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Supplementary Figure 2. MCF7 vs. MCF7+E2 on chromosome 1 data normalized based on their

800

1000

seq.depth normalized difference binding quantity

P o os]
o o o

[
o

(a) Sequence Depth Normalized

200 400 600 800
mean binding quantity

1000

sequence depth. The green (dot-dashed) line shows the estimated mean calculated using LOESS. The
magenta (dash) line represents the estimated variance (using LOESS). This figure indicates bias toward
the positive direction even after normalization.
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Supplementary Figure 2. MCF7 vs. MCF7+E2 on chromosome 1 data normalized based on their sequence depth. The green (dot-dashed) line shows the estimated mean calculated using LOESS. The magenta (dash) line represents the estimated variance (using LOESS). This figure indicates bias toward the positive direction even after normalization.




