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Supplemental Table 1. List of candidate genes analyzed in this study, grouped by indication
(disease or pharmacology). Marker SNPs are all located in transcribed regions of the mature mRNA,

or a splice variant. For some genes more than one marker SNP and tissue were used.

Tissue .
(number of Replicates
Name Symbol Indication h Marker SNP % het  (n) or assay
eterozygous e
. validation
subjects)
Cardiovascular disease candidate genes
Heart (31) rs4309 (exon 9 51 6
Angiotensin | converting enzyme ACE Blood pressure, Small bowel e ) 37 4
CAD (32) 53 4
Liver (10) rs4343 (exon 17) 40 6
Monocyte chemoattractant _CAD, SLE, Heart (29) rs4586 (exon 2) 45 4
rotein 1 CCL2 inflammation, Monocytes ;
p infection (26) rs13900 (3’'UTR) 46 4
Superoxide dismutase, Oxidative stress, rs4880 (exon 2) 52 4
mitochondrial SOD2 cancer Heart (34) rs5746092 (5'UTR) 38 4
Homocysteine Liver (19)
Nicotinamide N-methyltransferase NNMT levels Small bowel rs4646335 (exon 1) 33 2
(20)
Triglyceride,
Lipoprotein lipase LPL cholesterol Heart (15) rs1059611 (exon 10) 23 3
metabolism
Cholesterol
3-hydroxy-3-methylglutaryl-CoA synthesis, direct Liver (8) 23 1
reductase HMGCR target B-lymph (18) r$12916 (exon 19) 20 1
(statins)
Colony-stimulating factor Inflammation, Monocytes
Y g tactor, CSF1 endothelial 4 rs333970 (exon 6) 43 4
macrophage-specific ) (18)
function
Prostaglandin D2 synthase PTGDS CAD Heart (30) rs6926 (exon 7) 46 2
Fypoxia-inducible factor 1, alpha HIFTA  Oxidative stress  Heart(18)  rs2057482 (exon 15) 28
Nitric oxide synthase, endothelial NOS3 Oxidative stress, Heart (22) rs1799983 (exon 8) 34 4
vascular function
FMS-related tyrosine kinase FLT1 E?l?rfct:s'r:a' Heart (19)  rs2296189 (exon23) 29 2
) ) : 1544514 4 27 6
L-type voltage-dependent calcium  oAcNA1C Blood pressure  Heart (37) rs (exon 4)
channel alpha subunit 1C rs216008 (exon 30) 40 6
Adrenergic receptor beta2 ADRB2 Blood pressure Heart (22) rs1042719 (exon1) 46 2
rs11739136 (exon 3) 12 6
BK channel beta1 subunit KCNMB1 Blood pressure Heart (30) rs2656842 (exon 4) 46 6
rs2656841 (exon 4) 47 6
Liver (29)
Vitamin K epoxide reductase VKORC1  Warfarintarget ~ Heart (26) rs7294 (exon 3, 40 6
3'UTR)
B-lymph (12)
Gamma-glutamyl carboxylase GGCX Blood Liver (23) rs699664 (exon 8) 40 2
coagulation
Cholesteryl ester transfer protein CETP HDL cholesterol ;o (5g) rs5884 (exon 14) 47 6
remodeling
Heme oxygenase 1 HMOX1 Heme Heart (5) rs11555832 (3UTR) 8 1
catabolism
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Drug metabolism candidate genes

) ) . rs1045642 (exon 26) 50 6
Multidrug resistance polypeplide  AgcB1  Drugtransporter  Liver (22) _rs1128503 (exon 12) 44 6
’ rs2032582 (exon 21) 47 6
rs1065852 (exon 1) 26 6
i 1058164 3 32 6
Cytochrome P450, subfamily 2D, ~ypopg  prug metabolism  Liver (26) s (exon 3)
polypeptide 6 rs16947 (exon 6) 37 6
rs1135840 (exon 9) 30 6
i 9332242 9 11 4
Cytochrome P450, subfamily 2C,  oypocg  prug metabolism  Liver (19) rs (exon 9)
polypeptide 9 rs1057911 (exon 9) 9 4
Human peptide transporter 1 SLC15A1 Transporter Sma(lé:a)owel rs1339067 (exon 17) 42 4
Human tide transporter 2 SLC15A2 Transporter Kidney (8) rs1143670 (exon 14) 45 4
u eptl r r [o] I
Pep P P y rs1143671 (exon 15) 45 4
CNS disorder candidate genes
Prefrontal rs6277 (exon 7) 44 6
Dopamine D2 receptor DRD2 CNS cortex, all rs6275 (exon 7) 33 4
lobes (30) rs6279 (3' UTR) 31 6
Acetylcholine nicotinic recepto rs1044393 (exon 5) 20 4
ety 'Su%u'nit ; 4' receptor CHRNA4 CNS Striatum (13) __ rs1044397 (exon 5) 40 4
rs2236196 (3' UTR) 44 4
. All lobes,
mu Opioid receptor OPRM1 CNS Pons (8) rs1799971 (exon 1) 8 6
Serotonin receptor 2A HTR2A CNS Prefrontal rs6313 (exon 1) 15 2
cortex (16)
Brain-derived neurotrophic factor BDNF CNS All lobes (9) rs6265 (exon 2) 35 4
Serotonin transporter SLC6A4 CNS Pons (29) rs1042173 (3'UTR) 60 3
7305115 7 38 4
Tryptophan hydroxylase 2 TPH2 CNS Pons (27) s (exon 7)
rs4290270 (exon 9) 46 2
Norepinephrine transporter SLC6A2 CNS Pons (18) rs5569 (exon 9) 38 2
Dysbindin 1 DTNBP1 CNS Pons (9) rs1047631(3'UTR) 15 2
Neuregulin 1 NRG1 CNS Pons (8) SNPB'\(‘;GO?SE”% 17 2
Serotonin receptor 1B HTR1B CNS Pons (16) rs6296 (exon 1) 33
. . Prefrontal rs1137070 (exon 14) 47 3
Monoamine oxidase A MAOA CNS cortex (19) rs6323 (exon 8) 50 3
. Prefrontal
Dopamine D3 receptor DRD3 CNS cortex (21) rs6280 (exon 2) 38
Prefrontal ,
Estrogen receptor ESR1 CNS cortex (46) rs3798577 (3’'UTR) 44
Dopamine transporter SLC6A3 CNS Striatum (21) rs6347 (exon 9) 54
Catechol-O-methyltransferase comT CNS Prefrontal rs4633 (exon 3) 65 1
cortex (10)
Diamine oxidase DAO CNS Prefrontal rs2070588 (5UTR) 37 3
cortex (21)
Glucocorticoid receptor NR3C1 CNS/stress Prefrontal rs6196 (exon 8) 19 3
hormonal cortex (20)
Nad(p)h:menadione
oxidoreductase 1, dioxin-inducible NQO2 CNS B-lymph (9) rs1143684 (exon 3) 30 1

2
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Supplemental Table 2. Oligonucleotide primers used for PCR amplification and SNaPshot
primer extension reactions. The reverse PCR primer also served for gene specific cDNA synthesis.

Symbol gﬂs;;k(z; Forward PCR primer Reverse PCR primer Extension primer
rs4309 5 TGAGATGGGCCATATACAGTACTACS' 5CCCGACGCAGGGAGACS' 5CTGCAGTACAAGGATCTGCCS'
ACE 5 CCCTTACAAGCAGAGGTGAGCTAA
rs4343 3'(DNA); ’ACCACCTACAGCGTGGCC3’ 5CATGCCCATAACAGGTCTTCATATTS 5GACGAATGTGATGGCCACS’
(cDNA)

MCP1 rs4586 5 ATGCAATCAATGCCCCAGTCS’ 5GCGAGCCTCTGCACTGAGATS' 5 AGATCTTCCTATTGGTGAAGTTATAS’

(CCL2) rs13900 5CAACCCAAGAATCTGCAGCTAAS 5GGCATAATGTTTCACATCAACAAACS’ 5TAGCTTTCCCCAGACACCS

Sonp rs4880 5GGTTGTTCACGTAGGCCGS 5CAGCAGGCAGCTGGCTS’ 5 GAGCCCAGATACCCCAAAS
rs5746092 | 5TTGCGGCGCAGCTGGS 5CTGAAGCCGCTGCCGAAS 5GGGCCTTAAGAAAGCGCS’

NNMT rs4646335 | 5GTCCTGTCTCTCTGAACTTTGGGS 5GAGCTGTATGCAATGCTTGCCS 5 ATTGTAGACCAGAGGGAGCACTS’

LPL rs1059611 | 5TAAAGCAGCACATAGCACTGGS’ 5 GCAGATAGCCACAATGACCTTS’ 5CCTTTCCAATATGTACAAGCTCCS’

HMGCR rs12916 5 GCAAATATAAGCTGGGAAAAAAGTTTS g:AATTAACTAC‘ MAATCAGGAGTTTCATCAG | 5 A AATCCATTTTCAACTGGCAGGS'

CSF1 rs333970 5TTCCTCTCAGCATCTTCTCCACS 5GGGCAGATGGATGGTCTGTCS' 5GCCGGCAGATGTAACTGGTACS'

PTGDS rs6926 5GGGCTGAAGCTGGGATCS 5CTGACTTGCTTCCGGAGTTTS 5CTCCCCGCCAAAGCAS

HIF1A rs2057482 | 5CATTCCTTTTTTTGGACACTGGTS 5CAAGTTTGTGCAGTATTGTAGCCAS' ggTr%,AGA‘ MATATAAATAGACTGCTTTA

NOS3 rs1799983 | 5GAAACGGTCGCTTCGACGTS 5GGCAGAAGGAAGAGTTCTGGGS' gé%ﬁ:‘}‘ggy GGAACCTTGGTGCAGGCC

FLT4 rs2296189 | 5AATACTCCGTAAGACCACACGTCS 5 ACTCGACTTCCTCTGAAATGGAS’ 5GCTGTAGATTTTGTCAAAGATAGATTCS’
CACNAIG |__1s1544514 | 5GAACGAGTGGAATATCTCTTTCTCATAAS | 5GCGGAGGTAGGCATTGGGS 5 CATAATTTTTACGGTGGAAGCS
rs216008 5'CCAGAGCTGCCTGTTCAAAATS' 5 ATGAGCTTCAGGATCATCTCCACS' 5TGCTCTTCACTGGCCTCTT3'

ADRB?2 rs1042719 | 5TTCCAGGAGCTTCTGTGCCTS' 5'GCCGTTGCTGGAGTAGCCS' 5TCTTCTTTGAAGGCCTATGGS'

KCNMB rs11739136 | 5CAGGAATCCAAGTGCCACCS' 5 CCACAGGCATGGTACTGGS 5'CCAACATCAGGGACCAGGAG3'
rs2656842 | 5AAGTAGAGCCATCCATCCATGCS' 5GATTGGACTGGAAGAGTGGGS 5CTGCTCCCCACTTGCAGS'
VKORC1 rs7294 5TTTTCCTAACTCGCCCGCTS' 5TGGGTGTAAAAAAGAGCGAGCS' 5'CCTCCTCCTGCCATACCCS'
GGCX rs699664 5'GAGTGGCCTCGGAAGCTG3S' 5'GGAAACACTGGGCTGAGGGS' 5'GGTGTCCTACTGCCCCCS!
CETP rs5884 5TCACCATGGGCATTTGATTS’ 5CCACAGCGGT GATCATTGACS’ 5TGAGAGCAGCTCCGAGTCCS

HMOX1 | Rs11555832 | 5GGAGGTTTGAGACAGCTGCCS' 5CTGCAGCAGAGCCTGGAAGS' 5CTGCAGCAGAGCCTGGAAGS'
rs1045642 | 5CCTATGGAGACAACAGCCGG3' 5GGCATGTATGTTGGCCTCCTS' 5CTCCTTTGCTGCCCTCACS'

ABCB1 rs1128503 | 5TTTCTCACTCGTCCTGGTAGATCTTS 5ACTGTTTCCAACCAGGGCCS 5 CTCTGCACCTTCAGGTTCAGS'
rs2032582 | 5 TTGTTGAAATGAAAATGTTGTCTGGS' 5 CAATCATATTTAGTTTGACTCACCTICC3' | 5TGAAAGATAAGAAAGAACTAGAAGGTS'
rs2656841 | 5AAGTAGAGCCATCCATCCATGCS' 5GATTGGACTGGAAGAGTGGG3S' 5GCAGGTGGAGAAGGCATTGS'
rs769258 5TGTGTCCAGAGGAGCCCAT3' 5 GGCTCACCAGGAAAGCAAAS 5ACCGCCCGCCTGTGCCCATCAS'

CYP2D6 rs1058164 | 5TGTGTCCAGAGGAGCCCATS' 5GGCTCACCAGGAAAGCAAAS 5CGAGCAGAGGCGCTTCTCCGTS

rs16947 5TGTGTCCAGAGGAGCCCAT3' 5 GGCTCACCAGGAAAGCAAAS 5AGCTTCAATGATGAGAACCTG3'
rs1135840 | 5GGCCCAGCCACCATG3' 5 GCACAGCACAAAGCTCATAGGGS' 5GTGTCTTTGCTTTCCTGGTGAS'

CYP2C9 rs9332242 | 5GGATTTGTGTGGGAGAAGCCS' 5TGAAACATAGGAAACTCTCCS' 5AATGCCTTTTCTCACCS'

CYP2C9 rs2017319 | 5GGATTTGTGTGGGAGAAGCCS' 5TGAAACATAGGAAACTCTCCS' 5 GGCGGCACAGAGGCAAAS'

SLC15A1 rs1339067 | 5ACATTTCTTCTCCTGGATCACCAS' 5 ACACTAGAAGCGTGTGGCGTTS F: 5CTGGATCACCAGTCACTGCS'
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R: 5CTGCTTGAAGTCGTCAGTTACS
rs1143670 | 5’AGGAAAATGGCTGTTGGTATGATCS 5CGCAACTGCAAATGCCAG? 5GCTGTTGGTATGATCCTAGCS
L O T 143671 | 5 GARATGGCCCCAGCCCS 5CATCTGCCAGATTCAAGACTTGTAG? 5AACCTCCTGGGGACCTG?
16277 5CCAGCTGACTCTCCCCGACS’ 5GCATGCCCATTCTTCTCTGGS’ asaasiiIliceacticadis
DRD2 16275 5CCAGCTGACTCTCCCCGACS’ 5GCATGCCCATTCTTCTCTGGS’ 5GGAGTGCTGTGGAGACCS
16279 5AGCCTGAGTCAGGGCCCS 5ACCGCCTGCTCCACGS’ 5CCCAGAGGCTGAGTTTTCT’
rs1044393 | 5 TGAACATGCACAGCCGC3’ 5 CGAAGGCATAGGTGATGTCCS’ 5TTGTAGGTGCCCACGGCS'
CHRNA4 | 151044397 | 5CACATGCAAGAAGGAGCCCTS 5 GGTGGTCTGCAATGTACTGGAS' 5CCGCAGCACCAAAGCS
r$2236196 | 5 CCCTCTCCTAGCGAAGCAGATS’ 5 GGTCCTTGAGCCTCTCGGGS’ 5CTAGCGAAGCAGATTGGAGCS
F-5ACTGATCGACTTGTCCCACTTA
OPRM1 rs1799971 | 5'CCGTCAGTACCATGGACAGCS 5GAGTACGCCAAGGCATCAGTS’ - 5'%12?8? V.
GGACAGGT?'
HTR2A rs6313 5GACACCAGGCTCTACAGTAATGACTTT3 | 5TGTCCAGTTAAATGCATCAGAAGTGS’ gﬁ?gféﬂgﬁg?fggffg;g&CT
BDNF rs6265 5GCTTGACATCATTGGCTGACA3' 5CTGGTCCTCATCCAACAGCTCS’ 5AACCTTGGAACCTTGGGGCTGACACTS’
SLC6A4 | rs1042173 | STATCTGTTTGCTTCTAAAGGTTTCS’ 5TGGACACACTATTTTTCATTTTAG S COTTCTAGTAGATTCCAGCARTAAATT
rs7305115 | SACGAGACTTTCTGGCAGGACTG? 5 TTAATTCTCCAATGGAGGAAAGGAS’ 5GATCCCCTCTACACCCC3'
TPz rs4290270 | 5’ACGAGACTTTCTGGCAGGACTG? 5 TTAATTCTCCAATGGAGGAAAGGAS’ 5AAAGGAGTCCTGCTCCATAZ’
SLC6A2 rs5569 5ATGGGAGGCATGGAGGCTGTCS 5CGAGAAGGAAAGTGCTGAAGGTGACS 5GGCATGGAGGCTGTCATCACS
DTNBP1 | rs1047631 | 5ATCCAGTTTTGGCTGTATGCS’ 5CTGTTCTTTAAGTTTCTCACACATTS 5TGTTTTATAGAGGTTCTTGATTTTTACS’
NRG1 SNPS{“OEg‘m 5CTGCTGCCACTACTGCTGCTGCTS' 5CACCTTTCCCTCGATCACCAS' 5TAGCACACCGAGGCCC3'
HTR1B rs6296 5CCACGTCCTCGGTCACCTCTATTAACS 5 CACAATAAAGGCTCCCAAAATGATCCS’ 5TCGAAATCCGGATCTCCTGTGTATGT’
rs1137070 | SAAATGGTCTCGGGAAGGTGAZ 5TTTGATTCAGGTTCTTGTACCCAG? 5GGAAGGTGACCGAGAAAGA3'
MAOA rs6323 5ACTTCAGACCAGAGCTTCCAGCS’ 5ATGCACTTAATGACAGCTCCCA3' 5 GAGAAACCAGTTAATTCAGCG3’
DRD3 6280 5TCTGCCCCACAGGTGTAGTTCS 5GGCATCTCTGAGCCAGCTG3' 5ATCTCTGAGCCAGCTGAGTZ
ESRA rs3798577 | 5TGGTGTTGCATTTAGCCCTGG? 5AGCCACAACAATCCTGCACAZ 5GGCATGGAGCTGAACAGTACS
SLC6A3 rs6347 5 TTCATCATCTACCCGGAAGCCS 5 GAAGAAGACCACGGCCCAGS’ 5ACGCTCCCTCTGTCCTCS
CoMT rs4633 5GTGACACCAAGGAGCAGCG3’ 5 TGTCAATGGCCTCCAGCACS 5AGCGCATCCTGAACCA3'
DAO rs2070588 | 5'GACGGGACTGATAACAGCAGCS’ 5 CACAAGCATCCATTCATCCAAZ 5CATCCAAGTCTCCCAACACTZ
NR3C1 rs6196 5GGCAGTCACTTTTGATGAAACAGAZ 5GAGTATTGAATTCCCCGAGATGTTAG? 5 CAATCAGATACCAAAATATTCAAAZ
NQO2 rs1143684 | 5GCTGCACCGTCACAGTGTCT3 5TGATATCTTTGTCTGTGGCCCTCS 5GTCTGATTTGTATGCCATGAACS’




