
Chicken         SQS-PAVRSGS-TYSLSSRVNVSGTDWREGKSYSCRVRHPATNTVVEDHVKGCP-DGAQS 346 
Duck            TMTRPQREAGSKTYMATSQTNVSREDWKAGKAFTCRVKHPATGGTAQGHARFCPGSGAQS
Anole           YTEPPRQDAVGYTFSTTSSANISQADWLEGTIYTCKVTHAGSQTTMRARAKKCEDDS-TS
Gecko           HTENPRKDATGDTFSTTSTANVTQIDWKEGKTYTCQVIHQG--HKVEKHATKCRGDSGNC
Axolotl         QTSPPQKDGQG-TFSTTSQINVTKSDWASGDKYTCKVEHPATSSRAEDTIHNCADSQ---
Newt            YTSPSIKGREG-TFSTTSQVNISKSDWILGERYTCKVDHPATNTSLHDSIRNCPESP---
Frog            ASVPTPSKTEDGTYSSSSQLRILKGMWNKGTQYSCIVTHTSSNTTTIANISQCTEQC---
                    .     . *:  :*  .:    *  *  ::* * * .           *  .

Chicken         CSP-IQLYAIPPSPGELYISLDAKLRCLVVNLPSDSSLSVTWTREKSGNLRPDPMVLQEH 405 
Duck            CSP-IQIFVVPPSPGSLYIRQDAKVHCLVVNLPSDASLSISWTREKSGALRPDPMVLTEH
Anole           QCDGIYVYLKSPTPNDLYLNRDPKVSCVVGNLESEEGLKVSWSRDKKASLDPKPMSVSEE
Gecko           TANGIKVSILPPTPADLYMNGEPRLICVVTGLESNVGMKVRWSKEKPGTLNPEPLEPAQD
Axolotl         TPYQPKVFLIAPKARDLYIANQPVVICKITKMENSDSLSVTWKRREGPEEAAVISEQYID
Newt            SGVQLKVSMIPPKAKDLYVTKQPSIVCQVTKMESADGLSITWKQEDGSPLVGLPHETEVL
Frog            -HDNLQVYPLTPTFHDLYFSRNAKVTCLVSSMKTIENFDISWEREKAGNLEFVTEDPVLH
                      :   .*.  .**.  :. : * :  : .  .:.: * : .

Chicken         FNGTYSASSAVPVSTQDWLSGERFTCTVQHEELPLPLSKSVYRNT-GPTTPPLIYPFAPR 464
Duck            FNGTFTASSSLAISTQDWLAGERFTCTVQHEDLPVPLGKSIAKHA-GKVTAPYIFTFPPH
Anole           LNGTYTVVSALPILTREWDSEETFTCTVEYPGVPTPIVKKITKLK-GKVTTPSVYLFRPH
Gecko           SDGTFTLKSPLIISKQDWLAGEIYTCTLEHSSGIAPYSKTIAKKT-GKRTQAQVYLFRPH
Axolotl         SDGTFTAMSYLNITKNEWERGDEFTCKVKHFDLPFPLSRSVSKPT-GRSFAPTMYVFAPH
Newt            PDGTLGADSTLTITTDAWKQGSAFSCKVEHPDLSSPVTRTIRKPK-EREIGPSMYLFPPH
Frog            DNGTYSVASILSVCAEDWESGDKFSCTVRSQDLPSPVKKTIFKQNEGTPKAPDVYLLPPS
                 :**    * : :    *   . ::*.:.      *  :.: :        . :: : *

Chicken         PEELSLS---RVTLSCLVRGFRPRDIEIRWLRDHRAVPATEFVTTAVLPEERTANGAGGD 521 
Duck            AEELSLA---EVTLTCLVRGFQPEHVEVQWLRNHNSVPAAEFVTTPPLKE------PNGD
Anole           REELIFQSHSQLTLTCLVKNLNPKDVSVQWLKDNNALTEDNHITTPVLKD--------SI
Gecko           NEELKSR-DPNVSITCLVQGFNPEDISIKWLENHNAVAGNNHVTTQVQMD--------SD
Axolotl         EMELANY--DFVSLTCLVKSFSPDDIYIQWKQGKSVIPSDKYVSMEPRQEAG-----TAG
Newt            QHELDQH--ELVSLTCLVKGFSPPDIYVQWKHRNTVLPDNSSRNTALVLESG-----TNG
Frog            AQELIQQ--EMVTLTCFVTGFNPKEIFIQWMQGGVSISEDKFINTVPMKS--------DG
                  **       ::::*:* .: * .: ::* .    :.  .  .     .

Chicken         GDTFFVYSKMSVETAKWNGGTVFACMAVHEALPMRFSQRTLQKQAGK-----------   568 
Duck            G-TFFLYSKMTVPKASWQGGVSYACMVVHEGLPMRFTQRPLQKTPGK-----------
Anole           EDSYFVYSKLLISRADWDRGSSYTCMVIHEGLAMKFTQRTVEKSQGKK----------
Gecko           QDSFFVYSKLTVPKANWNDGHSFTCHVVHEGFSMKYTQRTIEKTQGKK----------
Axolotl         LGTYFSYSMLTIQKSDWDKRETFTCVAAHSAVPKNLMTRRIQKPLGK-----------
Newt            PDTYFMYSLLTISKSNWENRDTYSCIAFHSALPKNQMQRSIQKARGN-----------
Frog            EQTYFIYSKLAIPAAKWNQGDVFTCVVGHEALPLYITQQSIDKSSGKSSLVNVNLVMS
                  ::* ** : :  :.*:    ::* . *....     : ::*  *:

 
 
Supplementary Fig. 1. Amino acid sequences of upsilon (IgY) heavy chain sequences from birds, 
reptiles and amphibians, aligned using ClustalW [1]. Residues in chicken IgY-Fc involved in 
binding to monocytes and/or CHIR-AB1, and conserved residues in other species, are 
highlighted. Exact matches are coloured red, similar residues are coloured yellow. 
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