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Figure S4

B MTT assay
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B   ADAM-17 mRNA level
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SRF 3'UTR (∆miR-122)

B Luciferase assay
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A     IGF1R 3-UTR

Figure S7
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D  Inverse correlation of IGFR1 and miR-122 LevelsC    IGF1R real-time RT-PCR
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Motility assay of HDMEC cells
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