Table S5: results of ANl and TETRA (r, raw data; s, sieved results in where the duplicates had been removed) of the partially sequenced strains and the
comparison with the calculated DDH or ATm values. The values of the aligned sequences are expressed in percentage of the total DNA used in the query and
in brackets the complete nucleotide sequence used). DDH results were obtained from (18, 19).
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Vibrio scophthalmi, A089" ';g"o% 8778 262 (52431) 7843 0032 O35 349(38972) 7873 0950 44
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RhodoTblum gokarnense DSM DSMT 83,33  4.55(158465) 75,11 0.881 83,9 5.95(121023) 74,8 0,877 20
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