SUPPLEMENTAL TABLE 1
Oligonucleotides used for site directed mutagenesis

Mutation Primer name Sequence
F104A 16B1bracMutf12  5’-ggttgcaggtgcttcagttgatgctg-3’
16B1bracMutr12 5’-cagcatcaactgaagcacctgcaacc-3’
VI06A 16B1bracMutf2  5’-ggggttgcaggtkyttcaghtgatgctgatcg -3’
16B1bracMutr2  5’-cgatcagcatcadctgaarmacctgcaacccc-3’
DI107A 16B1bracMutf22  5’-ggtttttcagttgctgctgatcgttttaag-3’
16B1bracMutr22 5’-cttaaaacgatcagcagcaactgaaaaacc-3’
SISIA 16B1bracMutf8  5’-gttaatgtttcatcagccactggaagcctc-3’
16B1bracMutr8  5’-gaggcttccagtggctgatgaaacattaac-3’
T182A 16B1bracMutf7  5’-gttaatgtticatcatccgctggaagcctc-3’
16B1bracMutr7  5’-gaggcttccagcggatgatgaaacattaac-3’
L185A 16B1bracMutf9  5’-tcatcatccactggaagckccaagtatgta-3’
16B1bracMutr9  5’-tacatacttggmgcttccagtggatgatga-3’
S 16B1bracMutf18 5’-tcatcatccactggaagctccaagtatgta-3’
16B1bracMutr18 5’-tacatacttggagcttccagtggatgatga-3’
v 16B1bracMutf17 5’-tcatcatccactggaagcgtcaagtatgta-3’
16B1bracMutr17 5’-tacatacttgacgcttccagtggatgatga-3’
K186V 16B1bracMutf10 5’-tccactggaagcctcgygtatgtatce-3’
16B1bracMutr10 5’-ggatacatacrcgaggcttccagtgga-3’
L266A 16B1bracMutf5  5’-gtgaattgtgtttrtcctgbtkyggttaaaacag-3’
16B1bracMutr5  5’-ctgttttaaccrmavcaggayaaacacaattcac-3’
M271A 16B1bracMutf13 5’-gttaaaacagaagcgaactacggcattgg-3’
16B1bracMutr13 5’-ccaatgccgtagttcgcttctgtittaac-3’
N272A 16B1bracMutf14 5’-gttaaaacagaaatggcctacggcattgg-3’
16B1bracMutr14 5’-ccaatgccgtaggccatttctgttttaac-3’
275A 16B1bracMutf15 5’-atgaactacggcgctggaaattatactgcc-3’
16B1bracMutr15 5’-ggcagtataatttccagcgccgtagttcat-3’
v 16B1bracMutf16 5’-atgaactacggcgttggaaattatactgcc-3’
16B1bracMutr16 5’-ggcagtataatttccaacgccgtagttcat-3’




SUPPLEMENTAL TABLE 2
Amount of protein present in enzyme assays and incubation times

Version Protein Time
ug min

SalR-WT 0.5 0.5
F104A 0.6 0.5
V106A 0.6 0.5
D107A 0.6 2.0
SI81A 0.6 0.5
T182A 1.5 0.75
L185A 2.2 6.0
S 0.8 1.0

A% 1.0 0.5
K186V 1.0 0.5
L266A 1.0 1.5
M271A 3.8 10
N272A 3.2 10
1275A 0.6 0.5
A% 0.7 0.5

F104A/1275A 2.4 1.0












