
   
SUPPLEMENTAL FIGURE LEGENDS 
 
Figure S1:  Alignment of cluster 1 and cluster 2 raptor phosphorylation sites from various organisms 
using the algorithm Clustal V.  Identical residues are highlighted in grey. 
 
Figure S2:  Wild type (WT) and S863A Myc-raptor interact with mTORC1 partner proteins 
similarly.  HEK293 cells were co-transfected with WT or S863A Myc-raptor [0.5 µg], HA-GBL [0.5 µg], 
and AU1-mTOR [4 µg], serum-deprived, stimulated with insulin, and lysed in Buffer B/Chaps.  Myc-
raptor was immunoprecipitated from WCL and immunoblotted with the indicated antibodies. WCL was 
also immunoblotted directly to confirm expression of the transfected proteins as well as the expected 
activation of mTORC1 signaling.  Note:  Insulin-induced destabilization of the mTOR-raptor co-
immunoprecipitation is more prominent when cells are lysed in Buffer B/Chaps relative to Buffer 
A/Chaps. 








