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Figure S1. Results of Modelfree (1,2) analysis of the T, T,, and heteronuclear NOE data. Data
shown in were modeled with slow timescale exchange terms and residues modeled with
multiple fast timescale motions are shown in blue. Significant motions are indicated by an order
parameter value less than 0.7 (arbitrary cutoff).
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Figure S2. Conservation of dynamic residues in acyl-ACP. Conserved residues associated with
motions (and discussed in the text) are highlighted in boldface.

S. oleracia MAKKETIDK-VSDIVKEKLALGADVVVTADSEFSK-LGADSLDTVEIVMNLEEEFGINVD 58
A. thaliana AAKAETVQK-VSDIVKEQLALAADVPLTAESKFSA-LGADSLDTVEIVMALEEKFNISVE 58
B. rapa AAKQETVEK-VSEIVKKQLSLKDDQQVVAETKFVD-LGADSLDTVEIVMGLEEEFGIQMA 58
S. aureus ——-MENFDK-VKDIIVDRLGVDAD-KVTEDASFKDDLGADSLDIAELVMELEDEFGTEIP 55
L. pneumophila ———-MSTVEERVRKIVVEQLGVKEE-ELKNDASFVDDLGADSLDTVELVMALEEEFETEIP 56
P. aeruginosa ——-MSTIEERVKKIVAEQLGVKEE-EVINSASFVEDLGADSLDTVELVMALEEEFETEIP 56
E. coli 0157 ———-MSTIEERVKKIIGEQLGVKQE-EVTNNASFVEDLGADSLDTVELVMALEEEFDTEIP 56
D. radiodurans NLVMATFDD-VKDVIVDKLGVDEG-KVTPEARFVEDLGADSLETVELIMGLEDKEFGVTIP 58
T. thermophilus MTEQEIFEK-VKAVIADKLQVEPE-KVTLEARFIEDLGADSLDTVELIMGLEDEFGLEIS 58
S. oleracia EDKAQDISTIQQAADVIEGLLEKKA 83
A. thaliana ESDAQNITTIQEAADLIEDLVQKKP 83
B. rapa EEKAQKIATVEQAAELIEELMQAKK 83
S. aureus DEEAEKINTVGDAVKFINSLEK-—-- 77
L. pneumophila DEKAEKITTIQEAIDYIESNLNKEE 81
P. aeruginosa DEKAEKITTVQEAIDYIVAPQQ--- 78
E. coli 0157 DEEAEKITTVQAAIDYINGHQA--- 78
D. radiodurans DEAAETIRTVQAAVDYIDNNQ--—-- 79
T. thermophilus DEEAEKIRTVKDAVEYIKAKLG--- 80

Sequence accession codes

A. thaliana: NP_194235
B. rapa: CAA49802

S. aureus: NP_371756
L. pneumophila: YP_095425
P. aeruginosa: AAB94392

E. coli 0157: NP_287228
D. radiodurans: NP_295665
T. thermophilus: YP_004021



