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Chong-Wenzel. Supplementary Figure 2
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Chong-Wenzel. Supplementary Figure 3
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Chong-Wenzel. Supplementary Figure 4
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Chong-Wenzel. Supplementary Figure 5
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Chong-Wenzel. Supplementary Figure 6
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Chong-Wenzel. Supplementary Figure 7
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Chong-Wenzel. Supplementary Figure 8
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Chong-Wenzel. Supplementary Figure 9
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Chong-Wenzel. Supplementary Figure 10
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Chong-Wenzel. Supplementary Figure 11
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Chong-Wenzel. Supplementary Figure 14
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Chong-Wenzel. Supplementary Figure 16
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Chong-Wenzel. Supplementary Figure 18
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Chong-Wenzel. Supplementary Figure 19

Primers used for genotyping

Gene Sense primer(s) Antisense primer(s)

a

Ah-cre CCTGACTAGCATGGCGATAC ATTGCCCCTGTTTCA CTATC

Rb GGCGTGTGCCATCAA TG CTCAAGAGCTCAGACTCATGG

ROSA26 Rep AAAGTCGCTCTGAGTTGTTAT GGAGCGGGAGAAATGGATAT

GCGAAGAGTTTGTCCTCAACC

E2f1 AGAAGTCACGCTATGAAACCTCAC AGCCACTGGATATGATTCTTGGAC

AGTGCCAGCGGGGCTGCTAAAGAGTGCCAGCGGGGCTGCTAAAG

E2f2 CCTGAGCGAGTCGGAGGATGG GCCCCTAACACATGCACCCATTGG

ACCAAAGAACGGAGCCGGTTGGCG

E2f3 TGTGAATAATTTTTGGCATGTTTT AAGGGAAGGGAAAATTAAATCTGA

CTTATTCTGAGTGTGGACATACCG

b

Gene Sense primer(s) Antisense primer(s)

Cdc6 TGATGAGTGACAACTAATCAG GAGCTTTGCACTCTTCAGG

CycA2 TGTAAGATTCCCGTCGGGCCTTC AGGCGGGAGGAGCGTAGAGCC

CycE1 AAGAACACGCCCCCCGGGAGGCCAC AAGCTGTGTCCGCCGCAGGCAGGCG

Primers used for chromatin immunoprecipitation
b

Mcm3 GTCTCTGCTCCATGCTTCCTCCAC GCTTCCCGCAGCTCCACATCATC

c

name company Cat #

Anti-Mcm3 Santa Crus sc-9850

Antibodies used in this study

Anti-Pcna Santa Crus sc-56

Anti-Atm-ps1981 NOVUS NB600-622

Anti-Phospho-H2AX (ser139) Upstate 05-636

Anti-E2F3 Santa Crus sc-878

Anti-Rb BDPharmingen 554136

Anti-Cholecystokinin Immunostar 20078

Anti-L-Fabp Santa Crus sc-16064

Anti-lysozyme Dako A0099

Anti-serotonin Dako M0758

Anti-somatostatin Dako A0566

anti-cleaved caspase-3 Cell Signaling 9661-L

anti-phosphorylated histone H3 Millipore 06-570



Chong-Wenzel. Supplementary Figure 20

Primers used for real-time RT-PCR

Gene Sense primer(s) Antisense primer(s)

Mcm3 CGCAGGAAGAATGAAAAGAGGG CTGAGGAAGCAGGAAGTGAGAGTC

Cdc6 AGTTCTGTGCCCGCAAAGTG AGCAGCAAAGAGCAAACCAGG

CycE1 GAGCAGGAGACAGAATGACCAAAC ACAGCAACCTACAACACCCGAG

Dhfr GTAGAGAACTCAAAGAACCACCACG TTTTCCTCCTGGACCTCAGAGAG

Polα TCTTCCCCTTCATTTCTCCCG TCTTCCCCTTCATTTCTCCCG

Pcna AGGCTCTCAAAGACCTCATCAATG CCTGTTCTGGGATTCCAAGTTG

CycA2 CCCCCAGAAGTAGCAGACTTTGTG TGTGACTGTGTAGAGAGCCAAGTGG

p19ARF CACCGGAATCCTGGACCAG GCAGTTCGAATCTGCACCGT

p21 CTTGTCGCTGTCTTGCACTC CTCCTGACCCACAGCAGAAG

Rrm2 AGAGGATGGGAGTCATGTCG CTTTTAATGGCAAGGGGACA

Hmgb2 CGCGGAGAACTCTGCAAAACAAG CGAAGAAGGCGTACGAGGACATT

top 2 CACCGCTGCAGCCTGTAAATGA CACATTTGCTGGGTCACTAACTCCAC

GAPDH CGGTGTGAACGGATTTGGC TTTGATGTTAGTGGGGTCTCGC

E2f4 CTTCTACCTCCTTTGAGCCCATC TCACAGACACCTTCACTCTCGTCC

E2f5 ACCTGATGACCTCACACAGCCTTC GGGGTAGGAGAAAGCCGTAAAAG

E2f6 CATCCACAATGCCCAGAGAAAG CAATAGAGCACAAGAGCACTCCG

E2f7 GCCAAGCAGGAAACAGAAGA ACCGTGCCAACCATACTGAT

E2f8 GAGAAATCCCAGCCGAGTC CATAAATCCGCCGACGTTE2f8 GAGAAATCCCAGCCGAGTC CATAAATCCGCCGACGTT

Cdc2a ATGATCCTGCCAAACGAATC TCCATCCAGAGGGCTACATC 

Cdkn1a GTGGCCTTGTCGCTGTCTT GCGCTTGGAGTGATAGAAATCTG 

Mcm6 CTGAAAGGCTCCAGTGAAGG GTCCCTGGCCATCAAGTTAC 

Trp73 GCCCATCAAAGAGGAGTTCA TCCCACTTCCAAGAGCAGTT 

Cdc25a AGTCGCCTGAAGAAGCTCTG CCCCTTTGCTTACTGCTCTGCdc25a AGTCGCCTGAAGAAGCTCTG CCCCTTTGCTTACTGCTCTG 

Msh2 TCAAGCAGGTGCCCTTTACT GTTGTTCTTTGCGACCACCT 

Rfc3 GTGGCGAAGTTTATGGCACT CATCTGTTGTGCTTGGAGGA 

Rad51 TGGGGCAGTCTTTTGTCTTC ACCACCCATTCCCACTTACA 

Pin1 AAAGCAGACGCTCCATACCTG CCAGATTTAATGGAAGGTGCG 

Myc CAGATCAGCAACAACCGCAA GACGTTGTGTGTCCGCCTCTMyc CAGATCAGCAACAACCGCAA GACGTTGTGTGTCCGCCTCT 

Myb GCGTTCTCAGCTCGAACTCT GAGCCATGTGTCGAAAGTCA 

Sirt1 GGAGTCAGCACCGTGTCTGG GGGCCTGTTTGGACATTACCA 

Fen1 TCCTGATTGCTGTTCGTCAG ATGCGGATGGTACGGTAGAA 

Fbox5 CAAACGGGAAAGCTGTCAAT GGCAAAGGACCCACTTTACA 

Ccne2 TGTTCACAGGAGGTTTGGCA GGTTCCAGGTCAGAATGCAGA 

Tyms CGTGCAGGATAGGGTGAAGT TGGAGCCTTCCTCCCTAGAT 

Ki67 GAGTGAGAGGGCAGTTCTGG GCTGCAGTAACTGTGGGTCA 

Cdkn1b TCTCTTCGGCCCGGTCAAT GGGGCTTATGATTCTGAAAGTCG 


