Figure S4: ES cells after 4 days of Smarcadl knockdown. Three shRNA constructs are
used to target different regions of respective transcripts. (A) Four days after pruomycin
selection, Smarcadl knockdown cells became more flattened and fibroblast-like, and
completely lost the AP positive colony compared with the cells after two days of RNA
knockdown (Figure 2). (B) Quantitative real-time PCR analysis of gene expression in
four-day knockdown ES cells. The levels of the transcripts were normalized against
control empty vector transfection. Data are presented as the mean = SEM and derived
from independent experiments.
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