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SUPPLEMENTAL MATERIAL 1 

Supplemental Table S1.  Allele frequencies for 11 CYP2E1 polymorphisms in 50 populations.  2 

Frequencies are given for the ancestral allele for the SNPs.  The most common allele is shown 3 

for the VNTR since the ancestral allele cannot be determined. 4 

 5 

Supplemental Table S2. Pairwise LD values measured as r2 averaged across the 50 populations 6 

studied. 7 

 8 

Supplemental Table S3. The 16 commonly occurring haplotypes explained as combinations of 9 

haplotypes at three core regions defined by markers 1-5, markers 6-9, and markers 10-11.  The 10 

numbers refer to the haplotypes in Figure 3 for each of the cores.  Each of these core haplotypes 11 

in Figure 3 can be explained as simple accumulation of mutations with no internal recombination. 12 

 13 

Supplemental Figure S1. The Fst values and average heterozygosities plotted by physical position 14 

along the chromosome for each of the 11 markers in CYP2E1 region based on the 50 population 15 

samples.  16 

 17 

Supplemental Figure S2a. HAPLOT diagram showing regions of high LD across 11 markers at 18 

CYP2E1, based on r2 values. The default parameter values in HAPLOT were used.  19 

 20 

Supplemental Figure S2b. HAPLOT diagram showing regions of high LD across 11 markers at 21 

CYP2E1, based on D′ values. The default parameter values in HAPLOT were used. 22 

 23 

Supplemental Figure S3. Haplotype frequencies for core A (5 upstream markers studied: 1-5 in 24 
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Table 1) in the 50 population samples studied. The 5 common haplotypes with frequencies of 5% 1 

or more are shown. Rare haplotypes are combined in the residual class. 2 

 3 

Supplemental Figure S4. Haplotype frequencies for core B (markers 6-9 in Table 1) in the 50 4 

population samples studied. The 4 common hapltoypes with frequencies of 5% or more are 5 

shown. Rare haplotypes are combined in the residual class. 6 

 7 

Supplemental Figure S5. Haplotype frequencies for core C (markers 10-11 in Table 1) in 50 8 

population samples. Three of 4 haplotypes occur at common frequencies of 5% or more. 9 






















