Supplementary Table 3 - Sources for HLA Protein Sequence and Functional Domain Determinants

HLA locus PDB ID/ allele for UniProt ID/ allele IMGT/HLA Acc. #/ allele for Reference allele for
structure information for domain sequence coordinates Variant Type 1
information definition
HLA-A? 1w72 / A*0101 P30443 / A*0101 HLAO00001 / A*01010101 A*0101
HLA-B® 3bp4 / B*2705 P01889 / B*0702' HLA00132 / B*070201 B*0702
HLA-C® 1im9 / Cw*0401 P30504 / Cw*0401 HLA00401 / Cw*010201 Cw*0102
HLA-DRA 1fyt / DRA*0101 P01903 / DRA*0101 HLA00662 / DRA*0101 DRA*0101
HLA-DRB1¢ 1fyt / DRB1*0101 P04229 / DRB1*0101 HLA00664 / DRB1*010101 DRB1*0101
HLA-DRB3® 2g6w / DRB3*0101 P79483 / DRB3*0101 HLAO00664 / DRB1*010101 DRB3*0101
HLA-DRB4° Structure not available? Information not available HLA00664 / DRB1*010101 DRB4*0101
HLA-DRB5°® 1h15/ DRB5*0101 Q30154 / DRB5*0101 HLAO00664 / DRB1*010101 DRB5*0101
HLA-DPA1 Structure not available® P20036 / DPA1*0103 HLA00499 / DPA1*010301 DPA1*0103
HLA-DPB1 Structure not available® P04440 / DPB1*0401 HLAO00514 / DPB1*010101 DPB1*0101
HLA-DQA1 1jk8 / DQA1*0302 P04225 / DQA1*0302 HLA00601/ DQA1*010101 DQA1*0101
HLA-DQB1 1jk8/DQB1*0302 P01920 / DQB1*0302 HLA00638/ DQB1*050101 DQB1*0501
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" Domain information is not available for B*2705 thus the domain information of the reference allele B*0702 was obtained

9No structures were available for these proteins in the PDB.



Supplementary Table 4 - Characteristics of the Study Cohort

Ethnicity
African-
Affection Caucasian American Hispanic Total
Systemic Sclerosis 961 178 161 1,300

Control 579 263 198 1,000




