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Plasma kallikrein precursor, Peptide: VSEGNYDIALIK, MH+ 1321.7004,
m/z 661.3538,samplel6920p.05003.05003.2.dta
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Protein:

Plasma kallikrein precursor,
m/z 644.3309,

Peptide:
samplel6920p.03107

EQGETQNILQK, MH+ 1287.6545,
.03107.2.dta
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ESITGTLPR, MH+ 973.5318,
m/z 487.2696,samplel6920p.04573.04573.2.dta
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Peptide:TGAISGHSLK, MH+ 970.5322,
m/z 485.7697,samplel6920p.05071.05071.2.dta
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Protein: HMW kininogen-I variant, Peptide: ESNTELAEDCEIK,
MH+ 1537.6692, m/z 769.3382, samplel6920p.02713.02713.2.dta
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Protein: HMW kininogen-I variant, Peptide: ENEFFIVTQTCK, MH+ 1515.7154,
m/z 758.3613,samplel6920p.05128.05128.2.dta
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Protein: HMW kininogen-I variant, Peptide: CQALDMTEMAR, MH+ 1325.5652,
m/z 663.2862,samplel6920p.04592.04592.2.dta
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Protein: HMW kininogen-I variant, Peptide: TDGSPTFYSFK, MH+ 1249.5741,
m/z 625.2907,samplel6920p.05222.05222.2.dta
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Protein: Serum albumin precursor,, Peptide: YMCENQATISSK,
MH+ 1447.6197, m/z 724.3135,samplel6920p.02531.02531.2.dta
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Protein: Histidine-rich glycoprotein HRG,, Peptide: SLQPEIQPFPQTASR,
MH+ 1698.8815, m/z 849.9444,samplel6920p.04845.04845.2.dta



