GAG1 (sense |, ll) GAG2 (antisense Il) GAGS3 (probe) SK431 (antisensel) MRQE
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Figure S1. Sequences of primer and probe target regions of seminested real-time PCR assays for
usRNA and prDNA detection. Patient-derived sequences are compared with sequences of
corresponding primers or probe (designated by “REF”). Patient numbers are given in the left column, and
corresponding MRQE (mismatch-related quantification errors) are shown on the right. All primers and
probe are in 5°-3’ orientation.



