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Idt et al.

AM17 proximal promoter; 2752bp upstream of the start codon

TTGACAATCGGT AACAAAGT CAAT GGGAAGCAGAAGCCACCACAGGCCCT CTCGGGGACT TTCCCATTTATACCT CAGT CCCCAGAATTAAAT TAT CTGCAGGT GGCAAAGAT CACACCCCTGCTAGT GCCTGAGGCAAATCCTAATCAC
TTGACAATCGGT AACAAAGT CAAT GGGAAGCAGAAGCCACCACAGGCCCT CTCGGGGACT TTCCCATTTATACCT CAGT CCCCAGAATTAAAT TAT CTGCAGGT GGCAAAGAT CACACCCCTGCTAGT GCATGAGGCAAATCCTAATCAC

CTGCTGTGAAGCAGCCTCTTATCTCACACCT GGGAT TAAAACAAAACAT TCTCCTAACTGGT TTTTTAAAGAAACT AAAATTCTCACCACAAAGCTGCATTTTTTTTTTTGAGACT TGAGAAT TCATATTTCTTGAAGGGCTAGCTTTAT
CTGCTGTGAAGCAGCCTCTTATCTCACACCT GGGAT TAAAACAAAACAT TCTCCTAACTGGT TTTTTAAAGAAACT AAAATTCTCACCACAAAGCTGCATTTTTTTTTTTGAGACT TGAGAAT TCATATTTCTTGAAGGGCTAGCTTTAT

CAACTTTATTCAGCAGCAGAAAAAAGCATCCAAATTAAGGT TTTATGACAGATAGGGT GAGACAGT TAGGGCT TCAAGGT GGCTCAGT GAGT GGGTAGATAT TATGGGGGT GATTTTTTTCTCTTAAAAAAACAAAAACAAAAGACTAAG
CAACTTTATTCAGCAGCAGAAAAAAGCATCCAAATTAAGGT TTTATGACAGATAGGGT AAGACAGT TAGGGCT TCAAGGT GGCTCAGT GAGT GGGTAGATAT TATGGGGGT GATTTTTTTCTCTTAAAAAAACAAAAACAAAAGACTAAG

ATAAAGGCT TGTAGCCAAGT GT GAT GGCCCAT GCCAT CAT CCTAGCGACAGGGAGGCT GAAGCT GGAAGGCCT GGGCAGGGT TACAAAAT GAGCCT AGCT CATAAAGCCCAT CACACT TTTCCCCCT GCTAGGACAAAT CCCCCAAAAAT
ATAAAGGCT TGTAGCCAAGT GT GAT GGCCCAT GCCAT CAT CCTAGCGACAGGGAGGCT GAAGCT GGAAGGCCT GGGCAGGGT TACAAAAT GAGCCT AGCT CATAAAGCCCAT CACACT TTTCCCCCT GCTAGGACAAAT CCCCCAAAAAT

AAACCCT TGAGGGT CAGCCT TCGACTGTCAGT TTTGGGACTCTTGATTTAACATAGCCCTGGCTGT TGT TCTGT GTCAGCCT CCTAGT GCT GGGAT GGCAGGCAT GGGT CACCACCAAGCT GTAGGT GCCAGT TCTGCCCTGCAGECTTT
AAACCCT TGAGGGT CAGGCT TCGACT GTCAGT TTTGGGACT CTTGATTCAACATAGCCCT GGCTGT TGT TCT GT GTCAGCCT CCTAGT GCT GGGAT GGCAGGCAT GGGT CACCACCAAGCT GTAGGT GCCAGT TCTGCCCTGTGGGECTTT

TATCCAGCATGGCCCTCTGAGATGT TCCTCTGGCTCTTCATCT CCCCCAGGT GGAGT TATTTTATCCTAAAGATAT GGACTAT TGT CAAAT CAAAGAT GAATTTCAAAT TGGAATCTTAATTTGAATACT GACT TGTGAATGT TGAAGAC
TATCCAGCATGGCCCTCTGAGATGT TCCTCTGGCTCTTCATCTAACCCAGGT GGAGT TATTTTATCCTAAAGATAT GGACTAT TGT CAAAT CAAAGAT GAATTTCAAAT TGGAATCTTAATTTGAATACT GACTTGTGAATGT TGAAGAC

TACTTAAAATTGGGACT TATCCTGAAAACT TGT TATGATAAAGT GGATCAGGAGT TTTTTAAAAAT TAGCACAGT GAAGCCAGCCT GGT CTACAGAGT GAGT TCCAGGACAGCCAGGACCACACACAGAAAT CCTGT CTCGAAAAACAAC
TACTTAAAATTGGGACT TATCCTGAAAACT TGT TATGATAAAGT GGATCAGGAGT TTTTTAAAAAT TAGCACAGT GAAGCCAGCCT GGT CTACAGAGT GAGT TCCAGGACAGCCAGGACCACACACAGAAAT CCTGT CTCGAAAAAGAAC

AACAAAAAACCCAACAAAAACAGACACCCCT CCCCCCCCCCAAAAAAAACCCAACAAACCAAAAACCT AGCACAGT GGTACT CAACCCCT TGGGT CAGTATCCCT TTGGEGEGT GCAGGGT CCCATTATCAGGTACCCTGCAGI TATTTA
AACAAAAAACCCAACAAAAACAGACACCCC- CCCCCCCCCAAAAAAAAACCCAACAAACCAAAAACCT AGCACAGT GGTACT CAACCCCT TGGGT CAGTATCCCT TTGGEGEGECGCAGGET CCCATTATCAGGTACCCTGCAGI TATTTA

CATTACCGTTTATAGCCGTAGCAAAATTATAGT CATGAAGCT GCAAT TAAACAATTAT GGT TCAGGGT CTCCACACAT GAGGAACT GT AGT AGAGGGT CCAAAGCAT TAGGAAGGCT GAGT GCCACTGAAATAGCATTTACTAAACATAG
CATTACCGT TTATAGCCGTAGCAAAAT TATAGT CATGAAGCT GCAAT TAAACAAT TAT GGT TCAGGGT CTCCACACAT GAGGAACT GT AGT AGAGGGT CCAAAGCAT TAGGAAGGCT GAGT GCCACTGAAATAGCATTTACTAAACATAG

CTCAGCTGCACAAAAGCT AGGCGACACAAACAATAT AAT CTGCAGT CAACTAAAGT TACAAACCT GGGGACAT GGAGCCT GGACACT CAAGAGAAATATCATAGCAT TTCTAT TAT TAAAAAGGT GGCATCTACCGGGCGGT GGTGGCGC
CTCAGCTGCACAAAAGCT AGGCGACACAAACAATAT AAT CTGCAGT CAACTAAAGT TACAAACCT GGGGACAT GGAGCCT GGACACT CAAGAGAAATATCATAACAT TTCTAT TAT TAAAAAGGT GGCATCTACCGGECGGT GGTGGCGC

ACGCCTTTAATCCCAGCACT CGGGAGGCAGAGGCAGGCGGAT T TCTGAGT TCAAGGCCAGCCT GGCCTACAGAGT GAGT TCCAAGACAGCCAGGGT TATACAGAGAAACCCT GT CTCGAAAAAAACAAAACAAAACAAAACAAAACAAAA
ACGCCT TTAATCCCAGCACT CGGGAGGCAGAGGCAGGCGGAT T TCTGAGT TCAAGGCCAGCCT GGCCTACAGAGT GAGT TCCAAGACAGCCAGGGT TATACAGAGAAACCCT GT CTCGAAAAAAACAAAACAAAACAAAACAAAACAAAA

CAAAACAAAAAAAAGCT GGCATCTAAT TTGTGGGGGTGACTTTCTTTTTTGGT TAGGTATTCCT TGAATGT GTACCTAGT GAAAGT GT TTATACCTCGGT TGTACAGACTAGT TTAGCTAACATGCCCCCCAAAAAAAT GT GCAAAGT CA
CAAAACAAAAAAAAGCT GGCATCTAAT TTGTGGGGGTGACTTTCTTTTTTGGT TAGGTATTCCT TGAATGT GTATCTAGT GAAAGT GT TTATACCTCGGT TGTACAGACTAGT TTAGCTAACATGCCCAAAAAAAAAAT GT GCAAAGT CA

GTAACTGTTGAAAAT GT TGCAAGACAT TCCACAACGAACAAATTTAAATCAGT TTATCT TTTTCT GGAAGACGACT TGAAAT CTGACCAGGGCTATTAATGT TCAGT ACCACAAACAATAACACAGGG: - - AAAAAAAAAAAAAAGACCG
GTAACTGI TGAAAATGT TGCAAGACAT TCCACAACGAACAAATTTAAATCAGT TTATCTTTTTCTGGAAGACGACT TGAAAT CTGACCAGGGCTATTAAT GT TCAGT ACCACAAACAAT AACACAGGGGAAAAAAAAAAAAAAAAGACCG

CAAAACCACAAGGGGT CGAGT AGGGAAACCAACTACAAGAGT TAGGGGEGTAGATGGT CGCTCCTGT TCACTAGGAGACT GCCTAGAGT AAGGAACCAAGGAGCAAATAAATGT CTTTGCATAAGT CTATGTACAGT CCCCTGAGCATTTT
CAAAACCACAAGGGGT CGAGT AGGGAAACCAACTACAAGAGT TAGGGGEGTAGATGGT CGCTCCTGT TCACTAGGAGACT GCCTAGAGT AAGGAACCAAGGAGCAAATAAATGT CTTTGCATAAGT CTATGTACAGT CCCCTGAGCATTTT

CAGTGACAA— GAGACCTAGT CTCCCGCAGCAAGT CGCCGAACAGCACACCCGAT CCGCGT GEEGECGGAT CTCCAGGGECACT GT GGCCGACT TCACGCCCCCAT CCCATAGGCAGGTAGT TGACCCCACGCCAGACTTCACAGACCCTTC
CAGTGACAACAGAGACCTAGT CTCCCGCAGCAAGT CGCCGAACAGCACACCCGAT CCGCGT GEEGECGGAT CTCCAGGGCACT GT GGCCGACT TCACGCCCCCAT CCCATAGGCAGGTAGT TGACCCCACGCCAGACTTCACAGACCCTTC

AATAAAGACGCT GAAGGGGACT TTAAT CACGAAGAAGGT CGCACCT GT CTAAGGACCT GCCCATCCTCTCCCACCT TCGT TCCCCGCGGT CACCCCGEGACAGAGECGAGAGAGAGAGGGT CGAGT CAGGACGCCGCCAGCT GAAGGCCA
AATAAAGACGCT GAAGGGGACT TTAAT CACGAAGAAGGT CGCACCGGT CTAAGGACCT GCCCATCCTCTCCCACCT TCGT TCCCCGCGGT CACCCCGEGACAGAGECGAGAGAGAGAGGGT CGAGT CAGGACGCCGCCAGCT GAAGGCCA

GGAAGGCGCCAAGCAGGCCCCAGAGGEGACCAGGAAGGAACAGAGCCCAGAAGAT GECGT TCT GCCGECGCCECECCEEEECEEEECGAGCCACGCCT CCCACAAT GCT CTACGGECACCCT TCT TCCGGCT GT GGGCCGCGEGEGT GGTCTC
GGAAGGCGCCAAGCAGGCCCCAGAGGEGACCAGGAAGGAACAGAGCCCAGAAGAT GECGT TCT GCCEECGCCECECCEEEECEEEECGAGCCACGCCT CCCACAAT GCTCTACGGECACCCT TCT TCCGGCT GT GGGCAGCGGEGEGT GGTCTC

CGGCTGCCECCEGAAACGAGT TAAGCCGCT CTCAGCGAGCGCCGCCTGCACT TCCGGEGGACGT GAGCCTAGCT TCCCT GTAGGCGECGCGEGAGGGAGAAGT TTGCAGGGECCGT GCT GGGAAGAT CACCT CCGCT CCCCAT GGGAGCAGT
CGGCTGCCECCEGAAACGAGT TAAGCCGCT CTCAGCGAGCGCCGCCTGCACT TCCGGGGACGT GAGCCTAGCT TCCCT GT AGGCGECGCGEGAGGGAGAAGT TTGCAGGGECCGT GCT GGGAAGAT CACCT CCGCT CCCCAT GGGAGCAGT

TTCCCGAACGCTCTTTCGGAGAAGGT TTCCCAGAGAGGT GGT GGACGGGA 2755
TTCCCGAACGCTCTTTCGGAGAAGGT TGCCCAGAGAGGT GGT GGACGGGA 2755

pronoter region
start codon
exon 1

150
150

300
300

450
450

600
600

750
750

900
900

1050
1050

1200
1200

1350
1350

1500
1500

1650
1650

1800
1800

1950
1950

2100
2100

2250
2250

2400
2400

2550
2550

2700
2700



Holdt et al.

ADAM17 cDNA (2484bp)

C57 GGCGGCGT CTCCTCATCCTGACCACT TTGGT GCCTTTCGT CCTGGCACCCCGACCT CCGGAGGAAGCAGGCT CTGGCT CCCAT CCGCGACT TGAGAAGCT TGATTCTTTGCT CTCAGACTACGACATCCTCTCCTTAGCTAATATT 150
FvB GGCGGCGT CTCCTCATCCTGACCACT TTGGT GCCTTTCGT CCT GGCACCCCGACCT CCGGAGGAAGCAGGCT CTGGCT CCCAT CCGCGACT TGAGAAGCT TGATTCTTTGCT CTCAGACTACGACATCCTCTCCTTAGCTAATATT 150

C57 CAGCAGCACTCCATAAGGAAAAGGGATCTACAGT CTGCGACACACTTAGAAACATTACTAACTTTTTCAGCT TTGAAAAC-BOATTTTAAATTATACT TGACATCAAGTACCGAACGCTTTTCACAAAACT TGAGAGT CGTGGTGGTGGAC 300
FVB CAGCAGCACTCCATAAGGAAAAGGGATCTACAGT CTGCGACACACTTAGAAACATTACTAACTTTTTCAGCT TTGAAAAC-@C‘ATTTTAAATTATACT TGACATCAAGTACCGAACGCTTTTCACAAAACT TGAGAGT CGTGGTGGTGGAC 300

C57 GGGAAAGAAGAAAGCGAGTACAGCGT GAAGT! GBCAGEACT TCTTCAGTGGTCACGT GGT TGGT GAGCCT GACT CTAGGGT TCTAGCCCACATAGGAGAT GATGAT GT TACAGT GAGAAT CAACACAGAT GGGGCAGAATATAACGTAGAG 450
FVB  GGGAAAGAAGAAAGCGAGTACAGCGTGAAGT! GBCAquCT TCTTCAGTGGTCACGT GGT TGGT GAGCCTGACT CTAGGGT TCTAGCCCACATAGGAGAT GAT GAT GT TACAGT GAGAAT CAACACAGAT GGGGCAGAATATAACGTAGAG 450

C57 CCACTTTGGAGGTTTGTCAATGATACTAAAGATAAACGAATGCTGGT GTATAAGT CTGAAGATATCAAGGATTTTTCACGT TTGCAGT CTCCAAAAGTATGT GGT TATTTAAAT GCAGATAGT GAAGAGCT GCTTCCAAAAGGGCTCATA 600
FVB CCACTTTGGAGGTTTGTCAATGATACTAAAGATAAACGAATGCTGGT GTATAAGT CTGAAGATATCAAGGATTTTTCACGT TTGCAGT CTCCAAAAGTATGT GGT TATTTAAATGCAGATAGT GAAGAGCTGCTTCCAAAAGGGCTCATA 600

C57 GACAGAGAGCCATCTGAAGAGTI TTGITCGT CGAGT GAAGAGACGAGCT GAACCTAACCCCT TGAAGAATACT TGTAAAT TACT GGT GGTAGCAGAT CATCGATTTTATAAATACAT GGGCCGT GGAGAAGAGAGCACCACTACAAATTAC 750
FVB GACAGAGAGCCATCTGAAGAGT TTGT TCGT CGAGT GAAGAGACGAGCTGAACCTAACCCCT TGAAGAATACT TGTAAAT TACT GGT GGTAGCAGATCATCGATTTTATAAATACAT GGGCCGT GGAGAAGAGAGCACCACTACAAATTAC 750

C57 TTAATAGAGCTAATTGACCGAGTI TGATGACATATACCGGAACACGT CGT GGGATAAT GCAGGGT TTAAAGGGT AT GGAGT GCAGATAGAGCAGAT TCGAAT TCTCAAGT CTCCACAAGAGGT AAAACCT GGTGAAAGACACT TCAATATG 900
FVB TTAATAGAGCTAATTGACCGAGT TGATGACATATACCGGAACACGT CGT GGGATAAT GCAGGGT TTAAAGGGT AT GGAGT GCAGATAGAGCAGAT TCGAAT TCTCAAGT CTCCACAAGAGGTAAAACCT GGTGAAAGACACTTCAATATG 900

C57  GCAAAAAGTTTCCCAAACGAAGAGAAGGAT GCT TGGGATGTGAAGATGCTATTAGAGCAAT TTAGCT TTGATATAGCT GAAGAAGCATATJAAAGT CTGCCTGGCT CATCT TTTCACGTACCAGGAT TTTGATATGGGAACTCTTGGATTA 1050
FVB  GCAAAAAGT TTCCCAAACGAAGAGAAGGAT GCT TGGGATGTGAAGATGCTAT TAGAGCAAT TTAGCT TTGATATAGCT! GAAGAAGCAquAAAGT CTGCCTGGCTCATCTTTTCACGTACCAGGATTTTGATATGGGAACTCTTGGATTA 1050

C57 GCTTACGITGGT TCTCCCAGAGCAAACAGT CATGGAGGGGT TTGT CCBAAAG:T TATTACAACCCAACT GTGAAGAAAAACATCTAT T TAAATAGT GGTCTGACTAGTACTAAAAATTATGGCAAAACTAT TCTCACAAAGGAAGCTGAC 1200
FVB  GCTTACGTTGGT TCTCCCAGAGCAAACAGT CAT GGAGGGGT TTGTCAGAAAGCT TATTACAACCCAACT GTGAAGAAAAACATCTAT TTAAATAGT GGTCTGACTAGTACTAAAAAT TAT GGCAAAACT AT TCTCACAAAGGAAGCTGAC 1200

C57 CTGGITACAACTCATGAATTGGGACATAATTTTGGAGCAGAACAT GACCCT GATGGGCTAGCAGAAT GT GCCCCAAAT GAGGACCAAGGAGGAAAGTATGT CATGT AT CCCATAGCT GT GAGCGGT GACCACGAGAATAATAAGATGITT 1350
FVB CTGGTTACAACTCATGAATTGGGACATAATTTTGGAGCAGAACAT GACCCT GATGGGCTAGCAGAAT GT GCCCCAAAT GAGGACCAAGGAGGAAAGTATGT CATGTATCCCATAGCT GT GAGCGGT GACCACGAGAATAATAAGATGITT 1350

C57 TCAAACTGCAGTAAACAGT CCATCTACAAGACCATAGAAAGT AAGGCT CAAGAGT GCTTCCAGGAGCGCAGCAACAAGGT GTGT GGCAACT CCAGGGT GGAT GAAGGAGAGGAGT GT GACCCGGGTATTATGTACCTGAACAACGACACC 1500
FVB  TCAAACTGCAGTAAACAGTCCATCTACAAGACCATAGAAAGT AAGGCT CAAGAGT GCT TCCAGGAGCGCAGCAACAAGGT GT GTGGCAACT CCAGGGT GGAT GAAGGAGAGGAGT GT GACCCGGGT AT TATGTACCTGAACAACGACACC 1500

C57 TGCTGCAATAGT GACT GCACACT GAAGCCGGGT GT GCAGT GCAGT GATAGGAACAGT CCTTGCTGTAAAAACT GT CAGT TTGAGAqQG:GZAGAAGAAGI' GCCAGGAGGCTATTAATGCTACAT GCAAAGGAGT GTCTTACTGCACAGSG 1650
FVB  TGCTGCAATAGT GACTGCACACT GAAGCCGGGT GT GCAGT GCAGT GATAGGAACAGT CCTTGCTGTAAAAACT GTCAGT TTGAGACEG:GDAGAAGAAGI’ GCCAGGAGGCTATTAATGCTACATGCAAAGGAGT GTCTTACTGCACAGSG 1650

C57 AATAGCAGT GAGT GCCCCCCACCCGGAGATGCTGAAGATGACACT GT GT GCTTGGACCT TGGCAAGT GCAAGGCT GGGAAAT GCATCCCT T TCT GCAAGAGGGAGCAGGAGCT GGAGT CCTH GCXBCAT(I@TTGACACT GACAACTCGTGC 1800
FVB  AATAGCAGT GAGT GCCCCCCACCCGGAGAT GCTGAAGAT GACACT GT GT GCT TGGACCT TGGCAAGT GCAAGGCT GGGAAAT GCATCCCT TTCTGCAAGAGGGAGCAGGAGCTGGAGT CCT GCXBCAT(XETTGACACT GACAACTCGTGC 1800

C57  AAGGTGTGCTGCAGGAACCTTTCTGGECCCGT GTGT GCCGTACGT CGATGCAGAGCAAAAGAACT TGT TTTTGAGGAAAGGGAAGCCATGT ACAGTAGGGT TTTGCGACAT GAAT GGCAAAT GT GAGAAACGAGTACAGGACGTAATTGAG 1950
FVB  AAGGTGI'GCTGCAGGAACCT TTCTGGCCCGT GT GTGCCGTACGT CGAT GCAGAGCAAAAGAACT TGT TTT TGAGGAAAGGGAAGCCAT GTACAGT AGGGT TTTGCGACAT GAAT GGCAAAT GT GAGAAACGAGTACAGGACGTAATTGAG 1950

C57 CGATTTTGGGATTTCATTGACCAGCTGAGCATCAACACTTTTGGGAAGT TTCTGGBCAGATAACATCGT TGGGTCTGT TCTGGT TTTCTCCTTGATATTTTGGATTCCT TTCAGCATTCTTGTCCACT GTGTGGATAAGAAACTGGACAAG 2100
FVB  CGATTTTGGGATTTCATTGACCAGCTGAGCATCAACACT TTTGGGAAGT TTCTGGECAGATAACATCGT TGEGTCTGT TCTGGT TTTCTCCTTGATATTTTGGAT TCCTTTCAGCAT TCTTGT CCACTGT GTGGATAAGAAACTGGACAAG 2100

C57 CAGTATGAATCCCTGTCTCTGT TTCATCACAGTAACAT TGAGAT GCT GAGCAGCAT GGACT CAGCATCT GT TCGCAT CATCAAGCCCT TTCCT GCACCCCAGACT CCAGGT CGT CTGCAGGCCCT GCAGCCAGCTGCCATGATGCCGCCA 2250
FVB  CAGTATGAATCCCTGICTCTGITTCATCACAGTAACATTGAGATGCTGAGCAGCATGGACT CAGCAT CTGT TCGCAT CATCAAGCCCT TTCCTGCACCCCAGACT CCAGGT CGT CTGCAGGCCCT GCAGCCAGCT GCCATGATGCCGCCA 2250

C57 GTACCT GCEG:T CCAAAACT GGACOACCAGEGBATGBAOACCATCCAGBAAGACCCOAGCACAGACT CACATGCAGATGATGACGET TTGAGAAGGACCCCT TCCCCAACAGCAGCACAGCTGCCAAGTCCT TTGAGB@CT CACAGAC 2400
FVB  GTACCTGOGGCTCCAAAACT GGACCACCAGOGGAT GGACACCAT CCAGGAAGACCCCAGCACAGACT CACAT GCAGAT GAT GACGGA T T TGAGAAGGACCCCT TCCCCAACAGCAGCACAGCT GCCAAGT CCTTTGAGGAGCTCACAGAC 2400

C57 CACCCAGTI CACCAGGAGCGAAAAGGCGGCCT CATTCAAGCT GCAGCGT CAGAGCCGAGT TGACAGCAAAGAGACAGAGT! 2484
FVB CACCCAGT CACCAGGAGCGAAAAGGCGGCCT CAT TCAAGCT GCAGCGT CAGAGCCGAGT TGACAGCAAAGAGACAGAGT 2484

start codon
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ACGT codi ng sequence
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ADAM17 3'-untranslated region (381bp)

C57 GGGGAACCT TGGCCTGCTCTAGGACATATACCT GCAGAT GT TCCATAGAGCT GACCT GAAT CAAAACATAGAT TATAAT GAT CT GAGAAACGGGGAAGCAACT TAGCAGAT GCTGGT CATGT GCTATGACCT TCACATGACATCCTATG 150
FvB GGGGAACCT TGGCCTGCTCTAGGACATATACCT GCAGAT GT TCCATAGAGCT GACCT GAAT CAAAACATAGAT TATAAT GAT CT GAGAAACGGGGAAGCAACT TAGCAGAT GCTGGT CATGT GCTATGACCT TCACATGACCTCCTATG 150

C57 TATGTAGGCCCTTTGAAGAGGT GAGGTAAATCTGGECTTATGTAAGGCTTTCAGGT TTTGGGT TTTTCTTTTATAATCTAAAATCTCCTTTGACCT GT GGT GCAGAAGCAGAAAGT AAGGCT GGACCCCGT TCCTGGTGACAGT GCTGI TAAGT 300
FVB TATGTAGGCCCTTTGAAGAGGT GAGGTAAATCTGECTTATGTAAGGCTTTCAGGTTTTGGGT TTTTCTTTTCTAATCTAAAATCTCCT TTGCCCT GT GGT GCAGAAGCAGAAAGT AAGGCTGGACCCCGT TCCTGGTGACAGTGCTGTI TAAGT 300

C57 CITCAGICTGITTTTCTGTACCCTCTGACTACAGT GAAGCACTTAACAGT GAGGATAACTGGAACACAGACATACTT 381
FVB CTTCAGICTGITTTTCTGTATCCTCTGACTACAGT GAAGCACTTAACAGT GAGGATAACTGGAACACAGACATACTT 381

ATG stop codon
ACGT 3’ - UTR sequence
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AhR proximal promoter; 1467bp upstream of the start codon
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CCTGGGCACCATTTGITGITCTTAGI TTTCTCGCTATCCTTTTCCTTGCTGT TGTGTATCCTCTCTTCTGATCTCTTTCTCAAATCTATAAAACACATCAGACT TCATCTCTATCTCTTCATGT CCAGCATCACCTACCTGACTCCCAAA
CCTGGGCACCATTTGITGITCTTAGI TTTCTCGCTATCCTTTTCCTTGCTGI TGTGTATCCTCTCTTCTGATCTCTTTCTCAAATCTATAAAACACATCAGACTTCATCTCTATCTCTTCATGT CCAGCATCACCTACCTGACTCCCAAA

ATTCACTTCTCTGCCTCTATTCTTTGGTGGT TAACAGCGACCTTCCCTCTTCCTTTATCATCTCTGCTGTCTCTTTTCTCTCATCCCCATGECTGTGCCATTGGTCT TGCAGCTGGT CGATTTCATCAATTTCCCAGCGATTCTCTCTTC
ATTCACTTCTCTGCCTCTATTCTTTGG GGTTAACAGCGACCTTCCCTCTTCCTTTATCATCTCTGCTCTCTCCTTTCTCTCATCCCCATGECTGTGCCATTGGT CT TGCAGCTGGTCGATTTCATCAATTTCCCAGCGATTCTCTCTTC

CATCTGITTTGITCCTGAGTAACAGAATTTCCACCT TTTCCCACAGT GACT TTCCCAAGAAAGAT GGAACATCATCTTCCAAATTACGCCT TTAAAAGCTCTCTGI TGT CTGCAGAAT GAGACCCAATTTCTTCATTAAATCTTTATGAT
CATCTGITTTGITCCTGAGTAACAGAATTTCCACCT TTTCCCACAGT GACT TTCCCAAGAAAGAT GGAACATCATCTTCCAAATTAAGCCT TTAAAAGCTCTCTGI TGT CTGCAGAAT GAGACCCAATTTCTTCATTAAATCTTTATGAT

TTGTTCCTAGATTATCTTTTTTTTTTTTTTTCTTTTTCCTCCCATCAGCTCTACCGTACTACTAACAGAAACTCAGGT CTCTGGTCATAGT CTCAGTACCTACCCTCCAATTTCTCATGCTCTCAGCACTCCTGTGCTTCTTTCCTTCTC
TTGTTCCTAGATTATCTTTTTTTTTTTTTTTCTTTTTCCTCCCATCAGCTCTACCGTACTACTAACAGAAACTCAGGT CTCTGGTCATAGT CTCAGTACCTACCCTCCAATTTCTCAAGCTCTCAGCACTCCTGTGCTTCTTTCCTTCTC

ATCTTCCTGAAGT CTGATGGAGGAAACGATGT TTTATTGT CTTCTGTAGACATAAAATAAAT GT GGGAGGGAAAAGGATTATAAAACT CGTAGCCT TCAAGACAACTAACT TTGCAGGGCATTTTTGAAGT TTTCCCCTTAGAATGCTCT
ATCTTCCTGAAGT CTGATGGAGGAAAAGATGT TTTATTGT CTTCTGTAGACATACAATAAAT GT GGGAGGGAAAAGGAT TATAAAACT CGTAGCCT TCAAGACAACTAACT TTGCAGGGCATTTTTGAAGCT TTCCCCTTAGAATGCTCT

CCAGTCGCAGTTATTTATCTACCAGCT CAATGTAAAATCT TTGTCAAAAATTAGAT GACT CAACT CTAGGATGAGCTAAGCTCTTTGCCTGGTAAATCT TGATGT CTGGGT TACAAGGAAT TTGCCTAGGCATAAT GT GGCCTCACACCC
CCAGTCGCAGTTATTTATCTACCAGCT CAATGTAAAATCT TTGTCAAAAATTAGATGACTCAACT CTAGGATGAGCTAAGCTCTTTGCCTGGTAAATCT TGATGT CTGGGT TACAAGGAAT TTGCCTAGGCATAAT GT GGCCTCACACCC

CTTTTGAGGCTGGAAAACAGGT ACT GGECGAACACCACCCCACCCCCAGAACCT CGGACT GCAAGAAGT GT TGGGAGT CACTACGT CCT GCGT CAT CACGT GCT GCGAAGAGGEGT GBEGECCCT CCT GGGAACCGT GAGGGECGGEEGECCEGA
CTTTTGAGGCTGGAAAACAGGT ACT GGECGAACACCACCCCACCCCCAGAACCT CGGACT GCAAGAAGT GT TGGGAGT CACTACGT CCT GCGT CAT CACGT GCT GCGAAGAGGEGT GBEGECCCT CCT GGGAACCGT GAGGGECGEEGECCEGA

GCAGGT GGEECGEEECT GGAGCCCGEEECGEAGCT GCGLGEGEGET CGCGECT GCGGAGGAGCGEGECT CGCGECGEECGECAGCGT GT GT GT GCGCT CCCT TTGACGCT CGGT GCCCCACGCGT GT CCCGGAGAGGCT CAGCCCGGAGCGAC
GCAGGT GGEECGEEECT GGAGCCCGEEECGEAGCT GCGCGEGEGET CGCGECT GCGGAGGAGCGEGECT CGCGECGEECGECAGCGT GT GT GT GCGCT CCCT TTGACGCT CGGT GCCCCACGCGT GT CCCGGAGAGGCT CAGCCCGGAGCGAC

CCGGAGGACGAACT GGT GGACGGACT CGGGGEGT GGCT GCCAGGCAGGGT TGT GAGCGACGCCGCGECACAGCGCGEGAGCCGEGAAGCCCT AGAGCACT GCGGCCCCT CCT GACCCT CGGGACCGEECGCGECTAGCGT GCGEGI TTCTC
CCGGAGGACGAACT GGT GGACGGACT CGGGGEGT GECT GCCAGGCAGGGT TGT GAGCGACGCCGCGECACAGCGCGEGAGCCGEGAAGCCCT AGAGCACT GCGGCCCCT CCT GACCCT CGGGACCGEECGCGECTAGCGT GCGEGI TTCTC

CTCCGCGECCAGCT CGGGCAGCCCGAGT CTCCT CTGT CGCCCGCACCT GCGCGT CGCGGT CGT CCCGCCCT CGECGECGECT CACCT GGGECGCAGCGLGEECAGEECGCCGCCT CCGGGACGCAGGET GGAGCGEECAGGGCGCGEGECACC
CTCCGCGECCAGCT CGGGCAGCCCGAGT CTCCT CTGT CGCCCGCACCT GCGCGT CGCGGT CGT CCCGCCCT CGECGECGGECT CACCT GGGECGCAGCGLGEECAGEECGCCGCCT CCGEGACGCAGGT GGAGCGEECAGEGCGCGEGECACC
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R cDNA (2564bp)

GCAGCGGCGCCAACAT CACCT AT GCCAGCCGCAAGCGGECGCAAGCCGGT GCAGAAAACAGT AAAGCCCAT CCCCGCT GAAGGAAT TAAGT CAAAT CCT TCT AAGCGACACAGAGACCGGCTGAACACAGAGT TAGAQCG:CT GGCC 150
GCAGCGGCGCCAACAT CACCT AT GCCAGCCGCAAGCGGECGCAAGCCGGT GCAGAAAACAGT AAAGCCCAT CCCCGCT GAAGGAAT TAAGT CAAAT CCT TCT AAGCGACACAGAGACCGGCTGAACACAGAGT TAGAECGZCT GGCC 150

AGCCTGCTGCCCT TCCCGCAAGATGT TAT TAATAAGCT GGACAAACT CTCTGT TCTTAGGCT CAGCGT CAGCTACCT GAGGGCCAAGAGCT TCTTTGATGT TGCATTAAAGT CCACCCCT GCT GACAGAAAT GGAGGCCAGGACCAGT GT 300
AGCCTGCTGCCCT TCCCGCAAGATGT TAT TAATAAGCT GGACAAACT CTCTGT TCTTAGGCT CAGCGT CAGCTACCT GAGGGCCAAGAGCT TCTTTGATGI TGCATTAAAGT CCACCCCT GCT GACAGAAAT GGAGGCCAGGACCAGT GT 300

AGAGCACAAAT CAGAGACT GGCAGGAT TTGCAAGAAGGAGAGT TCTTGT TACAGGCGCTGAATGGCT TTGT GCTGGT TGT CACAGCAGATGCCTTGGT CTTCTATGCTTCCTCCACTATCCAAGATTACCTGGCCTTTCAGCAGTCTGAT 450
AGAGCACAAAT CAGAGACT GGCAGGAT TTGCAAGAAGGAGAGT TCTTGT TACAGGCGCTGAATGGCT TTGT GCTGGT TGT CACAGCAGATGCCTTGGT CTTCTATGCTTCCTCCACTATCCAAGATTACCTGGECTTTCAGCAGTCTGAT 450

GT CATCCATCAGAGCGTATATGAGCT CATCCATACAGAAGACCGGGECGGAAT TCCAGCGCCAGCT TCACT GGGCT CTAAACCCAGACT CT GCACAAGGAGT GGACGAAGCCCAT GGCCCT CCACAGGCAGCAGT CTATTATACCCCAGAC 600
GTI CATCCATCAGAGCGTATATGAGCT CATCCATACAGAAGACCGGGECGGAAT TCCAGCGCCAGCT TCACT GGGCT CTAAACCCAGACT CT GCACAAGGAGT GGACGAAGCCCAT GGCCCT CCACAGGCAGCAGT CTATTATACCCCAGAC 600

CAGCTTCCTCCAGAGAACGCTTCT TTCAT GGAGAGGT GCTTCAGGT GCCGGCT GAGGT GCCTGCTGGATAAT TCATCTGGT TTTCTGGCAATGAAT TTCCAAGGGAGGT TAAAGT AT CT TCAT GGACAGAACAAGAAAGGGAAGGACGGA 750
CAGCTTCCTCCAGAGAACGCT TCTTTCATGGAGAGGT GCT TCAGGT GCCGGCT GAGGT GCCTGCTGGATAATTCATCTGGT TTTCTGGCAATGAAT TTCCAAGGGAGGT TAAAGT AT CT TCAT GGACAGAACAAGAAAGGGAAGGACGGA 750

G:@CT GCTTCCTCCACAACTGGCTTTGT TTGCAATAGCTACT CCACT TCAGCCACCCT CCATCCTGGAAAT TCGAACCAAAAACT TCATCT TCAGGACCAAACACAAGCTAGACT TCACACCTAT TGGT TGTGATGCCAAAGGGCAGCTT 900
GZ@CT GCTTCCTCCACAACTGGCTTTGTTTGCAATAGCTACT CCACT TCAGCCACCCT CCATCCTGGAAATTCGAACCAAAAACT TCATCT TCAGGACCAAACACAAGCTAGACT TCACACCTAT TGGT TGTGATGCCAAAGGGCAGCTT 900

ATTCTGGGCTATACAGAAGT AGAGCT GT GCACAAGAGGAT CGGGGT ACCAGT TCATCCAEGCT GO-\GAO—\T@CT TCACTGT GCAGAAT CCCACAT CCGCATGAT TAAGACT GGAGAAAGT GGCATGACAGT TTTCCGGCTECT TGCAAAAL050
ATTCTGGGCTATACAGAAGT AGAGCT GT GCACAAGAGGAT CGGGGTACCAGT TCATCCNQGCT GOAGAOAT@CTTCACT GT GCAGAAT CCCACAT CCGCATGATTAAGACT GGAGAAAGT GGCATGACAGT TTTCCGGCTETTTGCAAAAIOSO

CACAGT CGCTGGAGGT GGGT CCAGT CCAAT GCACGCT TGATT TACAGAAAT GGAAGACCAGAT TACAT CAT CGCCACT CAGAGACCACT GACGGAT GAAGAAGGACGAGAGCAT TTACAGAAGCGAAGT ACGT CGCTGCCCTTCATGT TT 1200
CACAGT CGCTGGAGGT GGGT CCAGT CCAAT GCACGCT TGAT T TACAGAAAT GGAAGACCAGAT TACAT CAT CGCCACT CAGAGACCACT GACGGAT GAAGAAGGACGAGAGCAT TTACAGAAGCGAAGT ACGT CGCTGCCCTTCATGT TT 1200

GCTACCGGAGAGGCT GTGT TGTACGAGATCTCCAGCCCT TTCT CTCCCATAATGGATCCCCTACCAATACGCACCAAAAGCAACACT AGCAGGAAAGACT GGGCT CCCCAGT CAACCCCAAGT AAGGATTCTTTCCACCCCAGT TCTCTT 1350
GCTACCGGAGAGGCT GTGT TGTACGAGATCTCCAGCCCT TTCT CTCCCATAATGGATCCCCTACCAATACGCACCAAAAGCAACACT AGCAGGAAAGACT GGGCT CCCCAGT CAACCCCAAGT AAGGATTCTTTCCACCCCAGT TCTCTT 1350

ATGAGT GCCCTCATCCAGCAGGATGAGT CCATCT. ATCT@TGT CCTCCTTCAAGCCCT! GCGCEGT TAGACAGCCATTTTCT CAT GGGCTCCGT GAGCAAGT GCGGGAGT TGECAAGACAGCT TTGCGECCGCAGGAAGT GAGGCTGCGCTG 1500
ATGAGT GCCCTCATCCAGCAGGATGAGT CCATCT. ATCT@TGT CCTCCTTCAAGCCCT! GCGC@GT TAGACAGCCATTTTCT CAT GGGCTCCGT GAGCAAGT GCGGGAGT TGGCAAGACAGCT TTGCGECCGCAGGAAGT GAGGCTGCGCTG 1500

AAACAT GAGCAAAT TGGCCAT GCTCAGGACGT GAACCT TGCACT CTCTGECGECCCCT CAGAGCT CTTTCCGGATAATAAAAAT AAT GACT TGTACAGCAT CATGAGGAACCT TGCGAT TGAT T TTGAAGATAT CAGAAGCATGCAGAAC 1650
AAACAT GAGCAAAT TGGCCAT GCTCAGGACGT GAACCT TGCACT CTCT GECGECCCCT CAGAGCT CTTTCCGGATAATAAAAAT AAT GACT TGTACAGCAT CATGAGGAACCT TGCGAT TGAT T TTGAAGATAT CAGAAGCATGCAGAAC 1650

GAGGAGTI TCTTCAGAACT GACT CCACCGCT GCTGGT GAGGT TGACT TCAAAGACAT CGACATAACGGACGAAAT CCTGACCTACGT GCAGGAT TCCCTGAACAAT TCAACT TTGCT GAACT CGGCT TGCCAGCAGCAGCCTGTGACTCAG 1800
GAGGAGTI TCTTCAGAACT GACT CCACCGCT GCTGGT GAGGT TGACT TCAAAGACAT CGACATAACGGACGAAAT CCTGACCTACGT GCAGGAT TCCCTGAACAAT TCAACT TTGCT GAACT CGGCT TGCCAGCAGCAGCCTGTGACTCAG 1800

CACCTAAGCT GTATGCT GCAGGAGCGCCT GCAACT AGAGCAACAGCAACAGCT TCAGCAGCCCCCGCCGCAGGCT CT GGAGCCCCAGCAGCAGCT GTGT CAGAT GGT GTGCCCCCAGCAAGAT CT GGGT CCGAAGCACACGCAAATCAAC 1950
CACCTAAGCT GTATGCT GCAGGAGCGCCT GCAACT AGAGCAACAGCAACAGCT TCAGCAGCCCCCGCCGCAGGCT CTGGAGCCCCAGCAGCAGCT GTGT CAGAT GGT GTGCCCCCAGCAAGAT CTGGGT CCGAAGCACACGCAAATCAAC 1950

GGCACGT TTGCAAGT TGGAACCCCACCCCT CCCGTGT CTTTCAACT GTCCCCAGCAGGAACTAAAGCACTATCAGCT CTTTTCCAGCT TACAGGGGACT GCTCAGGAAT T TCCCTACAAACCAGAGGT GGACAGT GTGCCTTACACACAG 2100
GGCACGT TTGCAAGT TGGAACCCCACCCCT CCCGTGT CTTTCAACT GTCCCCAGCAGGAACTAAAGCACTATCAGCT CTTTTCCAGCT TACAGGGGACT GCTCAGGAAT T TCCCTACAAACCAGAGGT GGACAGT GTGCCTTACACACAG 2100

AACTTTGCTCCCT GTAATCAGCCTCTGCTTCCAGAACATTCCAAGAGT GT GCAGT TGGACT TCCCT! GGAAGBGATTTTGAACC@T CCCTH GCATCCC@CT ACTTCTAATTTAGATTTTGTCAGT TGTTTACAAGT TCCTGAAAACCAAAGT 2250
AACTTTGCTCCCT GTAATCAGCCTCTGCTTCCAGAACATTCCAAGAGT GT GCAGT TGGACT TCCCT! GGAAGBGATTTTGAACC@T CCCTH GCATCCC@CT ACTTCTAATTTAGATTTTGTCAGTTGTTTACAAGT TCCTGAAAACCAAAGT 2250

AGTCCTCAGGCATACTAT GCTGGGGCCATGT CCATGT AT CAGT GCCAGCCAGGECCACAGCGCACCCCT GT GGACCAGACGCAGT ACAGCT CTGAAAT TCCAGGT TCTCAGGCAT TCCTAAGCAAGGT GCAGAGTIIGA- - - - - - - - - - - - 2400
AGT CCTCAGGCATACTATGCTGGGGCCATGT CCATGT AT CAGT GCCAGCCAGGGECCACAGCGCACCCCT GT GGACCAGACGCAGT ACAGCT CTGAAAT TCCAGGT TCTCAGGCAT TCCTAAGCAAGGT GCAGA( GGTATTTTCAAT 2400

GAAACCTATTCGT CCGACT TGAGCAGCAT TGGCCACGCT GCTCAGACCACT GGCCAT CTCCAT CACCT GGCGGAAGCCCGGCCT CT TCCCGATAT CACACCCGGT GGATTCCTGTAGCT CCCATGCCAGGATIEE 2564

start codon

B8 stop codon
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