRNKTLYALEDGIVRYTKEVYVPPPRSSESREVICSL 

RL27_THET8      31 VRAGNILVRQRGTRFKPGKNVGMGRDFTLFALVDGVVEFQ----DRGRLG---------- 

RL27_ECOLI      31 VLAGSIIVRQRGTKFHAGANVGCGRDHTLFAKADGKVKFE----VKGPKN---------- 

 

 

RML27_DOG      119 PKGAVLYKTFVHVVPVKPEGTFKLVAML 

RML27_BOVINE   121 PEGAVLYKTFVHVVPAKPEGTFKLVAML 

RML27_HUMAN    121 PKGAVLYKTFVHVVPAKPEGTFKLVAML 

RML27_MOUSE    121 PKGAVLYKTFVHVVPAKPEGTFKLVDML 

RML27_CHICKEN  112 PKGAILYKTFISVIPTTEVGSFKLVTML 

RL27_THET8      77 -------R-YVHVRPLA----------- 

RL27_ECOLI      77 -------RKFISIEAE------------ 

  

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 



 

MRPL28 
 

RML28_DOG        1 MPLHKVPVGLWRRLWLREGICSRLPPHYLRSLQEARAPAPVHYRPRGVGAGAGAGAGGRR 

RML28_BOVINE     1 MPLHKVPVGLWKRLRLREGIYSRLPAHYLRSLEEARTPTPVHFRPHGAKFKINP-KNGQR 

RML28_HUMAN      1 MPLHKYPVWLWKRLQLREGICSRLPGHYLRSLEEERTPTPVHYRPHGAKFKINP-KNGQR 

RML28_MOUSE      1 MPLHRYPVHLWQKLRLRQGICARLPAHFLRSLEEERTPTPVHYKPHGTKFKINP-KNGQR 

RML28_CHICKEN    1 ------------------------------------------------------------ 

RL28_THET8       1 ------------------------------------------------------------ 

RL28_ECOLI       1 ------------------------------------------------------------ 

 

                                                   

RML28_DOG       61 ERVQDVPIPVYRPPEAQLGLWGGEGWVVGYRYVGDHQLSKRVKKVWKPQLLQRELYSEIL 

RML28_BOVINE    60 ERVEDVPIPVHYPPESQLGLWGGEGWLKGHRYVNNDKFSKRVKKVWKPQLFQRELYSEIL 

RML28_HUMAN     60 ERVEDVPIPIYFPPESQRGLWGGEGWILGQIYANNDKLSKRLKKVWKPQLFEREFYSEIL 

RML28_MOUSE     60 ERVEDVPIPVHYPPESQQGLWGGEGLILGYRYANNDKLSKRVKKVWKPQLFTRELYSEIL 

RML28_CHICKEN    1 ------------------------------------------------------------ 

RL28_THET8       1 ------------------------------------------------------------ 

RL28_ECOLI       1 ------------------------------------------------------------ 

 

 

RML28_DOG      121 DTKFAVTVTARTLDLIDAAYGFDFYILKTPEEDLCSKFGMDLKRGMLLR-LARQDPQLHP 

RML28_BOVINE   120 DR-FTVTVTMRTLDLIDEAYGFDFYILKTPKEDLCSKFGMDLKRGMLLR-LARQDPQLHP 

RML28_HUMAN    120 DKKFTVTVTMRTLDLIDEAYGLDFYILKTPKEDLCSKFGMDLKRGMLLR-LARQDPQLHP 

RML28_MOUSE    120 DKKFTVTVTMRTLDLIDEAYGFDFYILKTPKEDLGSKFGMDLKRGMLLR-LARQDPHLHP 

RML28_CHICKEN    1 ---------MRTLDLIDQAYGFDFYILKTPKADMCSKLGMDLKRTMLLR-LARRDPKLHP 

RL28_THET8       1 ------------------------------MSKVCEISG---KRPIVANSIQRRGKAKRE 

RL28_ECOLI       1 -------------------------------SRVCQVTG---KRPVTGN---NRSHALN- 

 

                                                                      * 

RML28_DOG      180 DNPQKRAAIFDKYKEFVIPEAEAEWVGLTLDEAVEKQRLLEEKDPTPLFKVYVEELIGQL 

RML28_BOVINE   178 DDPERRAAIYDKYKAFVIPEAEAEWVGLTLDEAVEKQRLLEEKDPVPLFKVYVEELVEQL 

RML28_HUMAN    179 EDPERRAAIYDKYKEFAIPEEEAEWVGLTLEEAIEKQRLLEEKDPVPLFKIYVAELIQQL 

RML28_MOUSE    179 ENPERRAAIYDKYRSFVIPEAEAEWVGLTLEEALEKQRLLEEKDPVPLFKVYVEELVQRL 

RML28_CHICKEN   51 DDPARREAIYNKYREFVIPEEEAEWVGLSLEEAIEKQRLLEKKDPVPLFKVYAEELVNQL 

RL28_THET8      28 GGVGKKTTGISKRRQY--PNLQKVRVRVAGQE--ITFRVAASHIPK-VYELVERAKGLKL 

RL28_ECOLI      23 ---------ATKRRFL--PNLHSHRFWVESEKRFVTLRVSAKGMR------VIDKKGIDT 

 

 

RML28_DOG      240 EQQALSEPVVVQKRASRE- 

RML28_BOVINE   238 QQQALSEPAVVQKRANRT- 

RML28_HUMAN    239 QQQALSEPAVVQKRASGQ- 

RML28_MOUSE    239 QEQVLSRPAVVQKRAGDHA 

RML28_CHICKEN  111 KEQALEK----EKERNV-- 

RL28_THET8      83 EGLSPKE---IRARGEKY- 

RL28_ECOLI      66 V---LAE---LRARGEKY- 

 

 

 

 

 

 

 

 

 

 

 

 

 

 



 

MRPL40 (Also known as MRP-L37) 

 
RML40_DOG        1 MALASGPARRALVRPARLGLGDCGAPA-RGAYEWGVRSTRKPEPRPLNRVYDIP------ 

RML40_BOVINE     1 MALASGPARRVLARPWGLGLEGCGVPR-RGAYEWGVRSTRKPEPPPLDRVYEIP------ 

RML40_HUMAN      1 MALASGPARRALAGSGQLGLGGFGAPR-RGAYEWGVRSTRKSEPPPLDRVYEIP------ 

RML40_MOUSE      1 MALASGPALRALAGSGRLGLGGYGTPK-RGAYEWGVRSTRKPEPRPLDRVYEIP------ 

RML40_CHICKEN    1 MALRPVVLRRAPAHSRGI-LTRPGPPRPRGPLPRTPWTTRGPPPDQLARVVERRPVREQV 

 

 

RML40_DOG       54 GLEPITYAGKMHFMPGLARPVFPPWDPGWTHPKFRRPTPVHEQPLYKDRVCYVFHQRCRL 

RML40_BOVINE    54 GLEPITFAGKMHFMPGLARPVFPPWDPGWTHPKFRRLPPLQEHPLYKDEVCYIFHQRCRL 

RML40_MOUSE     54 GLEPITYEGKKHFVPWLARPIFPPWERGWNDPRFHRAAPIHEQTLYKEEPCYIFHQRCRL 

RML40_HUMAN     54 GLEPITFAGKMHFVPWLARPIFPPWDRGYKDPRFYRSPPLHEHPLYKDQACYIFHHRCRL 

RML40_CHICKEN   60 ELDTVTYAGRQYFVPGLARPRFPPWDRGWREPWHSPGPRYEDMPLRKERGCFICHQRVRM 

 

                                                

RML40_DOG      114 LEGVKQALWLTKAKLIEGLPEKVLSLVSDPKNYIENQDERVLNVISHARLWHSTEDTPKR 

RML40_BOVINE   114 LEGVKQALWLTKTKLIEGLPEKVLSLADNPRNHIENQDERVLNVISHARLWHSTEDIPKR 

RML40_HUMAN    114 LEGVKQALWLTKTKLIEGLPEKVLSLVDDPRNHIENQDECVLNVISHARLWQTTEEIPKR 

RML40_MOUSE    114 LEGMKQALWLTKTKLIEGLPKKVLSLVDDPANHIENQEQRVLDIISHARLWHSTEDIPKR 

RML40_CHICKEN  120 LEGVRQAQWLTKTKLVQGLPAKVLSIAENPAYQLQEQEEAVHRAVAHARLWETTEVSPRR 

 

                                                       **      * 

RML40_DOG      174 EAYCPVIVDSLIQLCKSQILKHPSLTRRIYAKNYTFSTTWNRESFLLQVCGPSGARLNSK 

RML40_BOVINE   174 ETYCPVIVDSLIQLCKSQILKHPSLARRICAQKNMLSTTWKRESTLIQVHGSSGAQLNAK 

RML40_HUMAN    174 ETYCPVIVDNLIQLCKSQILKHPSLARRICVQNSTFSATWNRESLLLQVRGSGGARLSTK 

RML40_MOUSE    174 ETYCPLIVDSLIQLCKSQILKHPSLARRTSAQNCTLATTWNRESLLLQVRGTSSTILSAK 

RML40_CHICKEN  180 EKYCPVLFEDLIHLCRSMSVKYPSLARRMLARNYRIAATWERESTLLQIRGLNGILMNSM 

 

 

RML40_DOG      234 DPLPAIASREEVEATKNHILEAFYPISPTIDLQECNVYDVEDNTGFQEGYPYPYPHTLYF 

RML40_BOVINE   234 DPLPPIASREEVEATKNHVLETFSPISPTISLQECHIYDVNDDTGFREGYPYPCPHTLYL 

RML40_HUMAN    234 DPLPTIASREEIEATKNHVLETFYPISPIIDLHECNIYDVKNDTGFQEGYPYPYPHTLYL 

RML40_MOUSE    234 DPLPVIASREEVEATRSHVLETFYPISPTIDLQECHVYEVKDDTGFQEGYPYPHPHTLYF 

RML40_CHICKEN  240 TPIPPVASKEEILATKDHVLETFYPISPTIDLQEVNVYQELNDTGFKDGYPYSHPHTLYF 

 

 

RML40_DOG      294 LETANLRPHRFRPDQLRAKMILFAFGNALVQARRLYGNHTKVLEQPVVVQSVGTDGRVFQ 

RML40_BOVINE   294 LESANLRAHRFQPDQLRAKMILFAFGNALAQARLLYGNDPKVLEQPVVVQSVGTDGRVFQ 

RML40_HUMAN    294 LDKANLRPHRLQPDQLRAKMILFAFGSALAQARLLYGNDAKVLEQPVVVQSVGTDGRVFH 

RML40_MOUSE    294 LEKANLRPQRFLPEQLRAKMLLFAFANALAQARLLYGNTAKVLEQPIVVQSVGTDGRVFQ 

RML40_CHICKEN  300 LESANKRPNRFRPEQLRAKMLMFAFGNALAKAKVLYGNDPQVLEQPIVVQSVGTDGQLFQ 

 

 

RML40_DOG      354 FLVLQLNTTDLASNDGIKNLVWVDSDQLLYQHFWCRPVIKKKVVVEPVGPTGFQPETFRK 

RML40_BOVINE   354 FLVLQLNTTDLASEEGIKNLVWVDSDQLLYQHFWCLPVIKKKVVVEPVGPTGFQPETFRK 

RML40_HUMAN    354 FLVFQLNTTDLDCNEGVKNLAWVDSDQLLYQHFWCLPVIKKRVVVEPVGPVGFKPETFRK 

RML40_MOUSE    354 FLVLQLNTTDLASSEGVKNLVWTDSDQLLYRHFWCRPVIKKKVVVEPVGPVDFQPETFRK 

RML40_CHICKEN  360 FLVFQLNTTDLVSNDGIKNLVWIDSDQNLYESAQCVPEVKKRVVTKPTGIYGLQPETFKK 

 

 

RML40_DOG      414 FLALYLHGAV 

RML40_BOVINE   414 FLALYLHGAV 

RML40_HUMAN    414 FLALYLHGAA  

RML40_MOUSE    414 FLALYLHGVV 

RML40_CHICKEN  420 FLALYLHGTV 

 

 

 

 

 

 



 

MRPL43 
                              *                                                                                          

RML43_DOG        1 MTARGTPSRFLASVLYNGLGRYVQQLQRLSFNLSRDAPSSRGAREFVEREVADFARRNPG 

RML43_BOVINE     1 MTARGTASRFLTSVLHNGLGRYVQQLQRLSFSLSRDAPSSRGAREFVEREVTDFARRNPG 

RML43_HUMAN      1 MTARGTPSRFLASVLHNGLGRYVQQLQRLSFSVSRDGASSRGAREFVEREVIDFARRNPG 

RML43_MOUSE      1 --GRGTSSRFLTSVLHNGLGRYVQQLQRLSLSLSRDAPSSRGAREFVEREVTDFARRNPG 

RML43_CHICKEN    1 MTGRGTASRFLAAVLHNGVGRYVRQLQRLQVVFSPVAPDARGARQFVEEEAVDFARRHPD 

 

                                                       

RML43_DOG       61 VVIYVNSRPCCVPRVVAEYLNGAVREESIHCKSVEEIATLVQKLANQSGLDVIRIRKPFH 

RML43_BOVINE    61 VVIYVNPRPCCVPRVVAEYLNGAVREESLNCKSVEEIATLVQKLADQSGLDVIRIRKPFH 

RML43_HUMAN     61 VVIYVNSRPCCVPRVVAEYLNGAVREESIHCKSVEEISTLVQKLADQSGLDVIRIRKPFH 

RML43_MOUSE     59 VVVYVNPRPCAMPRIVAEYLNGAVREENVNSKSVEEIKSLVQKLADQSGLDVIRIRKPFH 

RML43_CHICKEN   61 VVVYVRPCECPAPVLQAEYLNGTVREELIASKTSEEIVQLAAKLASQSGLDIVRIRKPFH 

 

 

RML43_DOG      121 TDSPSIQGQWHPFTNKPTMLGGLRPREVQDAALAQ-------AQVP-------------- 

RML43_BOVINE   121 TDSPSIQGQWHPFTNKPTALGGLRPREVQNPAPTQR-----PAQ---------------- 

RML43_HUMAN    121 TDNPSIQGQWHPFTNKPTTFRGLRPREVQDPAPAQDTGLRLSAVAPQILLPGWPDPPDLP 

RML43_MOUSE    119 TDNPSIQGQWHPFTNKRTALHGLRPRELRDSAPAS-------MQAQ-------------- 

RML43_CHICKEN  121 TANPSVQGQWHPLTNKPSALTVRGPR----AAPQ-------------------------- 

 

 

RML43_HUMAN    181 TVDPISSSLTSAPAPMLSAVSCLPIVPALTTVCSA 

RML43_DOG          ----------------------------------- 

RML43_BOVINE       ----------------------------------- 

RML43_MOUSE        ----------------------------------- 

RML43_CHICKEN      ----------------------------------- 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 



 

MRPL45  

 

RML45_DOG         1  MAAPTPRGLHCLSKALGWWSRQPVLVTQSTVVVPVRTKKRFTPPTYEPKYKSEKEFMEYA 

RML45_BOVINE      1  MAAPLPRSLSCLSRAVGWWSRQPILMTQSTAVVPVRTKKRFTPPIYQPKYKTEKEFTEYA 

RML45_HUMAN       1  MAAPIPQGFSCLSRFLGWWFRQPVLVTQSAAIVPVRTKKRFTPPIYQPKFKTEKEFMQHA 

RML45_MOUSE       1  MAAPVPRGLSSLYRTLGWWSRQPILVTQSTTVVQVKTKSRFRPPTPEPKYKTEKEFLEYA 

RML45_CHICKEN     1  MAAAMAAGLSRLGRGAMESLLRPPRAVPAFLVVPVRTKRRLFVPEWARELPHE-EKEKRL 

 

 

RML45_DOG         61 RKAGLVIPPERLERPLHLACTAGIFDAYVPPEGDARLSSLAKEGLAQRSEQLKKKVASQL 

RML45_BOVINE      61 RKAGLVIPQESLERPIHLACTASIFDAYVPPEGDARVSSLSKEGLAQRTERLKKNVASQL 

RML45_HUMAN       61 RKAGLVIPPEKSDRSIHLACTAGIFDAYVPPEGDARISSLSKEGLIERTERMKKTMASQV 

RML45_MOUSE       61 RKAGLVIPQERLERPIHLACTAGIFDPYVPPEGDARMSSLSKEGLTQRTERLRKNAASQL 

RML45_CHICKEN     60 QSLIRTLPEERMERTFYLACTASIIDPYVPPEGDARVTSLSKEGLKQRMEKLKQTAASQL 

 

 

RML45_DOG        121 SIRKIREHDPNFKIKDFPEKAKDIFIEAHLCLNNSDHDRLHTLVTENCFPDMVWDIKYKT 

RML45_BOVINE     121 SIRRIKESDPNFKVKDFPEKAQDIFIEAHLCLNNSDHDRLHTLVTENCFPDMVWDIKYKT 

RML45_HUMAN      121 SIRRIKDYDANFKIKDFPGKAKDIFIEAHLCLNNSDHDRLHTLVTEHCFPDMTWDIKYKT 

RML45_MOUSE      121 AIRKIREFDTNFKTKDFPEKAKDIFIEAHLCLNNSDHDRLHTLVTEHCFPDMVWDLKYKT 

RML45_CHICKEN    120 ALRKVKDHDPNFSTKTFPEVAQEIYVEAHNSLANFNKQKLHSLVTERCYPDMVRGNRYKT 

 

                                        *     * 

RML45_DOG        181 VRWSFVESLEPPQVVQVRCSNLLNQGNIYGQVTVRMHTRQTLAIYDRFGRLMYGQEDVPR 

RML45_BOVINE     181 VRWSFVESLEPPQVVQVRCSSLVTKSNAYGQVTVRMHTRQTLAIYDRFGRLMYGQEDVPR 

RML45_HUMAN      181 VRWSFVESLEPSHVVQVRCSSMMNQGNVYGQITVRMHTRQTLAIYDRFGRLMYGQEDVPK 

RML45_MOUSE      181 VRWGFVESLEPAQVVHVRCSGLVNQSNMYGQVTVRLHTRQTLAIYDRFGRLMYGQEDVPK 

RML45_CHICKEN    180 IRWSFVESLEPPRVAHVRCTSVVNQGNLYGQVTVRMHTRQTLAIYDRFGRLMYGGEKLPK 

 

 

RML45_DOG        241 DVLEYVVFEKHLVNPYGSWRMHGKITPPWAPHKQPILKTVMIPGPQLKPWEDYEEPQGEA 

RML45_BOVINE     241 DVLEYVVFEKHLANPYGSWRMHGKIVPPWAPPKQPILKTVMIPGPQLKPGEEYEELQREA 

RML45_HUMAN      241 DVLEYVVFEKQLTNPYGSWRMHTKIVPPWAPPKQPILKTVMIPGPQLKPEEEYEEAQGEA 

RML45_MOUSE      241 DVLEYVVFERHLMNPYGSWRMHAKIVPAWAPPKQPILKTLMIPGPQLKPWEEYEETQGEA 

RML45_CHICKEN    240 DVLEYVVFERYLVNPYGTWRMHGKIVPEWAPPKDPIVKVRV------------------- 

 

 

RML45_DOG        301 HKL--- 

RML45_BOVINE     301 HKPQLA 

RML45_HUMAN      301 QKPQLA 

RML45_MOUSE      301 QKPQLA 

RML45_CHICKEN        ------ 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 



 

MRPL49  
                                                                  

RML49_DOG       1 MESRKRKGRCAQEGAGRSWLRAQAASVREQFKMAAAVFRATLRGWRTGVPPGCRLRRLSQ 

RML49_BOVINE    1 --------------------------------MAAATFWFVLRGWRTGVPPGCGLRRLSQ 

RML49_HUMAN     1 --------------------------------MAATMFRATLRGWRTGVQRGCGLRLLSQ 

RML49_MOUSE     1 --------------------------------MAAAVLRAALQDWRSCLGRSYGRRKLSQ 

                     *            

RML49_DOG      61 TQGPPDYPSFVESVDEYQFVERLLPPTSIPEPPKHEHYPTPSGWQPPRDPPPNLPYFVRR 

RML49_BOVINE   29 TQGTPDYPRFLESVDEYRFVERLLPPTSIPKPPKHEHYPTPCGWQPPRDPPPNLPYFVRR 

RML49_HUMAN    29 TQGPPDYPRFVESVDEYQFVERLLPATRIPDPPKHEHYPTPSGWQPPRDPPPNLPYFVRR 

RML49_MOUSE    29 TQGPPDNPGFVESVDEYQFVERLLPPTKIPEPPKHKHYPTPSGWQPPRDPLPSLPYFVRR 

 

RML49_DOG     121 SRMHNIPVYKDITHGNRQMTVIRKVEGDIWALQKDVEDFLSLLLGKTPVTQINEVTGTLR 

RML49_BOVINE   89 SRMHNIPVYRDITHGNRQMTVIRKVEGDIWALQKDVEDFLSPLLGKTPITQVNEVTGTLR 

RML49_HUMAN    89 SRMHNIPVYKDITHGNRQMTVIRKVEGDIWALQKDVEDFLSPLLGKTPVTQVNEVTGTLR 

RML49_MOUSE    89 SRMHNIPVYKEITHGNRQMTLIRKVEGDIWALQKDVEEFLSPLLGKTPITQVNEVTGTLR 

 

RML49_DOG     181 VKGYFDQQLKAWLLEKGF 

RML49_BOVINE  149 IKGYFDQQLKAWLLEKGF 

RML49_HUMAN   149 IKGYFDQELKAWLLEKGF 

RML49_MOUSE   149 IKGYFDEQLKAWLLEKGF 

 

 

 

 


