
Supplemental table 1. Sequences of PCR primers used for generation of mutated 
mMbSerRS genes. Changes introduced with primers are shown in bold. 

 

Mutant Location in N-terminal 

domain of mMbSerRS 

Primer sequence 

R38A between helix H1 and β-

sheet A2 

5’-GCCCTTCAGGCGCCCCTGCGGTGAGAAGGGTACTGTTTGC 

5’-GCAAACAGTACCCTTCTCACCGCAGGGGCGCCTGAAGGGC 

R76A helix H2 5’-GCCGAGTGCCTCAGCAAGCTGTTTTCTAAGCGCGAAAATTGC 

5’-GCAATTTTCGCGCTTAGAAAACAGCTTGCTGAGGCACTCGGC 

R78A helix H2 5’-GCCTCAGCAAGCTGTTTTGCAAGCCGGAAAATTGCATCGTGC 

5’-GCACGATGCAATTTTCCGGCTTGCAAAACAGCTTGCTGAGGC 

K79A helix H2 5’-GCCGAGTGCCTCAGCAAGCTGTGCTCTAAGCCGGAAAATTGC 

5’-GCAATTTTCCGGCTTAGAGCACAGCTTGCTGAGGCACTCGGC 

K87A between helix H2 and β-

sheet A4 

5’-CCGATCTTGTATTTCGCGCCGAGTGCCTCAGCAAGCTG 

5-CAGCTTGCTGAGGCACTCGGCGCGAAATACAAGATCGG 

K88A between helix H2 and β-

sheet A4 

5’-GAATACCGATCTTGTATGCCTTGCCGAGTGCCTCAG 

5’-CTGAGGCACTCGGCAAGGCATACAAGATCGGTATTC 

Y89A between helix H2 and β-

sheet A4 

5’-CCGCGAATACCGATCTTGGCTTTCTTGCCGAGTGCCTCAGC 

5’-GCTGAGGCACTCGGCAAGAAAGCCAAGATCGGTATTCGCGG 

K90A between helix H2 and β-

sheet A4 

5’-CCGCGAATACCGATCGCGTATTTCTTGCCGAGTGCCTCAGC 

5’-GCTGAGGCACTCGGCAAGAAATACGCGATCGGTATTCGCGG 

R94A between helix H2 and β-

sheet A4 

5’-GAAATACAAGATCGGTATTGCCGGAATCGAGGTTGAGTC 

5’-GACTCAACCTCGATTCCGGCAATACCGATCTTGTATTTC 

K141A helix H3 5’-CCTGTCCGGAACCCGGTTCGCCATCTCAGCTTCTCCGACC 

5’-GGTCGGAGAAGCTGAGATGGCGAACCGGGTTCCGGACAGG 

N142A helix H3  5’-CCTGTCCGGAACCCGGGCCTTCATCTCAGCTTCTCCGACC 

5’-GGTCGGAGAAGCTGAGATGAAGGCCCGGGTTCCGGACAGG 

R143A between helices H3 and 

H4  

5’-GAGAATCCTGTCCGGAACCGCGTTCTTCATCTCAGCTTC 

5’-GAAGCTGAGATGAAGAACGCGGTTCCGGACAGGATTCTC 

 

 


