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Figure S2

Hep3B

A Northern blot
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Figure S3
HepG2

A Northern blot analysis B MTT assay
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Figure S4

Huh-7
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Figure S5

g A ADAM-10 mRNA level normalized to GAPDH
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Figure S6
A
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Figure S7

A IGF1R 3-UTR
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Figure S7

C IGF1R real-time RT-PCR D Inverse correlation of IGFR1 and miR-122 Levels
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Figure S8
A MTT assay
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Figure S9

Motility assay of HDMEC cells
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Figure S10

li. Hep3B cells-MTT assay
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