A - Biological Processes

actin cytoskeleton organization and biogenesis p=9.69E-05 (20/181)
cytoskeleton organization and biogenesis p=0.003234 (31/430)
regulation of Rho protein signal transduction
Rho protein signal transduction
Ras protein signal transduction p=0.005562 (17/200)
regulation of small GTPase mediated signal transduction p=0.002809 (17/187)
small GTPase mediated signal transduction p=0.003352 (30/413)
biological adhesion p=0.002466 (44/662)

cell adhesion p=0.002466 (44/662)

angiogenesis p=0.00326 (12/113)
vasculature development p=0.001294 (15/144)

blood vessel development p=0.001205 (15/143)

organ morphogenesis p=0.0014 (26/321)
organ development p=1.37E-06 (77/1043)
cell morphogenesis p=0.006707 (28/397)
cellular structure morphogenesis p=0.006707 (28/397)
cell differentiation p=0.000256 (93/1529)

cellular developmental process p=0.000256 (93/1529)

p=0.001049 (10/73)
p=0.00299 (13/99)

system development p=5.07E-06 (98/1476)
multicellular organismal process p=0.000123 (165/2990)
cell development p=0.001188 (65/1039)
developmental process p=9.92E-08 (172/2808)

anatomical structure morphogenesis
regulation of developmental process
cell migration

localization of cell

p=3.26E-05 (65/914)

p=0.023285 (15/198)
p=0.007083 (17/205)

p=0.004393 (26/349)

cell motility p=0.004393 (26/349)
cyclic-nucleotide-mediated signaling p=0.011624 (11/117)
MAPKKK cascade p=0.01624 (12/139)
regulation of Ras protein signal transduction p=0.003096 (14/142)
positive regulation of signal transduction p=0.00145 (14/131)
protein kinase cascade p=0.007542 (25/346)

transmembrane receptor protein tyrosine kinase signaling pathway
regulation of signal transduction

signal transduction

intracellular signaling cascade

cell communication

p=0.000251 (18/165)
p=3.45E-06 (42/463)
p=0.001362 (160/3029)

p=0.002554 (76/1293)

p=0.0052 (170/3346)
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B - Molecular Functions

protein dimerization activity
enzyme inhibitor activity
enzyme activator activity
enzyme regulator activity
vitamin binding
cofactor binding
phospholipid binding
lipid binding
calcium ion binding
lyase activity
hydrolase activity
ATPase activity
ATPase activity
phosphoprotein phosphatase activity
protein-tyrosine kinase activity
protein kinase activity
Rho guanyl-nucleotide exchange factor activity
Ras guanyl-nucleotide exchange factor activity
GTPase activator activity
guanyl-nucleotide exchange factor activity p=9.16E-05 (17/141)
small GTPase regulator activity p=0.000482 (20/207)
GTPase regulator activity p=2.36E-05 (32/344)
cytoskeletal protein binding p=7.33E-05 (33/381)
calmodulin binding p=0.044179 (10/128)
enzyme binding p=0.002659 (20/238)

actin binding p=0.000129 (25/263)
receptor binding

purine nucleotide binding
protein binding

p=0.024943 (19/276)

p=0.004878 (19/234)
p=0.011835 (20/273)

p=3.34E-07 (59/705)
p=0.004405 (12/119)
p=0.024986 (14/185)
p=0.034529 (16/230)
p=0.036819 (25/405)
p=0.002225 (43/649)
p=0.046718 (11/147)
p=0.009824 (11/116)
p=0.009232 (11/115)
p=0.008667 (11/114)
p=0.026099 (12/151)
p=0.024566 (13/167)
p=0.031519 (33/558)
p=0.000413 (10/66)

p=0.000456 (11/79)
p=0.015372 (15/191)

p=0.041606 (38/674)
p=0.03199 (84/1638)
p=0.00072 (302/6259)
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