
 

Figure S4. Normalized SNP effects (beta coefficients) from univariate regression models.  

All plots correspond to analysis in the whole sample except for locus 8p23.1, for which 

genomewide association was detected only in the fasting subsample as shown.  Locus 

SNPs are shown if they were retained in the model selection procedure for at least one 

lipoprotein fraction. Absence of shading indicates the univariate beta coefficient was not 

significant (p>0.05).  A small black dot for some combinations of SNPs and lipoprotein 

fractions indicates genomewide significance for the univariate beta coefficient. 

 

 



1p13.3 (CELSR2, MYBPHL, PSRC1, SORT1)
normalized per allele shift (units of s.d.)
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1p31.3 (ANGPTL3)
normalized per allele shift (units of s.d.)
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1p32.3 (PCSK9)
normalized per allele shift (units of s.d.)
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1q23.3 (APOA2)
normalized per allele shift (units of s.d.)
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2p21 (ABCG5, ABCG8)
normalized per allele shift (units of s.d.)
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2p23.3 (GCKR)
normalized per allele shift (units of s.d.)
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2p24.1 (APOB)
normalized per allele shift (units of s.d.)
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2q24.3 (COBLL1, GRB14)
normalized per allele shift (units of s.d.)
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3q22.3 (PCCB, STAG1)
normalized per allele shift (units of s.d.)
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5q13.3 (HMGCR)
normalized per allele shift (units of s.d.)
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6p21.32 (BTNL2, HLA−DRA, HLA−DRB5)
normalized per allele shift (units of s.d.)
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7q11.23 (MLXIPL)
normalized per allele shift (units of s.d.)
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7q32.2 (COPG2, KLF14, TSGA13)
normalized per allele shift (units of s.d.)
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8p21.3 (LPL)
normalized per allele shift (units of s.d.)
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8p23.1
per allele shift
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8q24.13 (TRIB1)
normalized per allele shift (units of s.d.)
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per allele shift

LD
L 

la
rg

e
LD

L 
sm

al
l

LD
L 

m
ea

n 
si

ze
ID

L 
to

ta
l

LD
L 

to
ta

l
LD

L−
C

 a
ss

ay
A

P
O

B
 a

ss
ay

H
D

L 
to

ta
l

H
D

L 
la

rg
e

H
D

L 
m

ed
iu

m
H

D
L 

sm
al

l
H

D
L 

m
ea

n 
si

ze
H

D
L−

C
 b

y 
N

M
R

H
D

L−
C

 a
ss

ay
A

P
O

A
1 

as
sa

y
V

LD
L 

to
ta

l
V

LD
L 

la
rg

e
V

LD
L 

m
ed

iu
m

V
LD

L 
sm

al
l

V
LD

L 
m

ea
n 

si
ze

T
G

 b
y 

N
M

R
T

G
 a

ss
ay

rs983309
rs2126259

rs17716118

−0.11

−0.05
 0.00
 0.05

 0.11
norm. beta

8q24.13 (TRIB1)
normalized per allele shift (units of s.d.)
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9q31.1 (ABCA1)
normalized per allele shift (units of s.d.)
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9q34.2 (ABO)
normalized per allele shift (units of s.d.)
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11q12.2 (FADS1, FADS2, FADS3)
normalized per allele shift (units of s.d.)
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11q23.3 (APOA1, APOA4, APOA5, APOC3)
normalized per allele shift (units of s.d.)
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12q23.2
per allele shift
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12q24.31.A (HNF1A/TCF1)
normalized per allele shift (units of s.d.)
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12q24.31.B (CCDC92, DNAH10, ZNF664)
normalized per allele shift (units of s.d.)
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15q22.1 (LIPC)
normalized per allele shift (units of s.d.)
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16q13 (CETP)
normalized per allele shift (units of s.d.)
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17q24.2 (ARSG, FAM20A, PRKAR1A, WIPI1)
normalized per allele shift (units of s.d.)
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18q21.1 (LIPG)
normalized per allele shift (units of s.d.)
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19p13.2 (LDLR)
normalized per allele shift (units of s.d.)
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19q13.32 (APOC1, APOC2, APOC4, APOE)
normalized per allele shift (units of s.d.)
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20q13.12.A (HNF4A)
normalized per allele shift (units of s.d.)
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20q13.12.B (PLTP)
normalized per allele shift (units of s.d.)
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