Suppl. Table VII: Up and down regulated genes after exposureto TNF-a + | FN-y for 24h detected by array analysis

probe

1367973_at
1369814 _at
1369983 _at
1379935_at
1387969_at
1379365_at
1372064 _at
1387316_at
1373544 _at
1382454 _at
1372478_at
1368375_a_at
1369665_a_at
1379499 _at
1389014 _at
1368044 _at
1374279_at
1379810_at

1398752_at
1382227_at
1368194 _at
1370693_a_at
1387897_at
1367777_at
1371152_a_at
1388056_at
1377497 _at
1371012_at
1371421 _at
1395721 _at
1381768_at
1391412_at
1369962_at
1374523 _at
1388988 _at
1390455_at
1379854 _at
1393197_at
1367763_at
1383416_at
1389363 _at
1367589_at
1377755_at
1386926_at
1383303_at
1372782_a_at
1367933_at
1370505_at
1367960_at
1380383_at
1372634 _at
1388394_at
1374661_at

GenBank

NM_031530
AF053312
NM_031116
BF419899
U22520
BF281987
BI296385
NM_030845
AI170387
Al044222
AI137605
AF015718
AJ222813
BF282228
BI297612
NM_022669
BI288244
Al454911

NM_133297
AW533203
NM_133406
M18630
L16532
NM_057197
718877
AF068268
BF419319
AJ245707
BM391873
AW917486
AW535082
AAQ96841
NM_031014
AI231339
AI175070
Al013474
AA996933
BG376055
D13921
AAB99304
AA997430
NM_024398
AI179403
NM_053607
BI282211
BE111787
NM_031011
M86341
NM_019186
AI030650
AI009334
BI282672
AW524523

gene names/functional groups
Cytokine
chemokine (C-C motif) ligand 13
chemokine (C-C motif) ligand 20
chemokine (C-C motif) ligand 5
chemokine (C-C motif) ligand 7
chemokine (C-X-C motif) ligand 10
chemokine (C-X-C motif) ligarid 1
chemokine (C-X-C motif) ligar@l 1
chemokine (C-X-C motif) ligaéhd
chemokine (C-X-C motif) ligand 9
chemokine (C-X-C motif) ligand 9
CKLF-like MARVEL transmembrar@rdiin containing 7
interleukin 15
interleukin 18 (interferonsgerinducing factor)
lymphotoxin beta (TNF superfamilember 3)
nicotinamide phosphoribosylfierase
secretogranin Il (chromogr&)in
small inducible cytokine subfaiij member 1 (endothelial monocyte-activating)
small inducible cytokine subfgrei member 1 (endothelial monocyte-activating)
Enzyme
15 kDa selenoprotein
1-acylglycerol-3-phosphate Qtanysferase 3
1-acylglycerol-3-phosphate Ptamsferase 4 (lysophosphatidic acid acyltraresfer delta)
2',3-cyclic nucleotide 3' phosiesterase
2',3'-cyclic nucleotide 3' phosjisterase
2,4-dienoyl CoA reductase 1gochbndrial
2'5-oligoadenylate synthetad®/46kDa
2'-5' oligoadenylate synthet&se
2'-5"-oligoadenylate synthelikse-
2-hydroxyacyl-CoA lyase 1
3-oxoacid CoA transferase 1
3-phosphoadenosine 5'-phosfiatesaynthase 2
5,10-methenyltetrahydrofolaterstase (5-formyltetrahydrofolate cyclo-ligase)
5'-3' exoribonuclease 2
5-aminoimidazole-4-carboxamitdenucleotide formyltransferase/IMP cyclohydrolase
6-phosphogluconolactonase
abhydrolase domain containirigy 14
abhydrolase domain containing 2
abhydrolase domain containing 5
abhydrolase domain containing 8
acetyl-Coenzyme A acetyltranséetas
acetyl-Coenzyme A acetyltraasfkerl
acireductone dioxygenase 1
aconitase 2, mitochondrial
activating signal cointegrateofinplex subunit 3
acyl-CoA synthetase long-cfaaily member 5
acyl-CoA synthetase medium-cfaaily member 3
adenosine monophosphate dessn@r(isoform L)
adenosylmethionine decarboaylas
ADP-ribosylarginine hydrolase
ADP-ribosylation factor-like 4A
ADP-ribosylation factor-like 4D
ADP-ribosylhydrolase like 2
alanyl-tRNA synthetase
aldehyde dehydrogenase 16 faméynber A1

Symbol

CCL13
CCL20
CCL5
CCL7
CXCL10
CXCL11
CXCL16
CXCL2
CXCL9
CXCL9
CMTM7
IL15
IL18
LTB
NAMPT
SCG2
SCYE1
SCYE1

SEP15
AGPAT3
AGPAT4

CNP
CNP
DECR1
OAS1
OAS1B
OASL
HACL1
OXCT1
PAPSS2
MTHFS
XRN2
ATIC
PGLS
ABHD14B
ABHD2
ABHD5
ABHD8
ACAT1
ACAT1
ADI1
ACO2
ASCC3
ACSL5
ACSM3
AMPD2
AMD1
ADPRH
ARL4A
ARLAD
ADPRHL2
AARS
ALDH16A1

FC

124,1
14,9
182,1
7,4
188,8
151,4
24,7
6,6
288,0
334,7
-1,7
20,4
2,2

48,0
3,8

-1,9
17
2,1

-1,7
-4,3
18
1,9
2,5
-2,2
13,2
6,5
17,6
-2,5
-2,4
5,2
2,0
1,8
1,7
2,1
-2,4
7,1
5,3
-1,8
-4,4
-2,9
-1,8
-1,8
2,2
2,2
-3,6
-2,0
-1,6
-1,9
3,2
2,1
2,5
1,8
18

localization

Extracellular Space
Extracellular Space
Extracellular Space
Extracellular Space
Extracellular Space
Extracellular Space
Extracellular Space
Extracellular Space
Extracellular Space
Extracellular Space
Extracellular Space
Extracellular Space
Extracellular Space
Extracellular Space
Extracellular Space
Extracellular Space
Extracellular Space
Extracellular Space

Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Unknown
Unknown
Cytoplasm
Cytoplasm

Cytoplasm
Cytoplasm
Nucleus
Unknown
Cytoplasm
Cytoplasm
Unknown
Cytoplasm
Unknown
Cytoplasm
Cytoplasm
Nucleus
Cytoplasm
Nucleus
Cytoplasm
Cytoplasm
Unknown
Unknown
Unknown
Nucleus
Nucleus
Cytoplasm
Cytoplasm
Unknown




1368365_at
1387344 _at
1371567_at
1386998_at
1371772_at
1377375_at
1367982_at
1372736_at
1388417_at
1383278_at
1368916_at
1372255_at
1375973 _at
1375595_at
1368244 _at
1374459 _at
1382019_at
1374437_at
1372421 _at
1370113 _at
1386773_at
1388617_at
1370869_at
1388680_at
1394264 _at
1372372_at
1392847_at
1367995_at
1368826_at
1368248_at
1388400_at
1388286_a_at
1368419_at
1368420_at
1368418 a_at
1383313_at
1388977_at
1373561_at
1374537_at
1374190_at
1369967_at
1367632_at
1387446_at
1389135_at
1388855_at
1367755_at
1379344 _at
1370808_at
1370827_at
1387914 _at
1397405_at
1397529 _at
1371362_at
1375901 _at
1376739_at
1368619_at
1387048 _at
1371837_at

NM_031731
Al407458
Al411279
NM_012497
Al410425
AAQ44898
NM_024484
BG374196
BI281876
BF558819
NM_021577
BF283284
Al600108
A1231433
NM_080890
Al178448
AA998062
BF419336
AA943766
NM_023987
BF524794
AW914746
AI102790
BM385686
BF558607
BG372437
BE118227
NM_012520
NM_012531
NM_031242
BG375350
138482
AF202115
NM_012532
AF202115
BE120149
BM390401
Al012498
Al406533
BG380750
NM_130755
NM_017073
NM_022950
AW140637
BI284428
NM_052809
AI176057
J03867
AF307840
M73231
BM385221
BI296754
BI285402
AI178527
AW?252511
NM_031630
NM_053563
AAB51926

aldehyde dehydrogenase 3 faméymnber A2

aldehyde dehydrogenase 6 famiynber A1

aldehyde dehydrogenase 7 famiéynber A1

aldolase C, fructose-bisphdspha

alkB, alkylation repair homo®(E. coli)
aminoadipate-semialdehyde sgatha

aminolevulinate, delta-, sysehh

amylo-1, 6-glucosidase, 4-afpheanotransferase

anaphase promoting complex subun

ArfGAP with GTPase domain, ankwpeat and PH domain 1
argininosuccinate lyase

arginyl-tRNA synthetase

ariadne homolog, ubiquitin-cgajfing enzyme E2 binding protein, 1 (Drosophila)
ariadne homolog, ubiquitin-cgajing enzyme E2 binding protein, 1 (Drosophila)
arsenic (+3 oxidation statdhyieansferase

asparagine-linked glycosylafipalpha-1,3-mannosyltransferase homolog (S. ceis®)i
asparagine-linked glycosyla&ipdolichyl-phosphate beta-glucosyltransferase Hog(S. cerevisiae)
asparaginyl-tRNA synthetase

aspartylglucosaminidase

baculoviral IAP repeat-contajr

biotinidase

biphenyl hydrolase-like (sehipérolase)

branched chain aminotransferasgtosolic

C1GALT1-specific chaperone 1

carbohydrate (N-acetylglucosai®®) sulfotransferase 6
carboxymethylenebutenolidaselwgniPseudomonas)

Cas-Br-M (murine) ecotropiconetal transforming sequence-like 1
catalase

catechol-O-methyltransferase

CDP-diacylglycerol synthase¢phatidate cytidylyltransferase) 1
cell division cycle 34 homolBgderevisiae)

cell division cycle 34 homolBgderevisiae)

ceruloplasmin (ferroxidase)

ceruloplasmin (ferroxidase)

ceruloplasmin (ferroxidase)

checkpoint with forkhead ang filmger domains
choline/ethanolamine phosphstkeaase 1

chondroitin polymerizing factor

chondroitin sulfate synthase 1

citrate lyase beta like

citrate synthase

coiled-coil domain containig 9

core 1 synthase, glycoproteatétylgalactosamine 3-beta-galactosyltransfefase,
CTP synthase Il

cullin 1

cysteine dioxygenase, type |

cytochrome b-245, beta polypepti

cytochrome b5 reductase 3

cytochrome b5 reductase 4

cytochrome P450, family 27, subjaf) polypeptide 1

DEAD (Asp-Glu-Ala-Asp) box padytide 17

DEAD (Asp-Glu-Ala-Asp) box paytide 17

DEAD (Asp-Glu-Ala-Asp) box paytide 17

DEAD (Asp-Glu-Ala-Asp) box podypide 21

DEAD (Asp-Glu-Ala-Asp) box padytide 24

DEAD (Asp-Glu-Ala-Asp) box pmptide 25

DEAD (Asp-Glu-Ala-Asp) box pudptide 39

DEAD (Asp-Glu-Ala-Asp) box podypide 5

ALDH3A2
ALDH6A1
ALDH7A1
ALDOC
ALKBH3
AASS
ALAS1
AGL
ANAPC5
AGAP1
ASL
RARS
ARIH1
ARIH1
AS3MT
ALG2
ALG5
NARS
AGA
BIRC3
BTD
BPHL
BCAT1
C1GALT1C1
CHST6
CMBL
CBLL1
CAT
COMT
CDS1
CDC34 (includes EG:299602
CDC34 (includes EG:299602
CP
CP
CP
CHFR
CEPT1
CHPF
CHSY1
CLYBL
Cs
CCDC92 (includes EG:80212
C1GALT1
CTPS2
cuLl
CDO1
CYBB
CYB5R3
CYB5R4
CYP27A1
DDX17
DDX17
DDX17
DDX21
DDX24
DDX25
DDX39
DDX5

23
2.2
-3,0
3.8
1,9
5,0
1,9
41
1,8
3.1
2,0
2,7
3,0
3,6
2.7
1,6
1,8
2.3
25
53,0
-4,0
3.2
7,1
2,6
5,3
1,6
1,7
2,1
2,9
2,0
23
2.4
42,0
55,0
60,3
1,7
2,2
2.4
1,9
-8,9
2,8
2,0
21
2.3
1,6
32
2,5
17,4
1,6
315
-4,2
25
1,8
1,6
1,5
-32
2,4
23

Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Nucleus
Cytoplasm
Cytoplasm
Unknown
Nucleus
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Unknown
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Extracellular Space
Cytoplasm
Cytoplasm
Unknown
Cytoplasm
Unknown
Nucleus
Cytoplasm
Cytoplasm
Cytoplasm
Nucleus
Nucleus
Extracellular Space
Extracellular Space
Extracellular Space
Nucleus
Cytoplasm
Cytoplasm
Cytoplasm
Unknown
Cytoplasm
Cytoplasm
Extracellular Space
Unknown
Nucleus
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus




1390688 _at
1391463_at
1381556_at
1393432_a_at
1374299 _at
1390172_at
1373240_at
1370814 _at
1379420_at
1387865_at
1385439 _x_at
1385276_a_at
1373201_at
1387141 _at
1393611 at
1387780_at
1368064_a_at
1370845_at
1373912_at
1389207_at
1375739_at
1374399_at
1377729 _at
1388108_at
1386885_at
1376315_at
1372592_at
1383346_at
1392508 _at
1373393_at
1371611_at
1373147_at
1372969_at
1392469_at
1389320_at
1370820_at
1399133 _at
1388470_at
1370234 _at
1398828_at
1384344 _at
1367737_at
1376249_at
1368314 _at
1368307_at
1372859 _at
1389265_at
1371894 _at
1373669_at
1373366_at
1367901_at
1369462_at
1370200_at
1387878_at
1372523 _at
1370030_at
1367805_at
1370375_at

AAT799576
AI575264
BI303853
AAB99840
BF398414
Al409946
BI276935
AB062758
Al145019
Al411157
BF417541
AAB18849
Al412898
NM_023023
AA9B4538
NM_032079
U31884
BI288690
AI170859
BI282122
BF395171
AAB01107
BG668988
BE116152
NM_022594
BI282297
Al411391
BF387821
BE119831
BM384468
BM387363
Al145387
BI289651
AI102773
BF419881
AF393484
AW520767
AAB92772
AAB93484
U09386
Al060231
NM_012562
BM389993
NM_031756
NM_130423
Al598958
BI284270
Al409037
BG374650
BM389337
NM_017015
NM_012563
BI284411
AW916644
AAB92770
NM_017305
NM_012569
J05499

DEAD (Asp-Glu-Ala-Asp) box potygide 50

DEAD (Asp-Glu-Ala-Asp) box podypide 58

DEAD (Asp-Glu-Ala-Asp) box paytide 60

DEAH (Asp-Glu-Ala-His) box yyméptide 36

DEAH (Asp-Glu-Ala-His) box payide 9
dehydrogenase E1 and transketdlamain containing 1
dehydrogenase/reductase (SDiyYanember 3
dehydrogenase/reductase (SDiR/Yanember 4
dehydrogenase/reductase (SDiR/fanember 7
deoxyuridine triphosphatase

DEXH (Asp-Glu-X-His) box paypide 58

DEXH (Asp-Glu-X-His) box pciyptide 58
dihydrolipoamide branched ch@nsacylase E2
dihydropyrimidinase-like 5

DNA helicase HEL308

DnaJ (Hsp40) homolog, subfafjimember 2

dopa decarboxylase (aromatiihenacid decarboxylase)
ectonucleoside triphosphateodiptohydrolase 2
ectonucleotide pyrophosphathesffhodiesterase 4 (putative function)
egl nine homolog 1 (C. elegans)

EH-domain containing 4

EH-domain containing 4

elongation of very long chaiity facids (FEN1/Elo2, SUR4/El03, yeast)-like 4
ELOVL family member 6, elongatiblong chain fatty acids (FEN1/Elo2, SUR4/Eld&| yeast)
enoyl Coenzyme A hydrataserbxsomal

ER degradation enhancer, matesesialpha-like 2

ES cell expressed Ras

excision repair cross-compleémgnbdent repair deficiency, complementation grdup
exoribonuclease 1

exostoses (multiple) 1

exostoses (multiple) 2

F-box and leucine-rich repeatgin 3

F-box and leucine-rich repeatiepm 3

F-box and WD repeat domain coinig 2

F-box protein 25

F-box protein 6

F-box protein 7

F-box protein 9

fibronectin 1

FK506 binding protein 1A, 12kDa

FK506 binding protein 7

fucosidase, alpha-L- 1, tissue

fucosidase, alpha-L- 2, plasma

gamma-glutamyl carboxylase
gamma-glutamyltransferase 7

GDP-mannose pyrophosphorylase A

glucan (1,4-alpha-), branchmyme 1

glucosamine (N-acetyl)-6-suffata
glucosamine-6-phosphate deaenthas

glucosidase, alpha; neutral AB

glucuronidase, beta

glutamate decarboxylase 2 (patic islets and brain, 65kDa)
glutamate dehydrogenase 1

glutamate dehydrogenase 1

glutamate-cysteine ligase, yiatadubunit
glutamate-cysteine ligase, fieodiubunit

glutaminase

glutaminase 2 (liver, mitochomdria

DDX50
DDX58
DDX60
DHX36
DHX9
DHTKD1
DHRS3
DHRS4
DHRS7 (includes EG:51635)
DUT (includes EG:497778)
DHX58
DHX58
DBT
DPYSL5
HEL308
DNAJA2
DDC
ENTPD2
ENPP4
EGLN1
EHD4
EHD4
ELOVL4
ELOVL6
ECH1
EDEM2
ERAS
ERCC4
THEX1
EXT1
EXT2
FBXL3
FBXL3
FBXW2
FBXO25
FBXO6
FBXO7
FBXO9
FN1
FKBP1A
FKBP7
FUCA1
FUCA2
GGCX
GGT7
GMPPA
GBE1
GNS
GNPDA2
GANAB
GUSB
GAD2
GLUD1
GLUD1
GCLC
GCLM
GLS
GLS2

15
14,7
103,4
-2,0
-1,7
-1,9
-2,9
9,1

-2,2
-2,6
11,8
17,1
-1,9
-1,9
-3,1
1,7
-7,2
2,7
2,8
2,9
4,7
59
-1,6
-2,8
-1,6
-3,1
-1,9
-1,5
1,7
2,0
-1,6
-1,5
1,7
1,7
-2,5
3,2
2,4
-2,0
-19,5
15
-2,1
-2,6
-2,9
-1,9
-1,8
-1,7
1,7
1,7
2,4
-2,2
-2,0
5,3
-3,2
-2,3
2,3
2,2
-3,4
-2,8

Nucleus
Cytoplasm
Unknown
Unknown
Nucleus
Unknown
Cytoplasm
Cytoplasm
Unknown
Unknown
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Nucleus
Nucleus
Cytoplasm
Cytoplasm
Unknown
Cytoplasm
Plasma Membrane
Plasma Membrane
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Plasma Membrane
Nucleus
Unknown
Cytoplasm
Cytoplasm
Nucleus
Nucleus
Cytoplasm
Unknown
Cytoplasm
Cytoplasm
Cytoplasm
Plasma Membrane
Cytoplasm
Cytoplasm
Cytoplasm
Extracellular Space
Cytoplasm
Unknown
Unknown
Cytoplasm
Cytoplasm
Unknown
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm




1377761 _at
1367705_at
1386908_at
1367870_at
1374070_at
1387023_at
1389832_at
1388122_at
1398296_at
1374541 _at
1368187_at
1388887_at
1380833 _at
1387906_a_at
1369897_s_at
1374489 _at
1382351 _at
1370976_at
1367732_at
1377739_at
1392905_at
1387342_at
1368332_at
1385051_at
1382902_at
1370080_at
1373222_at
1395533 _at
1388158_at
1370237_at
1369986_at
1387631_at
1376191 _at
1387608_at
1399123 at
1375796_at
1376151_a_at
1397304_at
1377950_at
1373992_at
1390507_at
1372070_at
1379339_at
1370865_at
1380561_at
1368878_at
1389472_at
1373809_at
1370218_at
1390561_at
1372884 _at
1368075_at
1371923 _at
1372006_at
1380474 _at
1371662_at
1369868_at
1372790_at

BI296057
AF319950
NM_022278
NM_032614
AA800587
NM_031154
BE113459
X02904
NM_032615
BM392117
NM_133298
AI178222
AI045802
AF107845
BI277035
BF282573
AI069972
BE118966
U34958
AI576549
BF552733
BM389548
NM_133624
BE108569
AA943147
NM_012580
AI230271
BF552813
BG057565
AAT99574
NM_033349
NM_024390
AA848820
NM_023973
BI302415
BI300770
Al407953
AWS525366
AA955213
Al408440
BI296097
BM389261
BM390448
BI277627
BI287928
NM_053539
AI169015
BI296325
AA848319
BF282191
BG381486
NM_012732
BG380281
BM391274
AI013470
AAB92250
NM_053946
BG671530

glutamine-fructose-6-phosphatesaminase 2
glutaredoxin (thioltransferase)

glutaredoxin (thioltransferase)

glutaredoxin 3

glutathione peroxidase 2 (gaggstinal)

glutathione S-transferase ifmuacle)

glutathione S-transferase orhega

glutathione S-transferase pi 1
glycerophosphodiester phospbteiase 1

glycogen synthase 1 (muscle)

glycoprotein (transmembrand) nm

glycoprotein, alpha-galactoaypbferase 1
glycosylphosphatidylinositolcfie phospholipase D1
GNAS complex locus

GNAS complex locus

GTP binding protein 2

GTP binding protein overexprésseskeletal muscle
GTPase activating protein (St#8aih) binding protein 1
guanine nucleotide binding pra@iprotein), beta polypeptide 1
guanine nucleotide binding pnof@ protein), gamma 12
guanine nucleotide binding prdt@ protein), gamma 2
guanine nucleotide binding [mg® protein), gamma 5
guanylate binding protein &rferon-inducible
guanylate binding protein 4

hect domain and RLD 6

heme oxygenase (decycling) 1

hexosaminidase A (alpha polygept

histidyl-tRNA synthetase

HLA-B associated transcript 1
hydroxyacyl-Coenzyme A dehydnage
hydroxyacylglutathione hydmlas
hydroxyprostaglandin dehydrageri5-(NAD)
hydroxyprostaglandin dehydrogeri®-(NAD)
indoleamine-pyrrole 2,3 dioxyge

integrator complex subunit 6

interferon gamma induced GTPase

interferon gamma induced G&Pas

interferon gamma induced GTPase

interferon inducible GTPase 1

interferon inducible GTPase 1

interferon stimulated exonueegne 20kDa
interferon, gamma-inducible girn80
isochorismatase domain coni@ihin

isocitrate dehydrogenase 3 (NAjamma
isoleucyl-tRNA synthetase 2patibndrial
isopentenyl-diphosphate dettaérase 1

KIAA0859

KIAA1279

lactate dehydrogenase B

ligase IV, DNA, ATP-dependent
like-glycosyltransferase

lipase A, lysosomal acid, dtelel esterase
lysophosphatidylcholine acyitfenase 1

lysyl oxidase-like 2

lysyl oxidase-like 2

lysyl-tRNA synthetase

magnesium transporter 1

malate dehydrogenase 1, NADH&)!

GFPT2
GLRX
GLRX
GLRX3
GPX2
GSTM2
GSTO1
GSTP1
GDE1
GYS1
GPNMB
GGTA1
GPLD1
GNAS
GNAS
GTPBP2
GEM
G3BP1
GNB1
GNG12
GNG2
GNG5
GBP2

GBP4 (includes EG:115361)

HERC6
HMOX1
HEXA
HARS
BAT1
HADH
HAGH
HPGD
HPGD
INDO
INTS6
IGTP
IGTP
IGTP
IIGP1
IIGP1
ISG20
IFI30
ISOC1
IDH3G
IARS2
IDI1
KIAA0859
KIAA1279
LDHB
LIG4
LARGE
LIPA
LPCAT1
LOXL2
LOXL2
KARS
MAGT1
MDH1

15
-10,5
-4,5
2,4
10,7
-8,3
1,6
6,3
-4,5
2,6
7,3
-1,5
-1,9
-3,1
-2,9
6,8
-3,1
1,9
2,6
35
-2,5
34
615,9
123,4
22,1
7,1
-1,6
-4,9
1,7
-6,4
-3,4
-10,5
-3,9
19,8
-1,8
11,2
16,1
98,7
142,2
370,8
3,5
2,0
2,4
-1,5
-2,0
-2,3
15
-3,8
-2,2
-1,8
-1,8
7,2
-4,3
-3,4
-2,0
3,4
-1,6
-3,4

Unknown
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Plasma Membrane
Cytoplasm

Plasma Membrane
Cytoplasm
Cytoplasm

Plasma Membrane
Plasma Membrane
Unknown

Plasma Membrane
Nucleus

Plasma Membrane
Plasma Membrane
Plasma Membrane
Plasma Membrane
Cytoplasm

Cytoplasm

Unknown
Cytoplasm
Cytoplasm
Cytoplasm
Nucleus
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Nucleus
Cytoplasm
Cytoplasm
Cytoplasm
Unknown
Unknown

Nucleus
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Unknown
Unknown
Cytoplasm

Nucleus
Cytoplasm
Cytoplasm
Cytoplasm
Extracellular Space
Extracellular Space
Cytoplasm
Extracellular Space
Cytoplasm




1367653 _a_at
1383574 _at
1374696_at
1388667_at
1377463 _at
1388699_at
1371875_at
1367796_at
1395741 _at
1370129 _at
1383025_at
1371031 _at
1376852_at
1368181 _at
1393152_at
1397644 _at
1379858_at
1373241_at
1377493 _at
1371717_at
1368514 _at
1374725_at
1372863 _at
1387866_at
1371725_at
1374606_at
1387283 _at
1369202_at
1371015_at
1397556_at
1369077_at
1387599 _a_at
1391126 _at
1389288_at
1371323 _at
1371346_at
1371314 _at
1387859_at
1371483 _at
1387667_at
1398049_at
1375522_at
1372364_a_at
1384009_at
1372763 _at
1392522_at
1368173 at
1368311_at
1370543 _at
1388758_at
1370163_at
1376118_at
1370236_at
1371697_at
1367687_a_at
1379665_at
1383666_at
1389655_at

NM_033235
Al502956
AI170182
AI178793
BE099244
BE114558
BM388852
NM_030861
BF548107
NM_131904
BE097791
Al454484
BI274460
NM_022508
Al007821
BI278369
AA955134
AW252569
BM386301
AAQ43135
NM_013198
AW252811
BF409872
AI178160
BM392410
BF283073
NM_134350
NM_017028
X52711
BF563329
NM_053407
J02679
BG379351
BI279838
BG666002
Al104528
BM389736
Al410876
AAB91872
L12562
BF405475
Al010491
AA894101
Al535383
Al407545
AA925790
NM_021754
NM_012861
U76557
Al009074
BF281299
BE109604
AI234353
BI278288
M25719
AI177835
BG378435
AAB92330

malate dehydrogenase 1, ISAIDK]e)
mannosidase, alpha, class 1fxbeel
mannosidase, alpha, class 1Abee2
mannosidase, alpha, class 2fbeel
mannosidase, alpha, class 2@bere2
mannosidase, alpha, class 2Bberel
mannosidase, beta A, lysosomal

mannosyl (alpha-1,3-)-glycagmbeta-1,2-N-acetylglucosaminyltransferase
meningioma expressed antigepaufonidase)
meningioma expressed antidageuronidase)
meningioma expressed antigepaufonidase)
methionine adenosyltransferaaipta
methylcrotonoyl-Coenzyme A caytase 1 (alpha)
methylenetetrahydrofolate dedgghase (NADP+ dependent) 1, methenyltetrahyditeayclohydrolase, formyltetrahydrofolate syntketd
methylmalonyl Coenzyme A mutase

methylthioadenosine phosphaylas

methyltransferase like 2B

mitochondrial ribosomal protel®

mitochondrial translation optition 1 homolog (S. cerevisiae)

mitofusin 1

monoamine oxidase B

Mov10, Moloney leukemia virus i@molog (mouse)

MYC binding protein 2

myosin IXB

myosin, heavy chain 9, non-neuscl

MYST histone acetyltransferase 1

myxovirus (influenza virus)sesice 1, interferon-inducible protein p78 (mouse)

myxovirus (influenza virusjsemce 1, interferon-inducible protein p78 (mouse)

myxovirus (influenza virus) remise 2 (mouse)

N-acetyltransferase 13 (GCNfead)

N-acylsphingosine amidohydeo(asid ceramidase) 1

NAD(P)H dehydrogenase, quinone 1

NADH dehydrogenase (ubiquinaredpha subcomplex, 12

NADH dehydrogenase (ubiquindrepha subcomplex, 2, 8kDa

NADH dehydrogenase (ubiquinaredpha subcomplex, 4, 9kDa

NADH dehydrogenase (ubiquindnie¢ta subcomplex, 6, 17kDa

neural precursor cell expresiagelopmentally down-regulated 4

NFS1 nitrogen fixation 1 homd8gcerevisiae)

nicotinamide nucleotide transbgenase

nitric oxide synthase 2, inducible

nitrilase 1

N-myristoyltransferase 1

N-terminal asparagine amidase

nuclear prelamin A recognitiactér

nuclear undecaprenyl pyrophdspdyathase 1 homolog (S. cerevisiae)

nuclear undecaprenyl pyrophdspdianthase 1 homolog (S. cerevisiae)

nucleolar protein NOP5/NOP58

0O-6-methylguanine-DNA methyisfarase

O-linked N-acetylglucosamine (@lcNransferase (UDP-N-acetylglucosamine:polypepfidacetylglucosaminyl transferase)
O-linked N-acetylglucosaminec{®\c) transferase (UDP-N-acetylglucosamine:polyjupN-acetylglucosaminyl transferase)
ornithine decarboxylase 1

OTU domain, ubiquitin aldehyideling 2

palmitoyl-protein thioesterase 1

patatin-like phospholipase domantaining 2

peptidylglycine alpha-amidatimanooxygenase

peptidylprolyl isomerase donzaid WD repeat containing 1

peptidyl-tRNA hydrolase 1 homd®. cerevisiae)

peptidyl-tRNA hydrolase 2

MDH1
MAN1A1
MAN1A2
MAN2A1
MAN2A2
MAN2B1
MANBA
MGAT1
MGEA5
MGEA5
MGEA5
MAT1A
MCCC1
MTHFD1
MUT
MTAP (includes EG:298227)
METTL2B
MRPL49
MTO1
MFN1
MAOB
MOV10
MYCBP2
MYO9B
MYH9
MYST1
MX1
MX1
MX2
NAT13
ASAH1
NQO1
NDUFA12
NDUFA2
NDUFA4
NDUFB6
NEDD4
NFS1
NNT
NOS2
NIT1
NMT1
NTAN1
NARF
NUS1 (includes EG:52014)
NUSL1 (includes EG:52014)
NOP5/NOP58
MGMT
OGT
OGT
OoDC1
OTUB2
PPT1
PNPLA2
PAM
PPWD1
PTRH1
PTRH2

-1,9
4,7
3,7
-2,8
2,2
-2,2
3,0
-1,6
-1,7
6,1
9,6
3,5
-1,8
5,2
-1,8
2,7
1,6
-1,9
3,2
2,2
-5,6
13,6
2,3
2,5
1,8
-1,6
12,2
12,5
31,5
3,2
-2,7
3,8
-4,5
-1,6
-2,1
-1,5
-2,4
2,1
-1,6
57,8
-1,8
2,9
-1,8
-2,0
-2,1
5,0
1,9
3,7
-2,2
-1,5
4,3
5,7
-2,4
2,5
-2,4
1,8
2,1
3,3

Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Unknown
Unknown
Unknown
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Unknown
Unknown
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Nucleus
Nucleus
Cytoplasm
Cytoplasm
Nucleus
Nucleus
Nucleus
Nucleus
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Unknown
Cytoplasm
Nucleus
Nucleus
Unknown
Unknown
Nucleus
Nucleus
Cytepla
Clasm
Cytoplasm
Unknown
Cytoplasm
Cytoplasm
Plasma Membrane
Nucleus
Unknown
Cytoplasm




1367591 _at
1368262_at
1389299 _at
1371863_at
1388793_at
1373099_at
1372900_at
1372532_at
1370669_a_at
1368438_at
1384400_at
1391577_at
1378382_at
1371014 _at
1370530_a_at
1369029_at
1373417 _at
1387271_at
1392890_at
1387807_at
1369963 _at
1389784 _at
1399093 _at
1397164 _at
1371595_at
1388883_at
1387268 _at
1380256_at
1391496_at
1382604_at
1399035_at
1383722_at
1371963 _at
1368259_at
1368527_at
1386897_at
1388717_at
1377079_a_at
1369989_at
1377576_at
1398429 _at
1383238_at
1368847_at
1374069_at
1371871 _at
1383089_at
1389692_at
1376409_at
1377669_at
1375985_at
1370055_at
1388800_at
1388823_at
1387186_at
1370913 _at
1367590_at
1369958_at
1373774 _at

NM_022540
NM_021657
BG673255
BM387059
Al408261
BI284221
BI274156
BI289477
AB027156
NM_022236
BM389421
BI293450
AI230014
BE097028
AB000779
NM_057194
BI285973
NM_053674
BG663460
NM_031763
NM_053654
AI177507
BM392394
AIL75779
BM384301
BF281976
NM_031773
BE103946
AA819635
BE117925
BE097233
H33436
BF395042
NM_017043
U03389
NM_024363
BM384163
BF386283
NM_022601
AAB91800
AAB93184
Al060136
NM_017359
BE118560
Al409731
BM386264
BM391905
AIL76677
BM389524
BF282984
M83681
Al406667
BI274642
NM_053458
Al409634
NM_053439
NM_022542
Al412619

peroxiredoxin 3

PH domain and leucine richaepmtein phosphatase

phosphate cytidylyltransferasidline, alpha
phosphatidylglycerophosphatthage 1

phosphatidylinositol glycan andbiosynthesis, class Q
phosphatidylinositol glycan amdfiosynthesis, class S
phosphatidylinositol glycan amd¥iosynthesis, class T
phosphatidylinositol transfet@in, membrane-associated 2
phosphodiesterase 10A

phosphodiesterase 10A

phosphodiesterase 4C, cAMPfpgehosphodiesterase E1 dunce homolog, Drosophila
phosphoglycerate mutase faméiyber 5

phosphoglycerate mutase fangimber 5

phospholipase C, beta 1 (phospditide-specific)

phospholipase D1, phosphatidiphe-specific

phospholipid scramblase 1

phospholipid scramblase 3

phytanoyl-CoA 2-hydroxylase

platelet-activating factor dbgtrolase, isoform Ib, alpha subunit 45kDa
platelet-activating factor gbgtirolase, isoform Ib, alpha subunit 45kDa
platelet-activating factor @bgtrolase, isoform Ib, gamma subunit 29kDa
pogo transposable element Witk @omain

polyamine oxidase (exo-N4-amino)

polymerase (DNA directed), alpt{a0kD subunit)

polymerase (DNA directed), aplf@0kD subunit)

polymerase (DNA-directed), delta

polymerase (RNA) | polypepBdd28kDa

polymerase (RNA) Ill (DNA diegt) polypeptide C (62kD)

polymerase (RNA) Il (DNA dired) polypeptide F, 39 kDa

polymerase (RNA) Ill (DNA diezt} polypeptide G (32kD)

polymerase (RNA) Il (DNA dieztt polypeptide H (22.9kD)

proline synthetase co-transctioetblog (bacterial)

propionyl Coenzyme A carboxylaksa polypeptide
prostaglandin-endoperoxidehsyet 1 (prostaglandin G/H synthase and cyclooxyggna
prostaglandin-endoperoxide syatBgprostaglandin G/H synthase and cyclooxygenase)
protein arginine methyltrarasferl

protein O-fucosyltransferase 2

protoporphyrinogen oxidase

pyridoxamine 5'-phosphate @dda

pyrophosphatase (inorganic) 2

pyruvate dehydrogenase compterponent X

gueuine tRNA-ribosyltransferhse

RAB10, member RAS oncogenefami

RAB11A, member RAS oncogeneyami

RAB12, member RAS oncogene famil

RAB21, member RAS oncogene yamil

RAB22A, member RAS oncogeneljami

RAB23, member RAS oncogene famil

RAB27A, member RAS oncogeneljami

RAB2B, member RAS oncogene yamil

RAB3D, member RAS oncogene family

RABS5A, member RAS oncogene famil

RAB5B, member RAS oncogene famil

RAB9A, member RAS oncogenelyami

radical S-adenosyl methionimaalo containing 2

RAN, member RAS oncogene family

ras homolog gene family, merBber

Ras-like without CAAX 2

PRDX3
PHLPP
PCYT1A
PGS1
PIGQ
PIGS
PIGT
PITPNM2
PDE10A
PDE10A
PDE4C
PGAM5
PGAM5
PLCB1
PLD1
PLSCR1
PLSCR3
PHYH
PAFAH1B1
PAFAH1B1
PAFAH1B3
POGz
PAOX (includes EG:196743)
POLA2
POLA2
POLD4
POLR1B
POLR3C
POLR3F
POLR3G
POLR3H
PROSC
PCCA
PTGS1
PTGS2
PRMT1
POFUT2
PPOX
PNPO
PPA2
PDHX
QTRT1
RAB10
RAB11A
RAB12
RAB21
RAB22A
RAB23
RAB27A
RAB2B
RAB3D
RAB5A
RAB5B
RAB9A
RSAD2
RAN
RHOB
RIT2

16
2,2
1,6
26
-4,0
1.8
1,7
2,0
43
2,6
2,6
1,5
1,6
1,6
2,8
32
3.4
21
25
1,8
2,3
1,6
1,9
2,7
9,4
43
1,8
2,0
-1,6
1,7
17
-4.9
15
7.4
1,7
1,8
31
2.1
1,7
2,0
2,1
1,8
1,6
1,7
1,9
2,5
2,1
1,7
2,9
-1,8
2,0
1,6
2,0
2,6
150,8
2,2
2,4
6,9

Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Plasma Membrane
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Nucleus
Cytoplasm
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Nucleus
Cytoplasm
Cytoplasm
Unknown
Cytoplasm
Cytoplasm
Unknown
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Plasma Membrane
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Unknown
Nucleus
Cytoplasm
Plasma Membrane




1383699_at
1371723 _at
1373427_at
1372133 _at
1382058 _at
1384391 _at
1374680_at
1389217_at
1386062_at
1376066_at
1389632_at
1378181 _at
1375211 _at
1398776_at
1389202_at
1376554 _at
1376440_at
1383679_at
1383004_at
1371844 _at
1373078_at
1367470_at
1398353 _at
1379957_at
1374524 _at
1393256_at
1367593_at
1374457_at
1375441 _at
1372376_at
1387266_at
1390096_at
1382007_at
1381203_at
1370902_at
1388565_at
1371774 _at
1375889_at
1388552_at
1368991 _at
1384106_at
1393919 _at
1387017_at
1373607_at
1370907_at
1387435_at
1370355_at
1386889_at
1388253_at
1373869_at
1374976_a_at
1387926_at
1389309_at
1372510_at
1384331 _at
1370036_at
1370173_at
1370172_at

BG673521
BE110635
BI288816
AAQ55287
BI292115
BE096510
AA858731
Al599568
Al060227
AI103572
AAT799294
BI279714
BM391506
NM_031698
AA944520
BE121079
BF391522
BF411972
BF397074
AW144530
Al409271
AAB51321
AI236260
BE107457
BM384384
AI137711
NM_013027
Al180194
BI278468
BF408879
NM_080905
BF284481
AA9B4563
AAB19246
AI233740
BI289536
AAB93220
A1228536
BI283738
NM_053605
AW141276
AW535116
NM_017136
BF418530
M83143
NM_013029
J02585
BE107760
M15114
Al012418
Al548897
AB052846
AW?251323
Al172302
H31896
NM_031127
BG671549
AAB92254

Ras-like without CAAX 2

Ras-related GTP binding C

Ras-related GTP binding D

related RAS viral (r-ras) oneceghomolog 2

related RAS viral (r-ras) onoegeomolog 2

retinol dehydrogenase 10 éailsir

retinol dehydrogenase 13 (@fisif9-cis)

RFNG O-fucosylpeptide 3-betaeBtdglucosaminyltransferase
Rho family GTPase 3

Rho family GTPase 3

Rho-related BTB domain contajriin

ribonuclease P/MRP 40kDa subunit
ribonuclease T2

ribophorin Il

ribulose-5-phosphate-3-epimerase

ring finger protein 139

ring finger protein 139

ring finger protein 31

S-adenosylhomocysteine hydrblaesé
S-adenosylhomocysteine hydrdikeséa
S-adenosylhomocysteine hydrdikkse

SAR1 homolog A (S. cerevisiae)

SAR1 homolog A (S. cerevisiae)

schlafen family member 13

selenocysteine lyase

selenophosphate synthetase 1

selenoprotein W, 1

serine palmitoyltransferaseg ldmain base subunit 2
seryl-tRNA synthetase

SET domain containing 2

seven in absentia homolog ads(@phila)
SH3-domain GRB2-like endopllin

SH3-domain GRB2-like endopHiin

SH3-domain GRB2-like endopHin

similar to aldo-keto reductaseily 1, member B10
spastic paraplegia 21 (autosmuoaksive, Mast syndrome)
spermidine/spermine N1-acetyfierase 1
spermine synthase

sphingomyelin phosphodiestetaaeid lysosomal
sphingomyelin phosphodieste3aseutral membrane (neutral sphingomyelinase II)
sphingomyelin synthase 1

sphingomyelin synthase 2

squalene epoxidase

ST3 beta-galactoside alphai@ltsansferase 3
ST6 beta-galactosamide alphai@l@tsanferase 1
ST8 alpha-N-acetyl-neuramiaigha-2,8-sialyltransferase 3
stearoyl-CoA desaturase (deles8tdrase)
stearoyl-Coenzyme A desaturase 2
stearoyl-Coenzyme A desaturase 2

sterol O-acyltransferase 1

sterol O-acyltransferase 1

sterol-C5-desaturase (ERG3-8el@saturase homolog, S. cerevisiae)-like
strawberry notch homolog 1 (Bpbda)

sulfiredoxin 1 homolog (S. ciiee)

sulfiredoxin 1 homolog (S. ceiae)s

sulfite oxidase

superoxide dismutase 2, mitabfadn

superoxide dismutase 2, mitottiah

RIT2
RRAGC
RRAGD
RRAS2
RRAS2
RDH10
RDH13
RFNG
RND3
RND3
RHOBTB1
RPP40
RNASET2
RPN2
RPE
RNF139
RNF139
RNF31

AHCYL1
AHCYL1
AHCYL2
SAR1A
SARIA
SLFN13
SCLY
SEPHS1
SEPW1
SPTLC2
SARS
SETD2
SIAH1
SH3GLB1
SH3GLB1
SH3GLB1
TCAG7.1260
SPG21
SAT1
SMS
SMPD1
SMPD3
SGMS1
SGMS2
SQLE
ST3GAL3
ST6GAL1
ST8SIA3
SCD
SCD2
SCD2
SOAT1
SOAT1
SC5DL
SBNO1
SRXN1
SRXN1
SUOX
SOD2
SOD2

1,9
3,3
4,2
2,7
2,8
3,7
1,9
2,0
2,7
3,0
33
2,0
1,6
1,6
1,6
1,7
2,9
2,6
3,4
1,8
2,1
21
2,3
23,8
6,4
1,6
1,9
2,3
2,4
1,7
2,2
2,0
2,4
2,6
16,2
3,6
8,7
2,0
1,7
2,2
8,6
4,0
15
15
-4,8
25
2,1
3,4
-1,6
-4,0
2,2
21
2,2
2,9
44
-8,0
5,5
9,2

Plasma Membrane
Cytoplasm
Cytoplasm
Plasma Membrane
Plasma Membrane
Unknown
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Unknown
Nucleus
Extracellular Space
Cytoplasm
Unknown
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Unknown
Cytoplasm
Cytoplasm
Nucleus
Cytoplasm
Unknown
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Nucleus
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Plasma Membrane
Cytoplasm
Unknown
Cytoplasm
Cytoplasm
Cytoplasm
Plasma Membrane
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Unknown
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm




1375981_a_at
1390198_at
1398762_at
1372008_at
1376999_at
1398839_at
1398844 _at
1367510_at
1386958_at
1372145_at
1388650_at
1372868_at
1378675_at
1377854 _at
1374133 _at
1395124 at
1388574 _at
1398994 _at
1372009_at
1392199 at
1373409_at
1372888_at
1376862_at
1373495_at
1371764 _at
1375642_at
1399160_a_at
1388798_at
1375663_at
1373037_at
1372788 _at
1376314 _at
1372119 _at
1379633_a_at
1368858_at
1368346_at
1387206_at
1367938_at
1388410_at
1387554 _at
1368245_at
1372578_at
1389253 at
1388330_at
1368405_at
1387001_at
1390820_at
1370828_at

1376714_at
1388994_at
1374530_at
1374648 _at
1382739_at
1371696_at
1369792_at
1388039 _a_at
1368481_at

AA997899
AW523642
NM_031986
BM385175
BF389721
NM_053800
AA800180
BG381690
U63923
BI289683
BM385445
BF284295
BE119678
Al406343
BG373110
BE101688
BG670966
BI301193
Al407490
BF398981
BI294738
BI294856
BI296848
AW915822
Al411771
AAB92795
U13177
AW921519
AI232346
BI279216
Al144725
Al172148
BM389270
BE096453
121698
NM_133553
NM_031740
NM_031325
AI170679
NM_031796
NM_053845
Al704469
BI289085
BM384958
NM_031093
NM_053821
BE108198
AF228917

Al236072
AW917849
Al010048
BM390626
Al045718
Al412938
U12006
AF283276
NM_012714

suppressor of variegatiorhdrolog 1 (Drosophila)

suppressor of variegation 4e2fidiog 1 (Drosophila)

syndecan binding protein (synje

tafazzin

tankyrase, TRF1-interacting émkglated ADP-ribose polymerase 2
thioredoxin

thioredoxin 2

thioredoxin domain containing 15

thioredoxin reductase 1

threonyl-tRNA synthetase

topoisomerase (DNA) Il alphakDeD

torsin family 3, member A

transglutaminase 3 (E polypepticbtein-glutamine-gamma-glutamyltransferase)
transmembrane protein 62

tRNA isopentenyltransferase 1

tryptophanyl-tRNA synthetase

tryptophanyl-tRNA synthetase

tyrosylprotein sulfotransferase

tyrosyl-tRNA synthetase

ubiquitin protein ligase E3 congmt n-recognin 5

ubiquitin protein ligase E3C

ubiquitination factor E4A (UFB@molog, yeast)

ubiquitination factor E4B (UH@Molog, yeast)
ubiquitin-conjugating enzyme H2(UBC6 homolog, yeast)
ubiquitin-conjugating enzyme E2(UBC6 homolog, yeast)
ubiquitin-conjugating enzyme ERBD6 homolog)
ubiquitin-conjugating enzyme BZDBC4/5 homolog, yeast)
ubiquitin-conjugating enzyme R2QB/BC4/5 homolog, yeast)
ubiquitin-conjugating enzyme E2ative)

ubiquitin-conjugating enzyme B2L

ubiquitin-conjugating enzyme H2Qily member 1
ubiquitin-conjugating enzyme E2Qily member 2

ubiquitin-like modifier activagienzyme 5

ubiquitin-like modifier acting enzyme 7

UDP glycosyltransferase 8

UDP-Gal:betaGIcNAc beta 1,3dabyltransferase, polypeptide 4
UDP-Gal:betaGIcNAc beta 1,4aajesyltransferase, polypeptide 6
UDP-glucose dehydrogenase

UDP-glucose pyrophosphorylase 2
UDP-N-acetyl-alpha-D-galactdearpolypeptide N-acetylgalactosaminyltransferag&&NAc-T5)
ureidopropionase, beta

valyl-tRNA synthetase

vanin 1

vitamin K epoxide reductase derysubunit 1

v-ral simian leukemia viral@gene homolog A (ras related)

v-ral simian leukemia viralayene homolog B (ras related; GTP binding protein)
zinc finger, CCHC domain coirtgii 1

zinc finger, DHHC-type contajnin

G-protein coupled receptor

antagonist of mitotic exit netwb homolog (S. cerevisiae)

frizzled homolog 6 (Drosophila)
frizzled homolog 7 (Drosophila)

G protein-coupled receptor 155

G protein-coupled receptor 19

G protein-coupled receptor 56

G protein-coupled receptor 6

gamma-aminobutyric acid (GABAgceptor, 1

gastric inhibitory polypeptideeptor

SUV39H1
SUV420H1
SDCBP
TAZ
TNKS2
TXN
TXN2
TXNDC15
TXNRD1
TARS
TOP2A
TOR3A
TGM3
TMEM62
TRIT1
WARS
WARS
TPST2
YARS
UBR5
UBE3C
UBE4A
UBE4B
UBE2J1
UBE2J2
UBE2B
UBE2D3
UBE2E2
UBE2F
UBE2L6
UBE2Q1
UBE2Q2
UBA5
UBA7
UGTS8
B3GALT4
B4GALT6
UGDH
UGP2
GALNT5
UPB1
VARS
VNN1
VKORC1
RALA
RALB
ZCCHC11
ZDHHC2

AMN1
FZD6
FzZD7

GPR155

GPR19

GPR56
GPR6

GABBR1
GIPR

45
2,6
1,6

1,7

18

1,7
1,5

2.4
2,3
1,7

-16,3
26

2,5
2,2
2,2
56
6,1
2.4
2,2

3.8

1,7

2,0

1,8
3.8
1,5

-1,6
3,3
47
1,7

17,6
1,6
2.1

2,3
8,1

-4,3

2.1

2,6

37
1,9

33

-4,4
2,4

28

2.3

37

2,0
2,2

21

1,6
-1,6
5,0
-10,8
8,4
1,6
-17,1
-1,8
-8,1

Nucleus
Nucleus
Plasma Membrane
Nucleus
Nucleus
Cytoplasm
Cytoplasm
Unknown
Cytoplasm
Nucleus
Nucleus
Unknown
Cytoplasm
Unknown
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Nucleus
Nucleus
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Unknown
Unknown
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Nucleus
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Plasma Membrane
Cytoplasm
Cytoplasm
Cytoplasm
Nucleus
Nucleus

Plasma Membrane
Plasma Membrane
Plasma Membrane
Plasma Membrane
Plasma Membrane
Plasma Membrane
Plasma Membrane
Plasma Membrane
Plasma Membrane




1369699_at
1389257_at
1370606_at
1377702_at
1385839_x_at
1367550_a_at
1385838_a_at
1387177_at

1368945_at
1387663 _at
1386893_at
1374706_at
1370153 _at
1367817 _at
1368725 _at
1370427 _at
1376425 _at
1378963 _at
1387172_a_at

1368143_at
1387042_at
1368398 _at
1377765_at
1369904_at
1376892_at
1368401_at
1372724 _at
1368005_at
1386750_at
1387441_at
1370111 _at
1368626_at
1387698 _at
1369334_at
1391546_at
1379836_at
1378738 _at
1369017 _at
1369691 _at
1370850_at
1370411 _at
1384238 _at

1381220_at
1371824 _at
1373494 _at
1389029 _at
1372855 _at
1372351 _at
1391229 _at
1368834 _at
1395914 _at
1370819 _at
1370527_a_at
1378282_at
1373823_at

NM_012728
BI288578
U22830
BG380173
BF287928
BI287742
BF287928
NM_017238

NM_017178
NM_031032
NM_017113
BF407916
NM_019216
NM_053707
NM_019147
L06238
BF420705
AA963004
NM_031131

Al013902
NM_012828
NM_031601
AAB48723
NM_012956
AI102061
M85035
BI284904
NM_013138
BF290862
NM_033376
NM_019314
NM_019315
AB043638
NM_031828
Al412209
BF400850
BE097574
NM_053937
NM_013119
AABS5184
AF061266
BM385249

BM383968
AA891949
BE120831
BE108923
BF287135
Al229448

BG381458
AA894330
AAG84862
AB063114
LO7578

BI290750

AA944180

glucagon-like peptide 1 reaepto
LanC lantibiotic synthetase camept C-like 2 (bacterial)
purinergic receptor P2Y, G-protewpled, 1
purinergic receptor P2Y, G-mateupled, 5
TM2 domain containing 1
TM2 domain containing 1
TM2 domain containing 1
vasoactive intestinal pep&deptor 2
Growth factor
bone morphogenetic protein 2
glia maturation factor, beta
granulin
growth differentiation factor 11
growth differentiation factér 1
hepatoma-derived growth fgttigh-mobility group protein 1-like)
jagged 1 (Alagille syndrome)
platelet-derived growth factohalpolypeptide
transforming growth factor, Reta
transforming growth factor, b&ta
transforming growth factetat?
lon channel
annexin A7
calcium channel, voltage-depetdeta 3 subunit
calcium channel, voltage-depend type, alpha 1H subunit
chloride intracellular channel 4
gamma-aminobutyric acid (GABAgceptor, beta 1
glutamate receptor, ionotrophMPA 3
glutamate receptor, ionotropic PAVR
glutamate receptor, ionotrdgimethyl D-aspartate-associated protein 1 (glutarbatding)
inositol 1,4,5-triphosphatepéar, type 3
polycystic kidney disease 22ike
potassium channel, subfamilp&mnber 3
potassium intermediate/smallieotance calcium-activated channel, subfamily Nmer 2
potassium intermediate/smaliileotance calcium-activated channel, subfamily Nmier 3
potassium inwardly-rectifyinguechel, subfamily J, member 11
potassium large conductanc&uoalactivated channel, subfamily M, alpha member 1
potassium voltage-gated chaii@@T-like subfamily, member 2
potassium voltage-gated chaki@dal;like subfamily, member 3
potassium voltage-gated chasimeker-related subfamily, beta member 1
potassium voltage-gated chasakefamily H (eag-related), member 6
sodium channel, voltage-gayee, |11, alpha subunit
sodium channel, voltage-gaigx tll, beta
transient receptor potentiacathannel, subfamily C, member 1
tweety homolog 2 (Drosophila)
Kinase
activin A receptor, type 1A
adenylate kinase 3-like 2
breakpoint cluster region
bromodomain containing 3
bromodomain containing 4
bromodomain containing 4
calcium/calmodulin-dependerteprdinase 1G
calcium/calmodulin-dependentginckinase Il delta
casein kinase 1, delta
casein kinase 1, delta
casein kinase 1, delta
casein kinase 2, alpha primgppptide
CDC28 protein kinase regulasoyunit 2

GLP1R
LANCL2
P2RY1
P2RY5
TM2D1
T™M2D1
TM2D1
VIPR2

BMP2
GMFB

GRN
GDF11
GDF15
HDGF

JAG1
PDGFA
TGFB2
TGFB2
TGFB2

ANXA7
CACNB3
CACNAIH
cLIC4
GABRB1
GRIA3
GRIA2
GRINA
ITPR3
PKD2L2
KCNK3
KCNN2
KCNN3
KCNJ11
KCNMA1
KCNQ2
KCNQ3
KCNAB1
KCNH6
SCN3A
SCN3B
TRPC1
TTYH2

ACVR2A
AK3L2 (includes EG:645619)
BCR
BRD3
BRD4
BRD4
CAMK1G
CAMK2D
CSNK1D
CSNK1D
CSNK1D
CSNK2A2
CKS2 (includes EG:1164)

-2,5
-1,8

-6,5
-2,4
-1,6
-1,6
-1,5
-9,0

23
9,6
4,5
-1,7
6,5
1,7
5,2
2,9
-6,2
-3,4
-2,2

1,6
1,6
-1,6
6,4
-1,9
-5,0
-2,6
2,8
1,8
2,0
-1,6
-1,8
2,7
-2,5
-2,0
-4,5
2,4
-2,1
-4,1
-1,8
-1,9
-2,4
-3,8

2,1
22,2
34
-2,0
-3,5
15
-2,5
2,1
-2,8
2,1
3,7
2,5
6,7

Plasma Membrane
Plasma Membrane
Plasma Membrane
Plasma Membrane
Plasma Membrane
Plasma Membrane
Plasma Membrane
Plasma Membrane

Extracellular Space
Cytoplasm

Extracellular Space
Extracellular Space
Extracellular Space
Extracellular Space
Extracellular Space
Extracellular Space
Extracellular Space
Extracellular Space
Extracellular Space

Plasma Membrane
Plasma Membrane
Plasma Membrane
Cytoplasm
Plasma Membrane
Plasma Membrane
Plasma Membrane
Unknown
Cytoplasm
Unknown
Plasma Membrane
Plasma Membrane
Plasma Membrane
Plasma Membrane
Plasma Membrane
Plasma Membrane
Plasma Membrane
Plasma Membrane
Plasma Membrane
Plasma Membrane
Plasma Membrane
Plasma Membrane
Unknown

Plasma Membrane
Cytoplasm
Cytoplasm
Nucleus
Nucleus
Nucleus
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Unknown




1375987_at
1372536_at
1374911 _at
1373304_at
1367740_at
1390566_a_at
1368088 _at
1388674 _at
1394431 _at
1393044 _at
1383424 _at
1376788_at
1372799 _at
1369686_at
1392588 _at
1380938_at
1377213 _at
1393151 _at
1371710_at
1387312_a_at
1376650_at
1388721_at
1383519_at
1381016_at
1388500_at
1387063_at
1383478_at
1384060_at
1368856_at
1380110_at
1371530_at
1390207_at
1368831_at
1383324 _at
1383645_at
1368273_at
1368886_at
1371446_at
1398441 _at
1375615_at
1397246_at
1389996_at
1374747 _at
1370318_at
1369039_at
1389109_at
1375213 _at
1372182_at
1378506_at
1389723 at
1367725_at
1368106_at
1370585_a_at
1387114 _at
1386992_at
1371578_at
1371835_at
1373951 _at

AW525194
AI105042
AW?251534
BM392002
M14400
BI301453
NM_080885
Al010427
AI704014
BF282370
BI276216
AAB18353
BF285179
u78857
BG664535
BE106206
BI280353
BG668816
BM391283
NM_012565
BF399323
BG380282
BI294137
BI288152
AI180252
NM_021660
BG671504
BG663208
NM_031514
A1229643
BF281337
BM390283
NM_130749
AI703599
BF411062
NM_031622
NM_013055
BI283703
AA957410
AI575310
BE102996
Al406369
BM384279
U39572
NM_031083
Al407351
BM384604
BM389769
BM385647
Al172265
NM_022602
NM_031821
X04440
NM_133307
NM_017175
AW915101
Al411907
Al407792

ceramide kinase

chaperone, ABC1 activity of bofnplex homolog (S. pombe)
chromosome 20 open reading flidrhe

Coenzyme A synthase

creatine kinase, brain

creatine kinase, mitochondBal

cyclin-dependent kinase 5

cyclin-dependent kinase inhitit# (p21, Cipl)
cytidine and dCMP deaminase dooumtaining 1
cytidine monophosphate (UMP-Chitijse 2, mitochondrial
cytidine monophosphate (UMP-CKiRgase 2, mitochondrial
death-associated protein kihase

deoxyguanosine kinase

doublecortin-like kinase 1

dual serine/threonine and tyeqgsiotein kinase

dual serine/threonine and tyegsiotein kinase
endoplasmic reticulum to nuctegsaling 1
ethanolamine kinase 1

ethanolamine kinase 1

glucokinase (hexokinase 4)

golgi autoantigen, golgin subifean 5

heat shock 22kDa protein 8

hexokinase 2

inositol 1,3,4,5,6-pentakisphasp 2-kinase

inositol 1,4,5-trisphosphaterixge B

inositol hexakisphosphate kiras

Janus kinase 1 (a protein hgdshase)

Janus kinase 1 (a protein h@dshase)

Janus kinase 2 (a proteinibgdsnase)

Janus kinase 2 (a protein tyeokinase)

keratin 8

LATS, large tumor suppressandiog 2 (Drosophila)
MAP/microtubule affinity-reging kinase 3
membrane protein, palmitoyl&¢MAGUK p55 subfamily member 6)
mitogen-activated protein kil&se

mitogen-activated protein léns

mitogen-activated protein léndsase kinase 12
mitogen-activated protein kiretévated protein kinase 2
NCK adaptor protein 2

neurotrophic tyrosine kinaseepéor, type 1
neurotrophic tyrosine kinasepor, type 2

NIMA (never in mitosis geneelpted kinase 1
PFTAIRE protein kinase 1

phosphatidylinositol 4-kinasealgtit, alpha
phosphatidylinositol 4-kinasealytic, beta
phosphatidylinositol-5-phospHakinase, type Il, alpha
phosphoenolpyruvate carboxyki2a@gnitochondrial)
phosphofructokinase, platelet
phosphoinositide-3-kinase, Qasdpha polypeptide
phosphoinositide-3-kinase, @guy subunit 4

pim-3 oncogene

polo-like kinase 2 (Drosophila)

protein kinase C, beta

protein kinase C, delta

protein kinase N1

protein kinase, CAMP-dependsiglytic, alpha
protein kinase, CAMP-dependstglytic, beta

protein kinase, cCAMP-dependegtlatory, type |, alpha (tissue specific extirsiar 1)

CERK
CABC1
C200RF111
COASY
CKB
CKMT1B
CDK5
CDKN1A
CDADC1
CMPK2
CMPK2
DAPK1
DGUOK
DCLK1
RIPK5
RIPK5
ERNZ1 (includes EG:2081)
ETNK1
ETNK1
GCK
GOLGA5
HSPB8
HK2
IPPK
ITPKB
IHPK2
JAK1
JAK1
JAK2
JAK2
KRT8
LATS2
MARK3
MPP6
MAPK13
MAPK6
MAP3K12
MAPKAPK2
NCK2
NTRK1
NTRK2
NEK1
PFTK1
PI4KA
PI4KB
PIP4K2A
PCK2
PFKP
PIK3C2A
PIK3R4
PIM3
PLK2
PRKCB
PRKCD
PKN1
PRKACA
PRKACB
PRKAR1A

1,8
83
6,5
18
41,1
3,8
2,4
21,1
15
52,6
78,6
1,9
2,2
-6,8
23
2,0
3,1
-39
2,0
42
2,6
5,9
20,4
21
5,9
16
2,7
3,4
5,8
9,6
2,3
1,9
1,6
2,2
-4.6
2,3
2,0
1,6
1,6
25
-4,0
16
34
1,6
31
1,6
1,9
6,1
1,8
25
2,5
1,7
-4,0
2,4
1,9
2,6
2,0
16

Plasma Membrane
Cytoplasm
Unknown
Cytoplasm
Cytoplasm
Cytoplasm
Nucleus
Nucleus
Unknown
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Nucleus
Cytoplasm
Plasma Membrane
Cytoplasm
Cytoplasm
Cytoplasm
Nucleus
Cytoplasm
Plasma Membrane
Plasma Membrane
Nucleus
Nucleus
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Unknown
Nucleus
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm




1377053 _at
1369688_s_at
1387263 _at
1381279 _at
1370989_at
1388208_a_at
1383454 _a_at
1393236_at
1394363 _at
1368596_at
1372292_at
1377534 _at
1371943 _at
1367802_at
1371714 _at
1380323_at
1375896_at
1376880_at
1371560_at
1399088 _at
1396144 _at
1388821_at
1370695_s_at
1370694 _at
1386321_s_at
1375178 _at
1387592_at
1370663_at
1372791 _at
1387072_at
1398458 _at

1370816_at
1389169 _at

1373570_at
1377390_at
1396386_at
1371173 a_at
1387818_at
1370245_at
1373961 _at
1383241 _at
1387893_at
1368000_at
1389470_at
1367722_at
1398803_at
1388666_at
1384687_at
1399161_a_at
1368356_a_at
1367801_at
1378949 _at
1387669_a_at
1392894 _at
1367778_at
1368470_at

BE117757
U69109
NM_012624
BF412519
Al639318
AJ299017
BM389456
Al137233
H34775
NM_021693
AI009732
BE097305
BF420075
NM_019232
BG378760
BE105023
BM392055
Al639447
AAB93384
AAB19648
BF560978
Al010430
AB020967
AB020967
H31287
BE111601
NM_031575
D31838
AI235474
NM_053794
BE104506

M25804
AA944158

Al411240
BG381587
BF408665
Y13501
NM_053736
AI232474
AI170410
BI292425
D88250
NM_016994
AI639117
NM_031973
NM_019226
AI179988
AI071307
AF148323
NM_030836
NM_053596
BF412698
NM_012844
AI716194
NM_019331
NM_012960

protein kinase-like protein K1

PTK2B protein tyrosine kinabeta

pyruvate kinase, liver and RBC
receptor-interacting serinesttire kinase 2

ret proto-oncogene

ret proto-oncogene

ribosomal protein S6 kina2kD4, polypeptide 1
RIO kinase 3 (yeast)

RIO kinase 3 (yeast)

salt-inducible kinase 1

serine/threonine kinase 24 (9Ti2nolog, yeast)
serine/threonine kinase 32C
serine/threonine kinase 40
serum/glucocorticoid reguliiedse 1

SFRS protein kinase 1

STE20-like kinase (yeast)

STE20-related kinase adaptar bet
TANK-binding kinase 1

testis-specific kinase substrate

tousled-like kinase 2

TRAF2 and NCK interacting kinase

tribbles homolog 2 (Drosophila)

tribbles homolog 3 (Drosophila

tribbles homolog 3 (Drosophila)

tribbles homolog 3 (Drosophila)

v-akt murine thymoma viral oeceghomolog 1
v-akt murine thymoma viral e homolog 3 (protein kinase B, gamma)
WEEL1 homolog (S. pombe)

WNK lysine deficient proteindse 1

WNK lysine deficient proteindse 1

WNK lysine deficient proteindsa 2

Ligand-dependent nuclear receptor

nuclear receptor subfamily 1, gl@dumember 1

progesterone receptor membmameanent 2
Peptidase

aminopeptidase-like 1

beta-site APP-cleaving enzyme 2

beta-site APP-cleaving enzyme 2

calpastatin

caspase 4, apoptosis-relastdiog peptidase

cathepsin L2

chromosome 3 open reading f@&8ne

complement component 1, r supoaent

complement component 1, s subawenpo

complement component 3

complement factor B

dipeptidyl-peptidase 7

dynein, cytoplasmic 1, heawjrch

ectodermal-neural cortex (willBBike domain)

ectodermal-neural cortex (willBBike domain)

endoplasmic reticulum amintigheege 1

endoplasmic reticulum amiptigase 1

endothelin converting enzyme 1

endothelin converting enzyme 2

epoxide hydrolase 1, micras@enobiotic)

fibrinogen-like 2

furin (paired basic amino atédving enzyme)

gamma-glutamyl hydrolase (gase, folylpolygammaglutamyl hydrolase)

SGK196
PTK2B
PKLR
RIPK2
RET
RET
RPS6KC1
RIOK3
RIOK3
SNF1LK
STK24
STK32C
STK40
SGK1
SRPK1
SLK
STRADB
TBK1
TSKS
TLK2
TNIK
TRIB2
TRIB3
TRIB3
TRIB3
AKT1
AKT3
WEEL1
WNK1
WNK1
WNK2

NR1D1
PGRMC2

NPEPL1
BACE2
BACE2
CAST
CASP4
CTSsL2
C30RF38
CiR
C1s
C3
CFB
DPP7
DYNC1H1
ENC1
ENC1
ERAP1
ERAP1
ECE1
ECE2
EPHX1
FGL2
FURIN
GGH

-1,8
-2,0
-3,6
10,4
-3,4
-2,7

-2,1
3,0
11,8
-3,1
-3,4
-3,5

1,8

1,9
-2,1
2,2
-1,7
18
-1,7
1,6
-1,7
-2,5
7,7
7,8
10,5
-1,9
1,6

17
-2,0
2,0
-2,2

7,7
-1,8

2,9
3,0
49
-3,5
65,6
2,6
9,2
153,9
59,2
15,8
58,4
1,8
1,6
4,9
13,9
2,8
3,0
1,9
2,0
2,3
43
1,8
2,6

Unknown
Cytoplasm
Cytoplasm
Plasma Membrane
Plasma Membrane
Plasma Membrane

Cytoplasm
Unknown
Unknown
Cytoplasm
Cytoplasm
Unknown
Cytoplasm
Cytoplasm

Nucleus
Nucleus
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Plasma Membrane
Nucleus
Nucleus
Nucleus
Cytoplasm
Cytoplasm
Nucleus
Cytoplasm
Cytoplasm
Unknown

Nucleus
Nucleus

Unknown
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Unknown
Extracellular Space
Extracellular Space
Extracellular Space
Extracellular Space
Cytoplasm
Cytoplasm

Nucleus

Nucleus
Extracellular Space
Extracellular Space
Plasma Membrane
Plasma Membrane
Cytoplasm
Extracellular Space
Cytoplasm
Cytoplasm




1367478 _at
1367961_at
1398247 _at
1368595 _at
1369669_at
1387781_at
1373101_at
1368399 _a_at
1367800_at
1376075_at
1368559 _at
1387155 _at
1373152_at
1367710_at
1368507_at
1367837_at
1387884 _at
1369930_at
1371869_at
1374033_at
1367786_at
1370186_at
1373384 _at
1376949 _at
1375362_at
1370460_at
1389034 _at
1378679_at
1389091 _at
1395921 _at
1374940_at
1376849 _at
1372121 _at
1389316_at
1385663_at
1381605_at
1386793 _at

1388544 _at
1398317 _at
1370034 _at
1388533 _at
1368146_at
1372354_at
1399125 at
1387078 _at
1388502_at
1398808_at
1377422_at
1383619_at
1374883 _at
1395601_at
1383957 _at
1383283_at
1386864 _at
1385981 _at
1379374 _at
1376584_at

Al600136
NM_031523
NM_133404
NM_031757
NM_053970
NM_022395
AI236743
NM_031640
NM_013151
BM385544
NM_017091
NM_012746
AI177099
NM_017257
NM_017280
NM_017281
AI011191
NM_017283
BF282262
BG373505
NM_080767
AI599350
BM391893
BE099848
BI304125
AF106657
BI295179
BG372484
Al411205
BE097603
BM388945
BM384872
BF284408
AW914946
BF567505
AW521619
BF552772

BI294941
BF283428
NM_133572
BM390302
U02553
BM389898
BI275516
NM_031002
Al412624
NM_032057
Al029466
BE105983
BF392344
BI302615
BG376322
BM385645
NM_053290
BF394800
AW526088
BE116408

HtrA serine peptidase 2
kallikrein 1
lon peptidase 1, mitochondrial
matrix metallopeptidase 24 (brame-inserted)
neurolysin (metallopeptidasefndily)
peptidase (mitochondrial prsiog$ beta
phosphatidylinositol glycan andbiosynthesis, class K
plasma glutamate carboxygeesti
plasminogen activator, tissue
presenilin 1
proprotein convertase sulstikeiin type 1
proprotein convertase sulstikeiin type 2
protease, serine, 23
proteasome (prosome, macrogeiivator subunit 2 (PA28 beta)
proteasome (prosome, macropainnit, alpha type, 3
proteasome (prosome, macropainnit, alpha type, 4
proteasome (prosome, macropabn)nit, alpha type, 5
proteasome (prosome, macropainnit, alpha type, 6
proteasome (prosome, macrogaininit, alpha type, 7
proteasome (prosome, macropaininit, beta type, 10
proteasome (prosome, macropainnit, beta type, 8 (large multifunctional pdptie 7)
proteasome (prosome, macropabnit, beta type, 9 (large multifunctional pepsd 2)
protein phosphatase 2, regylatdsunit B', gamma isoform
RCE1 homolog, prenyl proteirtigage (S. cerevisiae)
signal peptide peptidase-like 2A
ubiquitin specific peptidase 15
ubiquitin specific peptidase 18
ubiquitin specific peptidase 25
ubiquitin specific peptidase 3
ubiquitin specific peptidase 35
ubiquitin specific peptidase 36
ubiquitin specific peptidase 48
ubiquitin specific peptidas¥-nked
ubiquitin specific peptidasX-@inked
ubiquitin specific proteaseid@eptidase T-3)
ubiquitin specific proteasei¢8peptidase T-3)
zinc finger protein 61

Phosphatase
2,3-bisphosphoglycerate mutase
3'(2), 5-bisphosphate nudasé 1
cell division cycle 25 homdb(S. pombe)
CTD (carboxy-terminal domain ARddlymerase Il, polypeptide A) small phosphatase 1
dual specificity phosphatase 1
dual specificity phosphatase 16
inositol polyphosphate-1-photsgsea
inositol polyphosphate-4-phatgse, type |, 107kDa
inositol polyphosphate-5-photgdeg 75kDa
inositol(myo)-1(or 4)-monophatpse 1
myotubularin related protein 1
myotubularin related protein 4
myotubularin related protein 7
nudix (nucleoside diphosphatesti moiety X)-type motif 12
nudix (nucleoside diphosphakedl moiety X)-type motif 3
oculocerebrorenal syndrome wfeLo
phosphoglycerate mutase In(brai
plasticity related gene 1
plasticity related gene 1
protein phosphatase 1 (forr@€)ylike

HTRA2
KLK1
LONP1
MMP24
NLN
PMPCB
PIGK
PGCP
PLAT
PSEN1
PCSK1
PCSK2
PRSS23
PSME2
PSMA3
PSMA4
PSMA5
PSMA6
PSMA7
PSMB10
PSMB8
PSMB9
PPP2R5C
RCE1
SPPL2A
USP15
USP18
USP25
USP3
USP35
USP36
USP48
USP9X
USP9X
USP13 (includes EG:310306
USP13 (includes EG:310306
ZFP61

BPGM
BPNT1
CDC25B
CTDSP1
DUSP1
DUSP16
INPP1
INPP4A
INPP5B
IMPAL
MTMR1
MTMR4
MTMR7
NUDT12
NUDT3
OCRL
PGAM1
LPPR4
LPPR4
PPM1L

2,3
1.9
3,7
-4,0
3,0
-1,6
18
1,6
7,9
2,7
3,7
1,7
2,1
8,5
2,2
16
17
18
2,7
36,2
229,1
395,9
16
18
2,3
2,2
22,1
4.4
2,0
2,1
15
2,3
3,1
2,1
-3,0
-2,0
25

2,0
1,6
-4,6
-1,9
438
73
3.3
2.4
2,9
1.8
2,7
3,5
1,6
2,9
1,7
2.8
1,5
35
3.1
2.2

Cytoplasm
Unknown
Cytoplasm
Extracellular Space
Cytoplasm
Cytoplasm
Cytoplasm
Extracellular Space
Extracellular Space
Plasma Membrane
Extracellular Space
Extracellular Space
Extracellular Space
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Nucleus
Cytoplasm
Plasma Membrane
Cytoplasm
Cytoplasm
Unknown
Cytoplasm
Unknown
Nucleus
Plasma Membrane
Plasma Membrane
Plasma Membrane
Unknown
Unknown
Unknown

Unknown

Nucleus

Nucleus

Nucleus

Nucleus

Nucleus
Cytoplasm
Cytoplasm

Plasma Membrane
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm

Plasma Membrane
Plasma Membrane
Unknown




1383191 _at
1386968_at
1373108_at
1373656_at
1398332_at
1398790_at
1388805_at
1367827_at
1370193 _at
1372084 _at
1388379_at
1382154 _at
1368361_a_at
1368087_a_at
1370473 _a_at
1389362_at
1370362_at
1370182_at
1369094 _a_at
1368350_at
1367881 _at

1369268_at
1367624 _at
1389346_at
1386683_at
1374526_at
1371805_at
1386065_at
1368330_at
1369049_at
1392502_at
1377597_at
1379311 _at
1369415_at
1379483 _at
1368511_at
1368118_at
1398482_at
1379368_at
1381804 _at
1394375_x_at
1367657_at
1373868_at
1385592_at
1373467_at
1390873 _at
1386994 _at
1369738_s_at
1368571_at
1380069_at
1387343_at
1372885_at
1377869_at
1376067_at
1367515_at
1381968 _at
1379538_at

BE097583
NM_022676
BM390827
Al713313
BM386294
NM_017039
BF408792
NM_017040
AI172261
Al104546
Al172465
BI289625
NM_053990
NM_133545
AF077000
AI317821
D45414
Al574884
NM_019140
NM_013080
NM_013016

NM_012912
NM_024403
BI274136
BF562870
BF396420
Al406508
AI169118
NM_053720
NM_053885
BI275796
BI300688
AI177813
NM_053328
Al548256
NM_133303
NM_031328
Al411774
AI237606
BI293313
BF554138
NM_017258
AI717547
BI289386
BG374179
BE118616
NM_017259
NM_017334
NM_021997
BF389717
NM_013154
AI230467
BI284261
AAB00637
BE111850
Al029175
BE104961

protein phosphatase 1, regyl@tdribitor) subunit 1A
protein phosphatase 1, regyléttibitor) subunit 1A
protein phosphatase 1, regylétdribitor) subunit 3C
protein phosphatase 1, regyléitanibitor) subunit 3D
protein phosphatase 1F (PP2@idarontaining)
protein phosphatase 2 (forn2#)y catalytic subunit, alpha isoform
protein phosphatase 2 (forn2éyJy catalytic subunit, alpha isoform
protein phosphatase 2 (forn2#)y catalytic subunit, beta isoform
protein tyrosine phosphatase typ, member 1
protein tyrosine phosphatase typ, member 3
protein tyrosine phosphatase;receptor type 11
protein tyrosine phosphatasereceptor type 12
protein tyrosine phosphatesereceptor type 2
protein tyrosine phosphatasereceptor type 21
protein tyrosine phosphatesereceptor type 23
protein tyrosine phosphatasesreceptor type 3
protein tyrosine phosphataseptecgpe, N
protein tyrosine phosphatasepter type, N polypeptide 2
protein tyrosine phosphataseptor type, S
protein tyrosine phosphataseptor-type, Z polypeptide 1
signal-regulatory protein alpha
Transcription regulator
activating transcription fa&or
activating transcription fadtgtax-responsive enhancer element B67)
activity-dependent neuroprotdudaneobox
alpha thalassemia/mental retandgyndrome X-linked (RAD54 homolog, S. cerevidia
ankyrin repeat and FYVE domaimaining 1
ankyrin repeat domain 46
ankyrin repeat domain 57
apoptosis antagonizing trapiseni factor
arginine-glutamic acid dipep(i@E) repeats
AT hook containing transcripfiactor 1
AT rich interactive domain 2 (BRRFX-like)
AT rich interactive domain 5ARML-like)
basic helix-loop-helix domaintaining, class B, 2
basic helix-loop-helix domainteining, class B, 2
basic helix-loop-helix domaintaining, class B, 3
B-cell CLL/lymphoma 10
B-cell CLL/lymphoma 3
B-cell CLL/lymphoma 6
B-cell CLL/lymphoma 6, membegBic finger protein)
B-cell CLL/lymphoma 6, menm®ézinc finger protein)
B-cell translocation gene fi;@woliferative
BCL2-associated transcriptiatofal
BCL6 co-repressor

BTAF1 RNA polymerase Il, B-TFtBnscription factor-associated, 170kDa (Mot1 hlmgoS. cerevisiae)

BTB (POZ) domain containing 11

BTG family, member 2

cAMP responsive element ratatul

CAP-GLY domain containing lingeotein 2

Cas-Br-M (murine) ecotropicoretal transforming sequence
CCAAT/enhancer binding prof€IfEBP), delta
CCAAT/enhancer binding prot&@fEBP), gamma
CCR4 carbon catabolite repregsiike (S. cerevisiae)
CCR4-NOT transcription compgiunit 2
CCRA4-NOT transcription compdesounit 7

cellular repressor of E1A-stated genes 1
centromere protein J

PPP1R1A
PPP1R1A
PPP1R3C
PPP1R3D
PPM1F
PPP2CA
PPP2CA
PPP2CB
PTP4A1
PTP4A3
PTPN11
PTPN12
PTPN2
PTPN21
PTPN23
PTPN3
PTPRN
PTPRN2
PTPRS (includes EG:5802)
PTPRZ1
SIRPA

ATF3
ATF4
ADNP
ATRX
ANKFY1
ANKRD46
ANKRD57
AATF
RERE
AHCTF1
ARID2
ARID5A
BHLHB2
BHLHB2
BHLHB3
BCL10
BCL3
BCL6
BCL6B
BCL6B
BTG1
BCLAF1
BCOR
BTAF1
BTBD11
BTG2
CREM
CLIP2
CBL
CEBPD
CEBPG
CCRNA4L
CNOT2
CNOT7
CREG1
CENPJ

-4,6
-3,9
2,1
-2,7
-3,7
15
1,6
1,6
2,7
-3,8
1,7
1,9
2,3
4,7
2,8
2,6
-1,5
-3,3
-2,4
1,6
-1,9

26,6
2,2
-2,5
-2,0
1,8
2,1
4,6
6,3
4,3
1,7
-1,6
1,9
3,7
9,2
2,8
1,8
15,4
10,9
-3,9
-3,5
1,7
2,3
1,8
2,6
-1,8
-1,5
-2,3
2,1
-2,1
54
1,9
-1,7
-1,8
1,6
4,7
2,7

Cytoplasm
Cytoplasm
Cytoplasm
Unknown
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Nucleus
Plasma Membrane
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Plasma Membrane
Plasma Membrane
Plasma Membrane
Plasma Membrane
Plasma Membrane

Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Cytoplasm
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Cytoplasm
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus




1379887_at
1399033_at
1388875_at
1370054 _at
1392958 _at
1391091_at
1372245_at
1387874 _at
1387800_at
1386988_at
1369590_a_at
1374119 _at
1368321_at
1372204 _at
1374797 _at
1388714 _at
1367575_at
1388503_at
1376292_at
1383447_at
1372126_at
1386643_at
1377347 _at
1372652_at
1368550_at
1385464 _at
1368220_at
1383627_a_at
1373094 _at
1372415_at
1388067_a_at
1385988_at
1371490_at
1388314 _at
1396820_at
1388761_at
1367816_at
1391560_at
1387076_at
1368073_at
1398561 _at
1377379_at
1383564_at
1383448_at
1369681 _at
1382336_at
1393138 _at
1374404 _at
1369788_s_at
1389528 s_at
1386896_at
1368363_at
1385961 _at
1394039_at
1387060_at
1370209_at
1371444 _at
1389351 _at

BI290897
AAQ45869
Al410353
NM_131902
Al547426
Al406286
AAB94272
A1230048
NM_080891
NM_031801
NM_024134
BI279615
NM_012551
BM391843
BM391920
Al008458
NM_012554
BE107430
BM383423
Al101323
BI288075
BF552914
AW531892
BM386443
NM_022858
Al070944
NM_031041
BF420770
AW917124
BM385649
AF205779
BF287243
BG666149
BF281178
AWS530195
AI180339
NM_133621
AI237082
NM_024359
NM_012591
BI302791
BF410603
BF411036
Al029121
NM_017339
A1236491
BE329377
BI288619
NM_021835
BI288619
AF393783
NM_053394
BF561079
BM382886
NM_031642
BE101336
BI284504
BM387864

chromosome 2 open reading f@ame

core-binding factor, beta subuni

CXXC finger 1 (PHD domain)

cyclin-dependent kinase inbitiC (p18, inhibits CDK4)
cylindromatosis (turban tumaerdsgme)

cylindromatosis (turban tumardsgme)

cytosolic iron-sulfur proteis@sbly 1 homolog (S. cerevisiae)
D site of albumin promoter (aliouD-box) binding protein
death-domain associated protein

deformed epidermal autoregyidaator 1 (Drosophila)
DNA-damage-inducible traps&i

E74-like factor 3 (ets domaamgcription factor, epithelial-specific )
early growth response 1

ELK4, ETS-domain protein (SR&easory protein 1)

ELL associated factor 1

elongation factor RNA polymerthse

enolase 1, (alpha)

EP300 interacting inhibitorifiecentiation 1

ets homologous factor

ets variant 5

fem-1 homolog b (C. elegans)

fem-1 homolog b (C. elegans)

forkhead box J3

forkhead box O4

forkhead box Q1

forkhead box Q1

general transcription facter Il

general transcription fatfompblypeptide 1, 74kDa
general transcription factor pblypeptide 1, 62kDa
general transcription factor pblypeptide 3, 34kDa
glucocorticoid modulatory eletbinding protein 2

H6 family homeobox 1

heat shock factor binding pndtei

high-mobility group nucleosoimneling domain 1

histone deacetylase 1

histone deacetylase 1

HOP homeobox

human immunodeficiency virugtypnhancer binding protein 1
hypoxia inducible factor 1halgubunit (basic helix-loop-helix transcriptiowctfar)
interferon regulatory factor 1

interferon regulatory factor 2

interferon regulatory factor 6

interferon regulatory factor 7

interferon regulatory factor 9

ISL LIM homeobox 1

JAZF zinc finger 1

jun D proto-oncogene

jun oncogene

jun oncogene

jun oncogene

KH domain containing, RNA bimglisignal transduction associated 1
Kruppel-like factor 5 (inteaf)n

Kruppel-like factor 5 (intedina

Kruppel-like factor 5 (intestina

Kruppel-like factor 6

Kruppel-like factor 9

LAG1 homolog, ceramide syntl2ase

leucine rich repeat (in FLItghacting protein 1

C20RF3
CBFB
CXXC1
CDKN2C
CYLD
CYLD
ClAO1
DBP
DAXX
DEAF1
DDIT3
ELF3
EGR1
ELK4
EAF1
ELL
ENO1
EID1
EHF
ETV5
FEM1B
FEM1B
FOXJ3
FOX04
FOXQ1
FOXQ1
GTF2B
GTF2F1
GTF2H1
GTF2H3
GMEB2
HMX1
HSBP1
HMGN1
HDAC1
HDAC1
HOPX
HIVEP1
HIF1A
IRF1
IRF2
IRF6
IRF7
IRF9
ISL1
JAZF1
JUND
JUN
JUN
JUN
KHDRBS1
KLF5
KLF5
KLF5
KLF6
KLF9
LASS2
LRRFIP1

18
-2,1
2,2
-2,2
1,6
2,1
-1,5
7,1
4,1
-2,1
7,1
3,6
-3,6
19
2,5
1,9
1,6
-1,8
3,0
8,3
-1,7
-1,5
2,1
-2,8
2,2
3,1
-2,0
-1,7
1,7
-2,0
19
9,5
-2,1
1,6
-1,8
-1,8
10,5
1,6
2,2
34,8
2,0
1,7
104,7
13,8
-3,4
-1,5
18
2,8
6,7
7,0
17
15
11,3
17,5
4,1
17
-1,6
4,3

Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Cytoplasm
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus




1370928_at
1388516_at
1375929 _at
1373779 _at
1384427 _at
1391474_at
1388847_at
1386895_at
1398785_at
1387779_at
1372090 _at
1372327_at
1383512_at
1371056_at
1369409 _at
1368998_at
1393144_at
1381875_at
1390426_at
1367826_at
1370968_at
1375989 _a_at
1367943_at
1376835_at
1378032_at
1368488_at
1379560 _at
1388549_at
1381895 _at
1378637_at
1382718 _at
1398756_at
1379529 _at
1373433_at
1369242_at
1390531_at
1370089_at
1392715 _at
1387122_at
1384265_at
1370432_at
1389432_at
1368702_at
1374532_at
1387784_at
1385540_at
1387299 _at
1372485 _at
1382400 _at
1388686_at
1383349 _at
1372391 _at
1380651_at
1381967_at
1389437 _at
1378629 _at
1379626_at
1371353_at

BI284739
AI104258
BI289109
AI011878
BI296301
AAB58511
AIL77083
NM_053409
NM_019208
NM_031668
AI231566
BF552877
AW918674
U68726
NM_022856
NM_031737
BM388202
BM386847
BF389398
NM_031789
AA858801
AI170362
NM_030867
BI293600
AIL76265
NM_053727
BE099674
AI228248
AW435074
BG374464
AA900547
J04943
BE121400
BE108745
NM_013001
BE098021
NM_031347
BE113289
NM_012760
BI278347
M72711
BE101096
U05989
AI704291
NM_053925
Al044916
NM_053337
BF281220
BE104395
AI170193
BE115594
AI598937
BI296352
BE114972
BF392952
AI227638
AA946353
BG663093

lipopolysaccharide-induced TdEdr

LRRGT00141

MAX binding protein

MAX dimerization protein 4

Mdm2 p53 binding protein homdgfoguse)

mediator complex subunit 14

mediator complex subunit 15

melanoma antigen family D, 1

multiple endocrine neoplasia |

MYB binding protein (P160) la

MYC associated factor X

myelin expression factor 2

myeloid/lymphoid or mixed-linedgukemia (trithorax homolog, Drosophila); tramsited to, 10
neogenin homolog 1 (chicken)

NGFI-A binding protein 1 (EGBtiding protein 1)

NK6 homeobox 1

N-myc (and STAT) interactor

N-myc (and STAT) interactor

Notch homolog 1, translocatssoeaiated (Drosophila)

nuclear factor (erythroid-detli2)-like 2

nuclear factor of kappa lighHypeptide gene enhancer in B-cells 1

nuclear factor of kappa Igitypeptide gene enhancer in B-cells 2 (p49/p100)
nuclear factor of kappa lighypeptide gene enhancer in B-cells inhibitor, beta
nuclear factor of kappa lighypeptide gene enhancer in B-cells inhibitor, epsil
nuclear factor of kappa lighHypeptide gene enhancer in B-cells inhibitor, zeta
nuclear factor, interleukire@ulated

nuclear receptor binding SETailoprotein 1

nuclear receptor coactivator 4

nuclear respiratory factor 1

nuclear transcription factoboX-binding 1

nuclear transcription factoho% binding 1

nucleophosmin 1

nucleosomal binding protein 1

nucleosomal binding protein 1

paired box 6

peroxisomal proliferator-acédateceptor A interacting complex 285
peroxisome proliferator-actdatceptor gamma, coactivator 1 alpha
peroxisome proliferator-activagzeptor gamma, coactivator 1 beta
pleiomorphic adenoma genetlike

polymerase (DNA-directed), d&Jtaccessory subunit

POU class 3 homeobox 1

pre-B-cell leukemia homeobox 2

PRKC, apoptosis, WT1, regulator

prostaglandin E synthase 2

proteasome (prosome, macrop@subunit, non-ATPase, 10

protein inhibitor of activatebAS, 1

protein inhibitor of activai&HBAT, 2

pterin-4 alpha-carbinolamineg/dietiase/dimerization cofactor of hepatocyte nudeetor 1 alpha
rearranged L-myc fusion

regulator of calcineurin 1

regulatory factor X, 5 (influemeiLA class Il expression)

ribosomal protein L7-like 1

ring finger protein (C3H2C3 jype

RNA binding motif protein 39

sal-like 2 (Drosophila)

SATB homeobox 1

SATB homeobox 1

sequestosome 1

LITAF
LOC499235
MNT
MXD4
MDM2
MED14
MED15
MAGED1
MEN1
MYBBP1A
MAX
MYEF2
MLLT10
NEO1
NAB1
NKX6-1
NMI
NMI
NOTCH1
NFE2L2
NFKB1
NFKB2
NFKBIB
NFKBIE (includes EG:4794)
NFKBIZ
NFIL3
NSD1
NCOA4
NRF1
NFX1
NFX1
NPM1 (includes EG:18148)
NSBP1
NSBP1
PAX6
PRIC285 (includes EG:85441
PPARGC1A
PPARGC1B
PLAGL1
POLD3
POU3F1
PBX2
PAWR
PTGES2
PSMD10
PIAS1
PIAS2
PCBD1
RLF
RCAN1
RFX5
RPL7L1
RNF6
RBM39
SALL2
SATB1
SATB1
SQSTM1

2,0
3,0
1,6
2,0
54
2.3
2,0
1,7
1,5
1,9
2,0
2.2
2,1
2.2
1,6
1.8
9,0
18,0
1,9
2.3
7,5
11,3
5,7
7.9
10,7
6,0
2,2
-1,8
47
1,9
2,2
2,1
2,7
21
-1,9
43
2,4
1,7
3,7
40
25
1,7
2,8
2,2
2,6
21
21
34
2,9
1,7
1,8
1,6
1,9
1,6
2,6
-35
27
32

Nucleus
Unknown
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Plasma Membrane
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Plasma Membrane
Nucleus
Nucleus
Cytoplasm
Cytoplasm
Plasma Membrane
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Cytoplasm
Cytoplasm
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Cytoplasm
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Cytoplasm




1389381 _at
1372757 _at
1368835_at
1387354_at
1373670_at
1389571 _at
1371781 _at
1375413 _at
1389373 _at
1386984 _at
1373993 _at
1377757 _at
1371880_at
1374838 _at
1372437 _at
1387275 _at
1371979 _at
1370658 _a_at
1392792_at
1374177_at
1376050_at
1388058 _at
1394499 _at
1371367 _at
1392611 _at
1380283 _at
1383573 _at
1373421_at
1367485 _at
1382861_at
1391212_at
1372151 _at
1390817_at
1368842_at
1392592_at
1388967 _at
1389545 _at
1390662_at
1389163 _at
1367831_at
1375965 _at
1383515 _at
1383537 _at
1380229 _at
1372211 _at
1368308_at
1372853 _at
1377668 _at
1387107 _at
1370965_at
1394476_at
1368067_at
1374189 _at
1390189 _at
1381902_at
1390945_at
1368877_at
1387870_at

Al411586
BM386875
AW434718
NM_032612
AA799569
BG666368
BI285863
AAT99614
Al029555
NM_019275
AA799470
AAB58978
AIL79662
BI293504
BM390921
NM_053349
AIL70663
AF031942
AI071152
AI230912
AIL77663
D49446
AI501768
BE107459
BE117629
BF411100
BE117444
BM392224
BM388871
AAQQ7486
BF418812
AI317851
BF394639
BG377130
AI137045
AI012945
BF281994
AW435169
BG372673
NM_030989
AI229167
AW143503
BF522715
AWS530004
BI284461
NM_012603
BF283772
BI276788
NM_054002
BG381660
AWS535213
NM_031615
BG663883
BF398121
BE116321
BI294878
NM_052798
AB025017

sequestosome 1

signal transducer and activaftvanscription 1, 91kDa

signal transducer and actiwaftoranscription 1, 91kDa

signal transducer and acti@ttanscription 1, 91kDa

signal transducer and actiwafttianscription 2, 113kDa

signal transducer and activdtivanscription 2, 113kDa

signal transducer and actiwaftranscription 3 (acute-phase response factor)
sirtuin (silent mating type mfation regulation 2 homolog) 2 (S. cerevisiae)
SMAD family member 1

SMAD family member 4

small nuclear RNA activating p&n, polypeptide 5, 19kDa

SNF2 histone linker PHD RINGdaale

Spl transcription factor

SP140 nuclear body protein

S-phase kinase-associated prbtei

SRY (sex determining regiord$-11

sterol regulatory element bigdianscription factor 2

suppression of tumorigenid@tybreast carcinoma) (zinc finger protein)

TAF1 RNA polymerase I, TATA bloixding protein (TBP)-associated factor, 250kDa
TAF13 RNA polymerase Il, TATAduinding protein (TBP)-associated factor, 18kDa
TAF5 RNA polymerase I, TATA bloixnding protein (TBP)-associated factor, 100kDa
TAF6 RNA polymerase Il, TATA barding protein (TBP)-associated factor, 80kDa
TAF8 RNA polymerase I, TATA bloixding protein (TBP)-associated factor, 43kDa
TAR DNA binding protein

teashirt zinc finger homeobox 1

teashirt zinc finger homeobox 1

teashirt zinc finger homeobox 1

TGFB-induced factor homeobox 1

transcription elongation fagtdsll), 1

transcription elongation fagtqsll), 1

transcription elongation faét¢ll)-like 1

transcription elongation regulat

transcription factor 20 (AR1)

transcription factor 4

transcription factor 7-like 20dll specific, HMG-box)

transcription factor binding@IM enhancer 3

transducin (beta)-like 1 X-lshkeceptor 1

tripartite motif-containing 24

tripartite motif-containing 32

tumor protein p53

ubiquitin-conjugating enzyme ERIBC1 homolog, yeast)
ubiquitin-conjugating enzyme ERBC1 homolog, yeast)

vascular endothelial zinc fiiger

v-maf musculoaponeurotic fibrms@a oncogene homolog F (avian)

v-maf musculoaponeurotic fibrosaa oncogene homolog K (avian)

v-myc myelocytomatosis viralagene homolog (avian)

v-rel reticuloendotheliosishorecogene homolog A (avian)

YY1 transcription factor

zinc finger and BTB domain aiihg 7A

zinc finger E-box binding honeob

zinc finger protein 14

zinc finger protein 148

zinc finger protein 219

zinc finger protein 277

zinc finger protein 292

zinc finger protein 292

zinc finger protein 354A

zinc finger protein 36, C3H fyp@molog (mouse)

SQSTM1
STAT1
STAT1
STAT1
STAT2
STAT2
STAT3
SIRT2
SMAD1
SMAD4
SNAPC5
SHPRH
SP1
SP140
SKP1
SOX11
SREBF2
ST18
TAF1
TAF13
TAF5
TAF6
TAF8
TARDBP
TSHZ1
TSHZ1
TSHZ1
TGIF1
TCEAl
TCEAl
TCEAL1
TCERG1
TCF20
TCF4

TCF7L2 (includes EG:6934)
TFE3
TBL1XR1
TRIM24
TRIM32
TP53
UBE2K
UBE2K
VEZF1
MAFF
MAFK
MYC
RELA
YY1
ZBTB7A
ZEB1
ZNF14
ZNF148
ZNF219
ZNF277
ZNF292
ZNF292
ZNF354A
ZFP36

12,7
7.3
8,7
13,4
4,6
49,4
1,7
19
1,6
2,3
18
19
2,1
5,2
1,9
3,8
23
2,8
2,0
2,5
2,8
1,6
1,7
2,0
-4,8
33
23
9,9
2,0
3,6
2,7
1,8
1,6
2,1
4,3
17
18
2,1
16
2,9
-3,8
2,1
18
26,1
4,2
33,8
2,5
2,8
19
6,1
15
1,8
2,0
2,0
19
2,7
2,4
9,9

Cytoplasm
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Cytoplasm
Cytoplasm
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus




1373106_at
1391702_at
1373950 _at
1399044_at
1383054_at
1383226_at
1388590 _at

1371949 _at
1391163_at
1383558 _at
1384147 _at
1383011_at
1374968 _at
1368866_at
1368867_at
1388359 _at
1397697_at
1372124_at
1367537_at
1388206_a_at
1388507_at
1389038_at
1377249 _at
1372344_at
1374385_at
1368094_at

1388373_at
1367595_s_at
1371440_at
1374620_at
1377698 _at
1384837_at
1367679_at
1388547_at
1369182_at
1371429 _at
1387039_at
1368924 _at
1373803_a_at
1398491 _at
1387202_at
1369956_at
1374601_at
1383616_at
1388711_at
1387946_at
1382386_at
1374108_at
1370463_x_at
1388071_x_at
1388236_x_at
1371171 at
1370428 _x_at
1388203_x_at
1388202_at
1370429_at

Al178069
BM389392
Al598911
AA819804
BE111631
BI293943
Al010455

BM390332
BM385306
BI290282
AAQ55540
AI501182
AI599930
NM_021597
BF281131
Al599478
BF558764
BI278814
Al012479
K01677
Al104279
BF285301
AW526060
AI175760
Al009789
NM_024002

BI289063
NM_012512
AW916647
BM392373
AW433947
AI137672
NM_013069
BE328951
NM_013057
BF281192
NM_030828
NM_017094
AIL70771
BM383434
NM_012967
NM_053783
BI274482
AAQQ7562
BF282650
AF065438
BI274268
BM388942
U50449
M24024
M24026
M10094
AJ249701
BI395698
BI395698
L40362

zinc finger protein 36, C3H tige 2
zinc finger protein 446
zinc finger protein 496
zinc finger protein 91 homolow(se)
zinc finger protein 91 homotagyse)
zinc finger protein, X-linked
zinc ribbon domain containing 1
Trandation regulator

basic leucine zipper and W2 dwsrna
elongation factor Tu GTP bindinghain containing 1
eukaryotic elongation factderszcysteine-tRNA-specific
eukaryotic translation initiatfactor 1A, Y-linked
eukaryotic translation initiatfactor 2A, 65kDa
eukaryotic translation initiatfactor 2C, 1
eukaryotic translation inigatfactor 2C, 2
eukaryotic translation initiatiactor 2C, 2
eukaryotic translation initiatfactor 4 gamma, 2
eukaryotic translation initiatiactor 4A, isoform 2
eukaryotic translation initiatfactor 4B
eukaryotic translation initiatfactor 4E nuclear import factor 1
eukaryotic translation initiatiactor 5
eukaryotic translation initiatfactor 6
eukaryotic translation termamefactor 1
G1 to S phase transition 2
HBS1-like (S. cerevisiae)
poly(rC) binding protein 1
SECIS binding protein 2

Transmembrane receptor
adiponectin receptor 1
beta-2-microglobulin
beta-2-microglobulin
carcinoembryonic antigen-relatddadhesion molecule 1 (biliary glycoprotein)
CD40 molecule, TNF receptor sapely member 5
CD69 molecule
CD74 molecule, major histocdibiiity complex, class Il invariant chain
claudin 4
coagulation factor Ill (thromlastin, tissue factor)
dystroglycan 1 (dystrophin-aased glycoprotein 1)
glypican 1
growth hormone receptor
growth hormone receptor
immunoglobulin-like domain camtgg receptor 1
intercellular adhesion moledule
interferon gamma receptor 1
interferon gamma receptor 2ifi@ton gamma transducer 1)
interleukin 10 receptor, beta
interleukin 13 receptor, alpha 1
lectin, galactoside-bindingyisiel, 3 binding protein
limb region 1 homolog (mouse)
low density lipoprotein-relapedtein 12
major histocompatibility complgass I, C
major histocompatibility complebass I, C
major histocompatibility completass I, C
major histocompatibility completass I, C
major histocompatibility coempklass I, C
major histocompatibility coexpliclass I, C
major histocompatibility completass I, C
major histocompatibility completass I, C

ZFP36L2
ZNF446
ZNF496
ZFP91
ZFP91
ZFX
ZNRD1

BZW1
EFTUD1
EEFSEC
EIF1AY
EIF2A
EIF2C1
EIF2C2
EIF2C2
EIF4AG2 (includes EG:1982)
EIF4A2
EIF4AB
EIFAENIF1
EIF5
EIF6
ETF1
GSPT2
HBS1L
PCBP1 (includes EG:5093)
SECISBP2

ADIPOR1
B2M
B2M

CEACAM1
CD40
CD69
CD74

CLDN4
F3
DAG1
GPC1
GHR
GHR
ILDR1
ICAM1
IFNGR1
IFNGR2
ILIORB
IL13RA1
LGALS3BP
LMBR1
LRP12
HLA-C
HLA-C
HLA-C
HLA-C
HLA-C
HLA-C
HLA-C
HLA-C

3,0
-1,6
2,0
1,7
2,0
-1,7
19

3,2
2,9
1,9
2,8
1,7
-1,8
51
51
-1,9
-1,7
2,2
15
2,0
2,6
15
-2,1
1,9
1,8
1,6

-1,5
18
9,1
-1,6
47,6
87,2
73,9
2,3
2,9
-1,8
-1,8
-2,3
-2,2
-3,2
152,8
1,7
2,2
3,2
3,2
10,3
2,3
-1,7
3,7
49
8,1
8,1
8,3
8,6
8,9
12,6

Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus

Nucleus

Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Nucleus
Cytoplasm

Plasma Membrane
Plasma Membrane
Plasma Membrane
Plasma Membrane
Plasma Membrane
Plasma Membrane
Plasma Membrane
Plasma Membrane
Plasma Membrane
Plasma Membrane
Plasma Membrane
Plasma Membrane
Plasma Membrane
Plasma Membrane
Plasma Membrane
Plasma Membrane
Plasma Membrane
Plasma Membrane
Plasma Membrane
Plasma Membrane
Plasma Membrane
Plasma Membrane
Plasma Membrane
Plasma Membrane
Plasma Membrane
Plasma Membrane
Plasma Membrane
Plasma Membrane
Plasma Membrane
Plasma Membrane




1397859 _x_at
1370972_x_at
1369110_x_at
1388255_x_at
1371078 _at
1388212_a_at
1388164 _at
1371123 x_at
1388213 _a_at
1387205_at
1370882_at
1370822_at
1371033 _at
1370883_at
1370383_s_at
1376362_at
1370177_at
1370789_a_at
1376327_at
1367715_at
1395132_at

1368869_at
1371493 at
1388813 _at
1369998_at
1385709_x_at
1369249_at
1393439 _a_at
1386344_at
1372604 _at
1373472_at
1370378_at
1369065_a_at
1398862_at
1370426_a_at
1397224 _at
1387126_at
1373546_at
1384002_at
1398905_at
1398930_at
1388325_at
1387664_at
1386937_at
1383355_at
1370464 _at
1370465_at
1368484 _at
1371005_at
1368057_at
1368103_at
1379717 _at
1372709_at
1372710_at
1371810_at
1394565_at
1374045_at

BI291927
BI300597
NM_012645
AJ243338
AI500830
AJ243974
AF029241
AJ243973
AJ243973
NM_022921
Al171966
AF307302
Al715202
Y00480
BI279526
BG380575
Al548856
L48060
AI169601
NM_013091
BE115432

BG663107
BI285640
BE112160
NM_024152
AWS529028
NM_053714
Al045767
BG662519
BI289459
AI177008
J05266
NM_017290
J04024
AI175492
AWS534277
NM_131907
Al409922
BG663077
BI285183
BI278546
BF281358
NM_057213
AI232036
AW918387
AF286167
AF257746
NM_022238
AI059506
NM_012804
NM_053502
BM385804
AI172204
AIL75027
BF284093
BF406339
AI598851

major histocompatibility coexplclass I, C

major histocompatibility coexpliclass I, C

major histocompatibility céempclass I, C

major histocompatibility compklass I, C

major histocompatibility completass I, C

major histocompatibility camptlass I, E

major histocompatibility complgass |, E

major histocompatibility compklass I, E

major histocompatibility camrptlass I, E

major histocompatibility complelass I, G

major histocompatibility complebass Il, DM beta

major histocompatibility complelass I, DQ alpha 1
major histocompatibility complebass I, DQ beta 2
major histocompatibility complelass I, DR alpha

major histocompatibility coempllass Il, DR beta 1
neuronal pentraxin receptor

poliovirus receptor

prolactin receptor

tumor necrosis factor recepipegamily, member 14 (herpesvirus entry mediator)
tumor necrosis factor receqtperfamily, member 1A
utrophin

Transporter

A kinase (PRKA) anchor prot@n 1

adaptor-related protein compleapha 2 subunit
ADP-ribosylation factor 2

ADP-ribosylation factor 6

ankylosis, progressive homgioouse)

ankylosis, progressive hom@iuause)

ankylosis, progressive homgtamuse)

ankylosis, progressive homatamuée)

apolipoprotein L, 3

ARP6 actin-related protein 6 dlog (yeast)

ATP synthase, H+ transportingyaimdndrial F1 complex, alpha subunit 1, cardiaceteus
ATPase, Ca++ transportindjaamuscle, slow twitch 2
ATPase, Ca++ transporting, candiescle, slow twitch 2
ATPase, Ca++ transportingli@amuscle, slow twitch 2
ATPase, Ca++ transporting, pasrambrane 1

ATPase, Ca++ transporting, 2fpemember 1

ATPase, class VI, type 11A

ATPase, class VI, type 11B

ATPase, H+ transporting, lys@dBkDa, V1 subunit G1
ATPase, H+ transporting, lys@@hkDa, VO subunit b
ATPase, H+ transporting, lysaes@4kDa, V1 subunit D
ATPase, H+ transporting, lys@®6/58kDa, V1 subunit B2
ATPase, Na+/K+ transportingaldepolypeptide
ATP-binding cassette, sub-fakifpABC1), member 1
ATP-binding cassette, sub-faBi(DR/TAP), member 1
ATP-binding cassette, sub-faBi{MIDR/TAP), member 1
ATP-binding cassette, sub-faB\(MDR/TAP), member 9
ATP-binding cassette, sub-fa@ifCFTR/MRP), member 1
ATP-binding cassette, sub-fami{ALD), member 3
ATP-binding cassette, sub-fa@®i(WHITE), member 1
ATP-binding cassette, sub-fa@ifWHITE), member 3
B-cell receptor-associated pr@@

blocked early in transport 1 blog (S. cerevisiae)
coatomer protein complex, stilgamima

coatomer protein complex, stilzeta 1

component of oligomeric golghptex 8

HLA-C
HLA-C
HLA-C
HLA-C
HLA-C
HLA-E
HLA-E
HLA-E
HLA-E
HLA-G
HLA-DMB
HLA-DQAL
HLA-DQB2
HLA-DRA
HLA-DRB1
NPTXR
PVR
PRLR
TNFRSF14
TNFRSF1A
UTRN

AKAP12
AP2A2
ARF2
ARF6
ANKH
ANKH
ANKH
ANKH

APOL3 (includes EG:80833)
ACTR6
ATP5A1
ATP2A2
ATP2A2
ATP2A2
ATP2B1
ATP2C1
ATP11A
ATP11B

ATP6V1G1
ATP6VOB
ATP6V1D
ATP6V1B2
ATP1B1
ABCAl
ABCB1
ABCB1
ABCB9
ABCC1
ABCD3
ABCG1
ABCG3
BCAP29
BET1
COPG
COPZ1
COG8

17,0
17,7
22,9
23,2
235
62,6
96,7
107,0
174,7
10,8
2,8
73,0
12,4
77,6
23,2
22
13,0

47
46,2
2,0

31

3,5
2,2
2,4
1,9
-4,2
3,8
36
2,5
94,
2,0
19
-4,0
19
15
2,0
1,7
1,9
1,8
2,1
1,6
2,0
4,4
16
2,3
4,5
14,2
18
2,6
38
1,5
11,5
3,0
1,7
25
18
2,2

Plasma Membrane
Plasma Membrane
Plasma Membrane
Plasma Membrane
Plasma Membrane
Plasma Membrane
Plasma Membrane
Plasma Membrane
Plasma Membrane
Plasma Membrane
Plasma Membrane
Plasma Membrane
Plasma Membrane
Plasma Membrane
Plasma Membrane
Plasma Membrane
Plasma Membrane
Plasma Membrane
Plasma Membrane
Plasma Membrane
Plasma Membrane

Cytoplasm
Cytoplasm
Cytoplasm

Plasma Membrane
Plasma Membrane
Plasma Membrane
Plasma Membrane
Plasma Membrane

Cytoplasm

Unknown
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm

Plasma Membrane
Cytoplasm

Plasma Membrane
Plasma Membrane
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm

Plasma Membrane
Plasma Membrane
Plasma Membrane
Plasma Membrane
Cytoplasm

Plasma Membrane
Cytoplasm

Plasma Membrane
Plasma Membrane
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm




1387077_at
1387031_at
1387369_at
1388150_at
1385428 _at
1389063_at
1372496_at
1387148 _at
1380170_at
1378079_at
1370065_at
1388918 _at
1384244 _at
1374135 _at
1373955 _at
1373722_at
1387011 _at
1381984 _at
1372520_at
1370141_at
1369690_at
1374075_at
1369999 _a_at
1376112_a_at
1378185 _at
1370934_at
1382413 at
1398259 _at
1383092_a_at
1367803_at
1368199 _at
1387399_at
1388393 _at
1367939_at
1367661_at
1373610_at
1382615 _at
1390115 _at
1371769_at
1374885 _at
1393364 _at
1390036_at
1390591 _at
1369131_at
1390863 _at
1370848 _at
1387228 _at
1370314_at
1398435 _at
1371889_at
1388000_at
1387103_s_at
1371534 _at
1384368 _at
1393947 _at
1372538 _at
1371754 _at
1392789 _at

NM_031660
U36482
NM_019277
AW533924
AI072630
BG378160
BG371538
NM_134386
BI303388
BI295829
NM_053318
BG378074
AAIBATS2
A1233262
BI280339
BE111697
NM_130741
Al600142
AI172056
NM_021846
Al547471
AI175533
NM_053601
AI231712
AW528873
L06821
AA874825
NM_053952
BE115060
NM_017361
NM_053616
NM_020098
BM385031
NM_012733
AF140232
A1232694
BI284366
BM384667
BI279666
AI172278
BM385460
BI289867
AI169163
NM_013031
BF283298
BI284218
NM_012879
AB000489
BE112977
AW915448
AF021923
NM_031720
Al407908
AAQ00084
BG377383
BM389148
AI177358
BI296353

cyclic AMP phosphoprotein, D9 k

endoplasmic reticulum protein 29

exocyst complex component 6

exportin 1 (CRM1 homolog, yeast)

exportin 4

exportin 6

ferredoxin 1-like

G protein-coupled receptoraatal sorting protein 1

GABA(A) receptor-associatedgimlike 2

golgi autoantigen, golgin suliiffae 3

hemopexin

high density lipoprotein bindingtein

hydroxysteroid dehydrogenasedik

importin 4

importin 5

kinesin family member 20A

lipocalin 2

major facilitator superfamilyntion containing 1

myeloid cell leukemia sequen(®CL2-related)

myeloid cell leukemia sequén(®CL2-related)
N-ethylmaleimide-sensitive facto

N-ethylmaleimide-sensitive faetitachment protein, gamma
neuronatin

nuclear transport factor 2

nuclear transport factor 24ikport factor 2

nucleoporin 153kDa

nucleoporin 155kDa

nucleoporin 155kDa

nucleoporin 214kDa

nucleoporin 54kDa

nucleoporin 88kDa

piccolo (presynaptic cytomatrotein)

proteolipid protein 2 (colonpitieelium-enriched)

retinol binding protein 1, welt

S100 calcium binding protein A6

SEC24 family, member D (S. deia®)

Sec61 alpha 1 subunit (S. caem)i

SEC63 homolog (S. cerevisiae)

secretory carrier membrane ipréte

solute carrier family 12 (pataséchloride transporters), member 6
solute carrier family 12 (pdtaséchloride transporters), member 8
solute carrier family 16, menthénonocarboxylic acid transporter 7)
solute carrier family 17 (sodpinosphate), member 3

solute carrier family 18 (velsicmonoamine), member 2

solute carrier family 19 (thizertransporter), member 2

solute carrier family 2 (faatiétd glucose transporter), member 1
solute carrier family 2 (faatkd glucose transporter), member 2
solute carrier family 20 (ph@dphransporter), member 1

solute carrier family 22, menilger

solute carrier family 22, mentber

solute carrier family 24 (sodpotassium/calcium exchanger), member 2
solute carrier family 25 getibndrial carrier, brain), member 14
solute carrier family 25 (mitoctrial carrier: glutamate), member 22
solute carrier family 25 (mitoetirial carrier; Graves disease autoantigen), merbe
solute carrier family 25 (mitwadrial carrier; ornithine transporter) member 15
solute carrier family 25 (mitmotirial carrier; peroxisomal membrane protein, 3@kDnember 17
solute carrier family 25 (mitoctrial carrier; phosphate carrier), member 25
solute carrier family 25, mengger

ARPP-19
ERP29
EXOC6
XPO1
XPO4
XPO6
FDX1L
GPRASP1

GABARAPL2 (includes EG:1134|
GOLGA3
HPX
HDLBP
HSDL2
IPO4
IPO5
KIF20A
LCN2
MFSD1
MCL1
MCL1
NSF
NAPG
NNAT
NUTF2
NXT2
NUP153
NUP155
NUP155
NUP214
NUP54
NUP88
PCLO
PLP2
RBP1
S100A6
SEC24D
SEC61A1
SEC63
SCAMP2
SLC12A6
SLC12A8
SLC16A6
SLC17A3
SLC18A2
SLC19A2
SLC2A1
SLC2A2
SLC20A1
SLC22A15
SLC22A17
SLC24A2
SLC25A14
SLC25A22
SLC25A16
SLC25A15
SLC25A17
SLC25A25

SLC25A36

2,5
-2,5
3,9
3,3
1,7
2,9
1,9
-1,7
-2,7
1,8
12,1
-2,2
2,1
1,9
3,2
-1,9
34,1
1,8
2,8
55
-1,9
-1,6
-3,4
-2,3
3,0
1,6
-1,6
18
1,6
2,7
-1,5
-4,6
2,3
35
2,6
-1,6
-1,8
-1,7
-1,6
-5,0
-1,5
2,2
7,1
-1,9
2,5
9,1
-2,7
4,1
1,7
-2,8
-5,6
-1,6
2,0
-1,9
-2,0
-1,6
-1,6
4,6

Cytoplasm
Cytoplasm
Unknown

Nucleus

Nucleus
Cytoplasm
Unknown
Cytoplasm
Cytoplasm
Cytoplasm
Extracellular Space
Nucleus

Cytoplasm
Nucleus

Nucleus
Cytoplasm
Extracellular Space
Unknown
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Plasma Membrane
Nucleus
Nucleus

Nucleus

Nucleus

Nucleus

Nucleus

Nucleus

Nucleus
Cytoplasm
Cytoplasm
Extracellular Space
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm

Plasma Membrane
Unknown

Plasma Membrane
Plasma Membrane
Plasma Membrane
Plasma Membrane
Plasma Membrane
Plasma Membrane
Plasma Membrane
Unknown

Plasma Membrane
Plasma Membrane
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Unknown




1368440_at
1388982_at
1373657_at
1394304_at
1386960_at
1370409_at
1387970_at
1372778_at
1373984 _at
1373326_at
1384756_at
1368414 _at
1367810_at
1373787_at
1368392_at
1368391 _at
1387280_a_at
1387057_at
1378133 _at
1390440_at
1368606_at
1373734 _at
1372728 _at
1393626_at
1394786_at
1393933 _at
1377458 _at
1377457_a_at
1390710_x_at
1368043_at
1379388 _at
1372656_at
1387510_at
1383742_at
1393183 _at
1370296_at
1387026_at
1389359_at
1370194 _at
1387073_at
1374427 _at
1369457_a_at
1367530_at
1370014 _at
1370519_at
1369726_at
1372092_at
1370176_at
1367765_at
1388750_at
1371113 a_at
1370366_at
1398868 _at
1390237_at
1398973 _at
1379627_at
1367513 at
1390432_at

NM_017216
BM389066
BF417391
BF556357
NM_031589
AF075704
AF276870
AAT99420
AA850715
Al716512
BF394311
NM_022590
Al412218
AAQ43735
BF420160
NM_013111
NM_017353
NM_053442
AW532618
BG380512
NM_030838
AI101171
BE103745
BF562507
AW526631
AW144823
AA850618
AAB50618
AAB50618
NM_053411
BI296311
BI282899
NM_022289
AAQ97003
H33503
M34728
NM_031683
BE120823
AA945699
NM_030991
Al144986
AF419342
Al412967
NM_031125
U06069
NM_033098
BI278968
BG378620
NM_022534
BF417032
M58040
AF150091
Al408157
BF558361
BI296499
AW534630
BI284935
AAQ97338

solute carrier family 3 (cystine, dibasic and mauamino acid transporters, activator of cystitibasic and neutral amino acid transport),
solute carrier family 30 (ziramsporter), member 9
solute carrier family 31 (copgprsporters), member 2
solute carrier family 33 (ae€A transporter), member 1
solute carrier family 37 (ghe6-phosphate transporter), member 4
solute carrier family 38, meniber
solute carrier family 38, mentber
solute carrier family 39 (ziremsporter), member 1
solute carrier family 39 (ziransporter), member 14
solute carrier family 4, sodiicarbonate transporter, member 10
solute carrier family 43, mengber
solute carrier family 5 (sodglotose cotransporter), member 2
solute carrier family 6 (newmosmitter transporter, creatine), member 8
solute carrier family 6 (nelansmitter transporter, glycine), member 9
solute carrier family 7 (catiarnino acid transporter, y+ system), member 1
solute carrier family 7 (catiamino acid transporter, y+ system), member 1
solute carrier family 7 @@t amino acid transporter, y+ system), member 5
solute carrier family 7 (catiamino acid transporter, y+ system), member 8
solute carrier family 7, (catamino acid transporter, y+ system) member 11
solute carrier family 9 (sodhydrogen exchanger), member 6
solute carrier organic aniangporter family, member 1a5
solute carrier organic aniongparter family, member 3A1
sortilin 1
sortilin-related receptor, L(Dil&Ss) A repeats-containing
sortilin-related receptor, L(DtIRss) A repeats-containing
sortilin-related receptor, L(DtIRss) A repeats-containing
sortilin-related receptor, L(DtIRss) A repeats-containing
sortilin-related receptor, LRlass) A repeats-containing
sortilin-related receptor, LEDclass) A repeats-containing
sorting nexin 1
sorting nexin 13
sorting nexin 15
sorting nexin 16
sorting nexin 7
StAR-related lipid transfer (STAR®main containing 5
sterol carrier protein 2
structural maintenance of cbemmes 1A
structural maintenance of chsomes 4
synaptosomal-associated pr@28kDa
synaptosomal-associated pr@8&kDa
synaptotagmin XIlI
synaptotagmin-like 4
syntaxin 16
syntaxin 4
syntaxin binding protein 1
TAP binding protein (tapasin)
trafficking protein, kinesin diimy 2
trafficking protein, kinesindiimg 2
transcobalamin II; macrocytieraia
transferrin receptor (p90, CD71)
transferrin receptor (p90, CD71)
translocase of inner mitochahdrembrane 10 homolog (yeast)
translocase of inner mitoch@hdnembrane 13 homolog (yeast)
translocase of inner mitochahdrembrane 8 homolog A (yeast)
transmembrane 9 superfamily ree@b
transmembrane 9 superfamily ree@b
transmembrane 9 superfamileprohember 4
transmembrane and coiled-coflados 3

SLC3Al1
SLC30A9
SLC31A2
SLC33A1
SLC37A4
SLC38A1
SLC38A5
SLC39A1
SLC39A14
SLC4A10
SLC43A2
SLC5A2
SLC6A8
SLC6A9
SLC7A1
SLC7A1
SLC7A5
SLC7A8
SLC7A11
SLC9A6
SLCO1A5
SLCO3A1
SORT1
SORL1
SORL1
SORL1
SORL1
SORL1
SORL1
SNX1
SNX13
SNX15
SNX16
SNX7
STARDS
SCP2
SMC1A
SMC4
SNAP23
SNAP25
SYT13
SYTL4
STX16
STX4
STXBP1
TAPBP
TRAK2
TRAK2
TCN2
TFRC
TFRC
TIMM10
TIMM13
TIMM8A
TMISF3
TM9SF3
TM9SF4
TMCO3

-6,0
2,2
2,5
1,8
5,5
3,5
75
2,4
1,9
2,3
-6,6
21
14,0
5,9
15
1,6
1,8
-39
8,8
21
2,0
-3,3
-4.9
-10,3
-39
-3,0
2,9
2.4
2,4
18
2,2
3,6
2,1
14,9
2,5
2,0
2,2
1,6
1,7
17
1,9
-10,4
-3,0
1,9
1,8
14,9
-3,0
2,2
-1,9
2,6
43
3,1
2,0
2,6
-4,9
2,2
2,2
538

Plasma Membrane
Nucleus

Plasma Membrane
Cytoplasm
Cytoplasm

Plasma Membrane
Unknown

Plasma Membrane
Plasma Membrane
Unknown

Plasma Membrane
Plasma Membrane
Cytoplasm

Plasma Membrane
Plasma Membrane
Plasma Membrane
Plasma Membrane
Plasma Membrane
Plasma Membrane
Plasma Membrane
Plasma Membrane
Plasma Membrane
Cytoplasm

Plasma Membrane
Plasma Membrane
Plasma Membrane
Plasma Membrane
Plasma Membrane
Plasma Membrane
Cytoplasm
Cytoplasm
Cytoplasm
Unknown
Unknown
Cytoplasm
Cytoplasm
Nucleus

Nucleus

Plasma Membrane
Plasma Membrane
Unknown
Cytoplasm
Cytoplasm

Plasma Membrane
Cytoplasm
Cytoplasm

Plasma Membrane
Plasma Membrane
Extracellular Space
Plasma Membrane
Plasma Membrane
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Unknown




1391134 _at
1388628 _at
1388149 _at
1368732_at
1368669_at
1373498 _at
1382099 _at
1370521_at
1389611 _at
1387455_a_at

1391754 _at
1378345_at
1383358_at
1382268 _at
1385713_at
1374746_at
1377022_at
1387909_at
1372249 _at
1386915_at
1371873_at
1372620_at
1375641_at
1384581 _at
1371327_a_at
1369942_at
1376363_at
1373507_at
1382556_a_at
1397579_x_at
1383499 _at
1373345_at
1392038_at
1370307_at
1371703_at
1371571 _at
1377697_at
1389307_at
1388121 _at
1375880_at
1389606_at
1371627_at
1383018_at
1389124 at
1383964_at
1367584 _at
1368908_at
1387673 _a_at
1384675_at
1372390_at
1382118 at
1376496_at
1383491 _at
1369197_at
1376300_at
1385228 x_at
1373983 _at

BF404933
BI284430
X57523
NM_032056
NM_019354
BI295924
BI289595
U35245
AAB49857
NM_013155

BM391818
BF389196
Al072577
AW526712
BF392577
AAB91922
BF395328
U94904
BE108148
NM_131911
AAB50735
AI008642
BI296526
BI850151
BG666668
NM_031675
A1233337
AI232810
Al412140
BI294552
BG371995
AW523747
BF387389
M64780
Al407114
BG671677
BI275738
AW435479
M31322
AI170384
BI303298
BI277433
BF420082
AI009814
Al549551
NM_019905
NM_024155
BI285568
Al029113
AI710604
BE104676
AI717736
BM391709
NM_023979
BI289802
AI059117
Al168986

transmembrane and coiled-coibétts 3
transmembrane emp24 proteisgoahdomain containing 3
transporter 1, ATP-binding casssttb-family B (MDR/TAP)
transporter 2, ATP-binding etiessub-family B (MDR/TAP)
uncoupling protein 2 (mitochr@dproton carrier)
vacuolar protein sorting 11 Hom¢S. cerevisiae)
vacuolar protein sorting 26 Homé (S. pombe)
vacuolar protein sorting 33 homadyeast)
very low density lipoproteinepor
very low density lipoproteiceptor
Other
2 '-5"'oligoadenylate synteetd
2-oxoglutarate and iron-depermemenase domain containing 1
A kinase (PRKA) anchor protein 1
A kinase (PRKA) anchor protein 1
A kinase (PRKA) anchor protelike3
Ab1-152
abhydrolase domain containing 10
abl interactor 2
Ac1254
acidic (leucine-rich) nucldaogphoprotein 32 family, member B
acidic (leucine-rich) nucleaoghoprotein 32 family, member E
acidic (leucine-rich) nucleaoghoprotein 32 family, member E
actin related protein 2/3 compgabunit 5-like
actin, gamma 1
actin, gamma 1
actinin, alpha 4
actin-related protein 10 hom¢®&gerevisiae)
acyl-Coenzyme A binding domaintaining 5
adaptor protein, phosphotyeositeraction, PH domain and leucine zipper caoirigi 1
adenomatosis polyposis coli 2
adhesion molecule with Ig-ligmdin 1
adhesion molecule with Ig-likendin 2
ADP-ribosylation factor-liken€eracting protein 1
agrin
AHNAK nucleoprotein
amyloid beta (A4) precursorgamot
amyloid beta (A4) precursorgimbinding, family B, member 2
amyloid beta (A4) precursor-pketein 1
amyloid beta (A4) precursor-liket@in 2
amyloid beta precursor proteytoplasmic tail) binding protein 2
anaphase promoting complex subun
angiomotin like 1
angiopoietin-like 6
ankyrin repeat domain 40
ankyrin repeat domain 50
annexin A2
annexin A4
annexin A6
antisense paternally expressed 8
antisense paternally expresseed §
antisense paternally expressesl3)
apolipoprotein L 9a
apoptosis enhancing nuclease
apoptotic peptidase activdtintpr 1
archaelysin family metallopegztel 2
ArfGAP with SH3 domain, ankyrépeat and PH domain 1
arginine/serine-rich coiled-&oil

TMCO3
TMED3
TAP1
TAP2
UCP2
VPS11
VPS26A
VPS33B
VLDLR
VLDLR

OASL1I
OGFOD1
AKAP1
AKAP13
AKAPSL
LOC500877
ABHD10
ABI2
LOC362901
ANP32B
ANP32E
ANP32E
ARPCSL (includes EG:296710
ACTG1
ACTG1
ACTN4
ACTR10
ACBD5
APPL1
APC2
AMIGO1
AMIGO2
ARL6IP1
AGRN
AHNAK
APP
APBB2
APLP1
APLP2
APPBP2
ANAPC1
AMOTL1
ANGPTL6
ANKRD40
ANKRD50
ANXA2
ANXA4
ANXA6
APEGS3 (includes EG:619476
APEGS3 (includes EG:619476
APEGS3 (includes EG:619476
APOL9A (includes EG:503164
AEN
APAF1
AMZ2
ASAP1

RSRC2

-2,2
-1,7
158,1
38,3
-2,7
1,9
1,7
-1,5
2,3
2,3

4,6
-1,9
1,6
-1,7
-1,7
2,0
2,0
-1,7
-1,7
1,7
-1,7
1,7
2,8
2,2
3,1
2,4
-2,6
-2,0
2,8
-3,8
-2,8
-2,4
2,7
7,1
8,3
-1,6
-2,2
-2,8
-2,2
-3,1
-1,5
-8,4
2,1
-1,9
-2,8
17,5
2,0
-1,9
-1,7
-1,6
-1,5
13,8
59
2,5
-2,2
1,6
1,6

Unknown
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Plasma Membrane
Plasma Membrane

Unknown
Unknown
Cytoplasm
Cytoplasm
Nucleus
Unknown
Unknown
Cytoplasm
Unknown
Nucleus
Nucleus
Nucleus
Unknown
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Unknown
Cytoplasm
Cytoplasm
Unknown
Plasma Membrane
Cytoplasm
Plasma Membrane
Nucleus
Plasma Membrane
Cytoplasm
Extracellular Space
Extracellular Space
Cytoplasm
Nucleus
Plasma Membrane
Extracellular Space
Unknown
Unknown
Plasma Membrane
Plasma Membrane
Plasma Membrane
Unknown
Unknown
Unknown
Unknown
Unknown
Cytoplasm
Unknown
Plasma Membrane
Unknown




1392930_at
1393118 _at
1383592_at
1376297 _at
1371614 _at
1385526_at
1374831 _at
1373729 _at
1379561_at
1393217 _at
1387127 _at
1389402_at
1368291 _at
1375941_at
1368509_at
1367820_at
1367643 _at
1393641_at
1387805 _at
1386978 _at
1368066_at
1369122_at
1372279 _at
1371958 _at
1393707_at
1371811_at
1377759 _at
1392910_at
1390738_at
1398350_at
1390040_at
1388690_at
1388639_at
1392514 _at
1389569 _at
1371522_at
1372720_at
1381974 _at
1390865_at
1386947 _at
1370562_at
1387086_at
1388659 _at
1392912_at
1387772_at
1370873 _at
1387856_at
1371393_at
1374081_at
1372584 _at
1373790_at
1368585 _at
1368545_at
1398354 _at
1373279 _at
1371633_at
1368593 _at
1369953 _a_at

BI276980
BI295562
AA925988
BE112202
AI169001
AAQ56721
AI172579
BG376772
AW433567
BF282804
NM_031351
AI178746
NM_021752
BI292120
NM_053618
NM_053631
NM_012783
AAQ25583
NM_053420
NM_080888
NM_053812
AF235993
AAB92271
BM392148
AW527957
BI278232
BG666928
AAB59968
BM385476
BG380454
AA851481
Al105439
BF284148
BE095565
AW917092
BI295010
AA848449
AI101499
AW524822
NM_031334
M11596
NM_053334
BI295783
BG664561
NM_031969
Al411316
BI274457
AAB51222
AI011704
BG672517
AI045400
NM_017110
NM_057138
Al555457
BI275726
BI285669
NM_017079
BI285141

armadillo repeat containing 1

armadillo repeat containing 1

armadillo repeat containing 8

arrestin domain containing 1

ATG12 autophagy related 12 hom(®. cerevisiae)
ATG5 autophagy related 5 hom{#ogerevisiae)
ATH1, acid trehalase-like 1 §ypa

ATP synthase mitochondrial Fiptex assembly factor 1
ATPase family, AAA domain comitag 1
ATP-binding cassette, sub-fa@i(yVHITE), member 3-like 1
attractin

AXIN1 up-regulated 1

baculoviral IAP repeat-contejri2

BAll-associated protein 2-like 1

Bardet-Bied| syndrome 2

barrier to autointegrationdiadt

basigin (Ok blood group)

B-cell linker

BCL2/adenovirus E1B 19kDa attng protein 3
BCL2/adenovirus E1B 19kDa atting protein 3-like
BCL2-antagonist/killer 1

BCL2-associated X protein

BCL2-like 13 (apoptosis facitt

BCL2-like 2

BCL2-like 2

Bernardinelli-Seip congenitabdiystrophy 2 (seipin)
BH3 interacting domain deatimiagjo

block of proliferation 1

bone marrow stromal cell ant@en

brain abundant, membrane attaibeal protein 1
brain and reproductive orgamesged (TNFRSF1A modulator)
breast cancer metastasis-sigmorédike

breast carcinoma amplified segu@

brix domain containing 1

brix domain containing 2

bromo adjacent homology domarirtiaining 1

BTB (POZ) domain containing 1

BTB (POZ) domain containing 3
Ca++-dependent secretion actiZat

cadherin 1, type 1, E-cadh(epithelial)
calcitonin-related polypeptid¢abe

calcium modulating ligand

calcium regulated heat staltepr 1, 24kDa
calcyclin binding protein

calmodulin 1 (phosphorylasadén delta)
calmodulin 3 (phosphorylasedénaelta)

calponin 3, acidic

calsyntenin 1

cancer susceptibility candidate

cannabinoid receptor interagiiogein 1

carbonic anhydrase 14

CART prepropeptide

CASP8 and FADD-like apoptasigitator

catenin (cadherin-associatettio alpha-like 1
catenin, beta interacting pmatei

catenin, beta like 1

CD1d molecule

CD24 molecule

ARMC1
ARMC1
ARMCS8
ARRDC1
ATG12
LOC365601
ATHL1
ATPAF1
ATAD1
ABCG3L1
ATRN
AXUD1
BIRC2
BAIAP2L1
BBS2
BANF1
BSG
BLNK
BNIP3 (includes EG:664)
BNIP3L
BAK1
BAX
BCL2L13
BCL2L2
BCL2L2
BSCL2
BID
BOP1
BST2
BASP1
BRE
BRMS1L
BCAS3
BXDC1
BXDC2
BAHD1
BTBD1
BTBD3
CADPS2
CDH1
CALCB (includes EG:116903)
CAMLG
CARHSP1
CACYBP
CALM1
CALM3
CNN3
CLSTN1
CASC4
CNRIP1
CAR14
CARTPT
CFLAR
CTNNAL1
CTNNBIP1
CTNNBL1
CD1D
CD24

-3,0
1,6
2,8
3,1
1,7
18
2,6
15
2,1
3,6
2,6
3,0
2,2
2,1
1,9
2,1
1,6
3,0
1,7
17
6,8
2,3
2,7
-4,2
1,8
23
43
1,9
11,4
1,7
1,8
2,0
2,2
1,6
1,7
2,0
28
23
2,6
1,9
7,0
5,4
2,6
1,6
16
-4,0
2,0
4,2
2,2
2,6
35
-84
2,7
2,7
2,7
1,7
1,6
41

Unknown

Unknown

Unknown

Unknown
Cytoplasm
Cytoplasm
Unknown

Unknown
Unknown

Unknown
Extracellular Space
Nucleus

Cytoplasm
Cytoplasm
Unknown

Nucleus

Plasma Membrane
Cytoplasm

Cytoplasm

Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm

Nucleus

Plasma Membrane
Plasma Membrane
Cytoplasm
Unknown

Nucleus

Nucleus

Nucleus

Unknown
Cytoplasm
Unknown

Plasma Membrane
Plasma Membrane

Extracellular Space

Cytoplasm
Cytoplasm
Nucleus
Plasma Membrane
Plasma Membrane
Cytoplasm

Plasma Membrane
Unknown
Unknown
Unknown
Extracellular Space
Cytoplasm

Plasma Membrane
Cytoplasm
Nucleus

Plasma Membrane
Plasma Membrane




1382603_at
1372071_at
1387952_a_at
1368921 _a_at
1369559 _a_at
1387951 _at
1367929 _at
1386976_at
1390529_at
1388530_at
1388448 _at
1392542_at
1373919 _at
1382193 at
1392662_at
1383028_at
1396317_at
1378739_at
1374074 _at
1376864_at
1387244 _at
1382200_at
1377829 _at
1374139 _at
1389791 _at
1371656_at
1376570_at
1371641_at
1383152_at
1374695_at
1387235_at
1368034_at
1390218_at
1374478_at
1373652_at
1372895_at
1392938_s_at
1371763_at
1388980_at
1372843 _at
1384553 _at
1385066_a_at
1378980_at
1373143 _at
1388564_at
1378568_a_at
1371715_at
1392641_at
1390249_at
1392547_at
1382464 _at
1373603_at
1398998 _at
1377644 _at
1373830_at
1373831_at
1388465_at
1392967_at

AW521319
A1102320
AF065147
NM_012924
NM_019195
AB032395
NM_012925
NM_031797
Al412355
BM389459
AI235065
AAQ44330
AA943801
BI294188
AI229905
BE120656
Al764350
AAB18135
BF285292
BF396386
NM_053899
AW917547
BI291153
BG671589
AI179775
BI283657
BF417274
BM388827
BF544427
BF564593
NM_021655
NM_012526
BI295950
AAB19329
BG374986
Al169367
BF561368
BI274533
BG381728
BG377188
BE118056
BM390527
Al044779
BM390131
BF283612
BM389379
Al012212
AAQ57091
BF558075
AI716211
BF547020
BG673166
Al407273
BF284809
AA893539
AW920524
AAB91733
BF550692

CD274 molecule

CD320 molecule

CD44 molecule (Indian bloadig)y

CD44 molecule (Indian blomadig)

CD47 molecule

CD55 molecule, decay acceley#tictor for complement (Cromer blood group)
CD59 molecule, complement eggny protein
CD82 molecule

CD83 molecule

CDC42 small effector 1

CDC42 small effector 2

CDC42 small effector 2

CDGSH iron sulfur domain 2

CDGSH iron sulfur domain 2

CDGSH iron sulfur domain 2

CDV3 homolog (mouse)

cell cycle progression 1

cell death-inducing DFFA-likéeefor ¢

cell division cycle 37 homolBgderevisiae)-like 1
cell division cycle and apopteosjulator 1

cell growth regulator with rfimgger domain 1
centromere protein V

centrosomal protein 57kDa

cerebellar degeneration-refatsein 2, 62kDa
ceroid-lipofuscinosis, neur@@pilepsy, progressive with mental retardation)
chaperonin containing TCP1, siildu(delta)
chaperonin containing TCP1,rstibuepsilon)
chaperonin containing TCP1, sinbu(eta)
chitinase domain containing 1

chromobox homolog 1 (HP1 beteokay Drosophila )
chromogranin A (parathyroidetecy protein 1)
chromogranin B (secretograhin 1
chromosome 1 open reading fiat@e
chromosome 1 open reading féztfe
chromosome 1 open reading frdme
chromosome 10 open reading f&8ne
chromosome 11 open readimg ft&
chromosome 11 open reading fEgime
chromosome 11 open reading f5@me
chromosome 11 open reading ff&me
chromosome 12 open reading fé@me
chromosome 12 open readingef&0
chromosome 12 open reading fne
chromosome 12 open reading fBfime
chromosome 12 open reading ffdme
chromosome 14 open readingefi:88
chromosome 14 open reading fistiie
chromosome 15 open reading f2ne
chromosome 15 open reading fé@me
chromosome 15 open reading fé8ne
chromosome 15 open reading fédme
chromosome 16 open reading #4@me
chromosome 16 open reading fiédne
chromosome 16 open reading 8@me
chromosome 17 open reading fGdne
chromosome 17 open reading féme
chromosome 18 open reading fieine
chromosome 18 open reading ffAme

CD274
CD320
CD44
CD44
CD47
CD55
CD59
CD82
CD83
CDC42SE1
CDC42SE2
CDC42SE2
CIsD2
CISD2
CIsD2
CDvV3
CCPG1
CIDEC
CDC37L1
CCAR1
CGRRF1
CENPV
CEP57
CDR2
CLN8
CCT4
CCT5
CCT7
CHID1

CBX1
CHGA
CHGB
C10RF149
C10RF210
C10RF71
C100RF58
C110RF17
C110RF54
C110RF59
C110RF75
C120RF30
C120RF30
C120RF30
C120RF35
C120RF41
C140RF138
C140RF147
C150RF29
C150RF39
C150RF48
C150RF61
C160RF42
C160RF72
C160RF87
C170RF62
C170RF62
C180RF19
C180RF21

13,5
-1,8
4,8
8,4
4,1
2,6
-2,9
11,9
2,1
34
2,7
6,8
-2,0
-1,8
2,4
3,7
-2,8
5,6
-1,5
-1,9
2,2
-1,9
-1,6
2,3
-2,1
15
18
1,6
-2,4
1,7
-3,8
-2,9
1,6
-2,7
-1,6
13,7
1,7
-3,7
2,2
15
2,2
2,3
3,5
2,7
18
15
-1,7
-1,5
18
19,2
-1,8
17
1,8
2,7
15
4,5
-1,5
-1,5

Plasma Membrane
Plasma Membrane
Plasma Membrane
Plasma Membrane
Plasma Membrane
Plasma Membrane
Plasma Membrane
Plasma Membrane
Plasma Membrane
Plasma Membrane
Plasma Membrane
Plasma Membrane
Unknown
Unknown
Unknown

Unknown

Unknown
Cytoplasm
Cytoplasm
Nucleus

Unknown

Nucleus
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Extracellular Space
Nucleus
Extracellular Space
Extracellular Space
Nucleus

Unknown
Unknown
Extracellular Space
Nucleus

Nucleus

Unknown
Unknown
Unknown
Unknown
Unknown
Unknown
Unknown
Unknown
Unknown

Nucleus

Unknown

Nucleus

Unknown
Unknown
Unknown
Unknown
Unknown
Unknown
Unknown
Unknown




1371409_at
1389365_at
1384016_at
1394524 _at
1399080_at
1383662_at
1371807_at
1392481 _at
1391224 at
1371478_at
1372044 _at
1379939_a_at
1389386_at
1370360_at
1389199 _at
1378638_a_at
1390579_at
1376309_at
1371412_a_at
1371619_at
1373049_at
1377439_at
1383912_at
1397184 _at
1393027_at
1389384 _at
1375874 _at
1376016_at
1373547_at
1389459 _at
1377728_at
1396228_at
1374333 _at
1372543 at
1380185_at
1384615_at
1391077_at
1386875_a_at
1398878_at
1383504_at
1376811_a_at
1389368_at
1376868_at
1390281_a_at
1388483 _at
1384378_at
1374874 _at
1394424 _at
1373806_at
1379826_at
1396315_at
1379500_at
1374929 _at
1398371_at
1376776_at
1390875_a_at
1387944 _at
1375634_at

Al231196
Al228291
Al044937
AW921279
BI292036
Al043759
BE110607
BG057566
Al169436
Al409756
Al410321
AW526107
Al170759
AF146738
Al407536
BM384709
BI294760
BI296018
BE107450
BI296718
Al169619
BF408617
BM390524
Al574688
Al058848
BE111733
AA799680
BF285425
AA849782
BE116947
B1280802
BG380184
Al227700
BI282107
BI303290
Al071319
AA851257
M19261
Y17326
AW530604
BE108383
AW253242
BM389293
Al407062
BI296011
BI293046
Al410818
Al547622
Al044859
AA859429
BF408941
AA860044
Al010233
Al409075
AW915484
BF290046
AF092207
AAT799472

chromosome 18 open reading fdne
chromosome 19 open reading fteine
chromosome 19 open reading f28ne
chromosome 19 open reading fdme
chromosome 19 open reading fddme
chromosome 19 open reading f@fne
chromosome 2 open reading f28me
chromosome 2 open reading f28me
chromosome 20 open reading fibge
chromosome 20 open reading f@&¢me
chromosome 22 open reading f2Bne
chromosome 3 open readingefiam
chromosome 3 open reading fiz8ne
chromosome 3 open reading fB@me
chromosome 3 open reading f&8ne
chromosome 4 open readingf@¥m
chromosome 4 open reading fé8ne
chromosome 4 open reading fBame
chromosome 5 open reading ft8m
chromosome 5 open reading fi&ne
chromosome 5 open reading fizne
chromosome 5 open reading fi@me
chromosome 6 open reading fidirbe
chromosome 6 open reading frfe
chromosome 6 open reading fizithe
chromosome 6 open reading fé&me
chromosome 6 open reading fié2ne
chromosome 7 open reading f2@me
chromosome 7 open reading fizéne
chromosome 7 open reading fé@me
chromosome 8 open reading fine
chromosome 9 open reading flame
chromosome 9 open reading f&8ne
chromosome X open reading fi2ne
chromosome X open reading fizne

cisplatin resistance-associatedexpressed protein

claspin homolog (Xenopus laevis)
clathrin, light chain (Lca)

cleavage and polyadenylation 8péactor 4, 30kDa
cleavage and polyadenylationifipéactor 6, 68kDa
cleavage and polyadenylgpiecifec factor 6, 68kDa

CNKSR family member 3

COBL-like 1

coenzyme Q10 homolog A (®visine)
cofilin 2 (muscle)

coiled-coil alpha-helical rodtpin 1
coiled-coil and C2 domain canitej 2A
coiled-coil domain containing 10
coiled-coil domain containing 10
coiled-coil domain containing@ 10
coiled-coil domain containing 11
coiled-coil domain containin@ 11
coiled-coil domain containin® 12
coiled-coil domain containin@ 13
coiled-coil domain containing 17
coiled-coil domain contaidihg

coiled-coil domain containing@indle associated)

coiled-coil domain containing 53

C180RF32
C190RF12
C190RF29
C190RF42
C190RF42
C190RF66
C20RF28
C20RF29
C200RF152
C200RF24
C220RF25
C30RF14
C30RF23
C30RF34
C30RF58
C4ORF27
C4ORF43
C4ORF8
C50RF13
C50RF15
C50RF30
C50RF42
C60ORF115
C6ORF174
C60RF211
CBORF66
C60ORF72
C7ORF20
C7ORF25
C7ORF36
C8ORF59
C9ORF5
C9ORF89
CXORF26
CXORF56
CROP
CLSPN
CLTA
CPSF4
CPSF6
CPSF6
CNKSR3
COBLL1
COQ10A
CFL2
CCHCR1
CC2D2A
CCDC104
CCDC104
ccDC107
ccbei12
ccbeil7
CCDC126
ccDC132
ccDC17
ccbeal
ccbes
CCDC53

-1,8
3,7
1,9
-5,0
-2,4
2,1
-2,9
1,9
3,7
1,6
-2,2
3,3
-1,8
-2,3
1,9
-1,6
2,7
-1,6
5,1
-2,6
4,0
34
2,5
-2,7
1,7
4,1
-1,9
-1,6
-3,1
2,0
17
2,3
-2,4
1,6
-2,0
-2,5
-1,9
1,9
1,9
-1,5
2,1
14,1
-1,8
2,1
18
7,4
-3,2
-3,5
-3,5
-3,5
3,1
3,3
-2,0
2,5
-2,7
1,9
-1,9
-2,5

Unknown
Unknown
Unknown
Unknown
Unknown
Unknown
Unknown
Unknown
Unknown
Cytoplasm
Unknown
Unknown
Cytoplasm
Unknown
Unknown
Nucleus
Unknown
Unknown
Cytoplasm
Unknown
Unknown
Unknown
Unknown
Unknown
Unknown
Unknown
Unknown
Unknown
Unknown
Unknown
Unknown
Unknown
Cytoplasm
Unknown
Unknown
Nucleus
Nucleus
Plasma Membrane
Nucleus
Nucleus
Nucleus
Plasma Membrane
Unknown
Cytoplasm
Nucleus
Cytoplasm
Unknown
Unknown
Unknown
Unknown
Unknown
Unknown
Unknown
Unknown
Unknown
Unknown
Nucleus
Unknown




1393952_at
1378958_at
1377194 _a_at
1385269_s_at
1385268_at
1373001_at
1388973_at
1390846_at
1398894 _at
1398784 _at
1393740_at
1399010_at
1373747_at
1389980_at
1396250_at
1371465_at
1371646_at
1375943 _at
1383647_a_at
1383648_x_at
1388385_at
1376051 _at
1389249 _at
1381685_a_at
1397247 _at
1377005_at
1368801_at
1389101_at
1371643 _at
1383075_at
1398340_at
1371953 at
1368050_at
1390815_at
1391270_at
1384268_at
1388443 _at
1370226_at
1396327_at
1372498 at
1392996_at
1372166_at
1373046_at
1388626_at
1372434 _at
1383432_at
1385210_at
1377835_at
1374718 _at
1380021_at
1389615_at
1388685_at
1382552_at
1370507_at
1369997_at
1375433_at
1367516_at
1383495_at

BI278833
AAQ98314
BE107471
BI289167
BI289167
AAB17990
BM388861
BG380309
AIL78763
NM_019259
BI294230
BG381740
BG381691
Al412591
BF558291
BM390681
AI008441
BI288873
BI283883
BI283883
BG371710
BI293393
BE114850
BI276419
BI276505
BM390962
NM_053342
BE120340
AW143798
BI295861
AI317832
Al408309
NM_053662
BF282870
BE112177
AWA435305
AIL77871
Al409867
BG374493
BF285068
BG668435
AI169146
AW918273
AI638949
BE098114
AI716676
BF389450
BM390876
AA945915
AI059486
BI284801
AI011749
AWS522677
U67140
NM_031820
Al412473
BG375549
AI556858

coiled-coil domain containing 68

coiled-coil domain containing 86

coiled-coil domain contai®@B

coiled-coil domain contairig

coiled-coil domain containing 93
coiled-coil-helix-coiled-coilltxedomain containing 4
collagen, type IX, alpha 1

collagen, type XVI, alpha 1

COMM domain containing 3

complement component 1, g sapeopent binding protein
connector enhancer of kinaspreapor of Ras 1
COP9 constitutive photomorphiodgesmolog subunit 7A (Arabidopsis)
cornichon homolog 2 (Drosophila)

cornichon homolog 4 (Drosophila)

coronin, actin binding prot&@,

cortactin

cortistatin

CP110 protein

crumbs homolog 3 (Drosophila)

crumbs homolog 3 (Drosophila)

crystallin, beta A2

crystallin, lambda 1

Ctr9, Pafl/RNA polymerase llgiesncomponent, homolog (S. cerevisiae)
C-type lectin domain familyrh&@mber A

CUB domain containing protein 1

cullin 4B

CXXC finger 4

cyclin C

cyclin D1

cyclin D1

cyclin D-type binding-protein 1

cyclin G2

cyclin L1

cyclin M1

cyclin M3

cyclin Y-like 1

cyclin-dependent kinase 2 aatstiprotein 1
cystatin B (stefin B)

cytochrome P450, family 2, suliyg, polypeptide 12
cytokine induced apoptosis itdrith

cytoplasmic polyadenylation elgrbinding protein 1
D4, zinc and double PHD findensily 2

DAZ associated protein 1

DDRGK domain containing 1

deafness, autosomal recessive 31

death associated protein-like 1

dedicator of cytokinesis 5

dedicator of cytokinesis 8

deltex 3-like (Drosophila)

DENN/MADD domain containing 2D

Derl-like domain family, member

DiGeorge syndrome critical ragiene 2

DIP2 disco-interacting protelmgnolog C (Drosophila)
discs, large (Drosophila) homakgpciated protein 4
dishevelled, dsh homolog 1 <Bphila)

dispatched homolog 2 (Drosophila

distrobrevin binding protein 1

DNA cross-link repair 1A (PS@@niolog, S. cerevisiae)

CCDC68
CCDC86
CCDC90B
CcCcDC93
CcCcDC93
CHCHD4
COL9A1L
COL16A1
COMMD3
C1QBP
CNKSR1
COPS7A
CNIH2
CNIH4
COROI1C
CTTN
CORT
CP110
CRB3
CRB3
CRYBA2
CRYL1
CTR9
CLEC16A
CDCP1
CUL4B
CXXC4
CCNC
CCND1
CCND1
CCNDBP1
CCNG2
CCNL1
CNNM1
CNNM3
CCNYL1
CDK2AP1
csTB
CYP2J12
CIAPIN1
CPEB1
DPF2
DAZAP1
DDRGK1
DFNB31
DAPL1
DOCK5
DOCKS8
DTX3L
DENND2D
DERL1
DGCR2
DIP2C
DLGAP4
DVL1
DISP2

DTNBP1 (includes EG:641528]

DCLRE1A

-18,:3
1,8
15
2,0
2,8
2,6
71
3,4
15
2,1
7,4
1,7
2,7
2,2
2,3
17
2,1
33
16
16
35
1.9
1,7
19
4,7
2,8
-4,4
16
1,8
15
2,7
2,5
18
2,6
2,7
-6,6
16
19
25,2
1,7
1,8
16
2,4
15
2,9
6,7
9,7
1,9
9,1
13,5
2,1
1,7
17
2,2
17
2,3
3,5
1,8

Unknown
Unknown
Unknown
Unknown
Unknown
Unknown
Extracellular Space
Extracellular Space
Unknown
Cytoplasm
Cytoplasm
Cytoplasm
Extracellular Space
Plasma Membrane
Cytoplasm
Plasma Membrane
Extracellular Space
Cytoplasm
Plasma Membrane
Plasma Membrane
Unknown
Unknown
Nucleus
Unknown
Plasma Membrane
Unknown
Cytoplasm
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Plasma Membrane
Unknown
Unknown
Nucleus
Cytoplasm
Unknown
Cytoplasm
Cytoplasm
Nucleus
Cytoplasm
Extracellular Space
Plasma Membrane
Unknown
Unknown
Unknown
Cytoplasm
Cytoplasm
Cytoplasm
Plasma Membrane
Unknown
Plasma Membrane
Cytoplasm
Unknown
Plasma Membrane
Nucleus




1387817 _at
1368025_at
1389487 _at
1387905_at
1369813 _at
1386648_at
1377125 _at
1374651_at
1374966_at
1376026_at
1368402_at
1388903_at
1388992_at
1374183 _at
1388397 _at
1395739_at
1389975 _at
1368541_at
1373535 _at
1388889_at
1379396_at
1374585 _at
1383747 _at
1372568 _at
1371580_at
1373093_at
1389970_at
1372643_at
1393583 _at
1393983 _at
1370875 _at
1387279 _at
1377938 _at
1389146 _at
1389435 _at
1376708 _at
1399150_at
1383155 _at
1377648 _at
1382469 _at
1388482_at
1378606_at
1383800_at
1377848 _at
1391944 _at
1390844_at
1379261 _at
1390403 _at
1374853 _at
1394940 _at
1382907 _at
1390730_at
1373761_at
1390171_at
1379636_at
1372302_at
1370044 _at
1388137_a_at

NM_024128
NM_080906
AA818949
AB062135
U39320
AW914996
AWS523481
BM386987
BE109057
AI178243
NM_031026
AI179335
AI169305
AI705068
BI281160
BG672302
BE116949
NM_053719
BF397848
AI598417
AI101913
AW915152
AI578135
Al411270
AI102725
AI169756
BG378319
BE110569
BE119096
AAQ98204
AA851304
NM_053796
AA859585
BF283267
BE329046
BM385170
AW144400
AAQ45854
BF414047
AAQ00787
BM384306
AI010216
AWS523537
AWS535219
BI296237
AI230339
BE111490
BE108405
AI137833
BI294811
BI289723
BM383911
AIL76129
AAQ24717
AWS528443
BF284897
NM_080895
AAQ55230

DNA segment on chromosome ijfeh 234 expressed sequence
DNA-damage-inducible transetipt

DnaJ (Hsp40) homolog, subfaBijlgnember 12
DnaJ (Hsp40) homolog, subfa@jlpnember 12
DnaJ (Hsp40) homolog, subfamilm@nber 5
DnaJ (Hsp40) homolog, subfa@jlpnember 6
DnaJ (Hsp40) homolog, subfa@jlgnember 6
dopey family member 2

doublecortin

downstream neighbor of SON

dynein, cytoplasmic 1, ligieimediate chain 2
dynein, light chain, Tctex-t@e

E1A binding protein p400

E2F-associated phosphoprotein

EBNAL binding protein 2

EFR3 homolog A (S. cerevisiae)

ELAV (embryonic lethal, abnormisilbn, Drosophila)-like 4 (Hu antigen D)
embigin homolog (mouse)

enabled homolog (Drosophila)

endoplasmic reticulum metalldidege 1
engulfment and cell motility 1

enoyl Coenzyme A hydratase dogwitaining 1
epithelial cell transformingsece 2 oncogene
EPM2A (laforin) interacting miot 1

ER lipid raft associated 1

ERBB receptor feedback inhikitor

ERGIC and golgi 2

erythrocyte membrane proteid Ballike 2
Ewing tumor-associated antigen 1

exportin, tRNA (nuclear experaptor for tRNAs)
ezrin

F11 receptor

family with sequence similatif0, member A
family with sequence similatly, member B
family with sequence similatity, member A1
family with sequence similatitys, member C
family with sequence similatitys, member A
family with sequence similatity7, member B
family with sequence similat29B

family with sequence similatig0C

family with sequence similatid®, member B
family with sequence similati8; member B1
family with sequence similatip, member A
family with sequence similatis, member A
family with sequence similati84, member A
family with sequence similaB8; member A
family with sequence simila8By member A
family with sequence simila#By member A
family with sequence similadity member B
family with sequence similadi®y member A
family with sequence similadiey member C
family with sequence similabi®y member A
family with sequence simila6ify member A
family with sequence similarié; member A
family with sequence simila8i2y member A1
family with sequence simil8Ry member A2
Fas apoptotic inhibitory malecu

fasciculation and elongatiarein zeta 2 (zygin I1)

D4S234E
DDIT4
DNAJB12
DNAJC12
DNAJC5
DNAJC6
DNAJC6
DOPEY2
DCX
DONSON
DYNC1LI2
DYNLT3
EP400
EAPP
EBNA1BP2
EFR3A
ELAVL4
EMB
ENAH
ERMP1
ELMO1
ECHDC1
ECT2
EPM2AIP1
ERLIN1
ERRFI1
ERGIC2
EPB41L2
ETAAL
XPOT
EZR
F11R
FAM100A
FAM107B
FAM114A1
FAM115C
FAM116A
FAM117B
FAM120B
FAM120C
FAM129B
FAM13B1
FAM155A
FAM175A
FAM184A
FAM33A
FAM33A
FAM43A
FAM44B
FAMA46A
FAM46C
FAMS58A
LOC686611
FAM76A
FAM82A1
FAM82A2
FAIM
FEZ2

-12,5
31
1,6
-2,2
15,7
-2,1
-1,7
-3,2
-8,9
14,9
-1,5
-1,8
1,6
2,4
19
4,2
-3,1
-2,0
18
18
-4,6
-1,7
-2,0
-1,8
1,9
2,3
-1,6
-2,4
2,1
3,0
9,8
2,1
2,8
-2,2
-2,3
9,0
-1,8
-1,6
-2,5
-1,9
2,8
-1,6
-1,5
-2,6
-1,8
-1,8
-1,7
-1,6
1,9
-1,9
-2,4
-2,9
3,0
1,6
-1,8
4,6
-2,4
15

Cytoplasm
Cytoplasm
Cytoplasm
Unknown
Plasma Membrane
Cytoplasm
Cytoplasm
Unknown
Cytoplasm
Unknown
Cytoplasm
Cytoplasm

Nucleus
Cytoplasm
Nucleus
Plasma Membrane
Cytoplasm
Plasma Membrane
Cytoplasm
Cytoplasm
Cytoplasm
Unknown
Nucleus
Cytoplasm
Plasma Membrane
Cytoplasm
Unknown

Plasma Membrane
Unknown
Nucleus
Plasma Membrane
Plasma Membrane
Unknown
Unknown
Unknown
Unknown
Unknown
Unknown
Unknown
Unknown
Unknown
Unknown
Unknown
Unknown
Unknown
Unknown
Unknown
Unknown
Nucleus
Unknown
Extracellular Space
Unknown

Unknown
Unknown
Unknown
Unknown
Cytoplasm
Cytoplasm




1370281 _at
1378294 _at
1384457_at
1376561_at
1375041_at
1382059_at
1372873_at
1380379_at
1373835_at
1373588_at
1382143 at
1374239 _at
1367559_at
1372086_at
1389621_at
1367746_a_at
1372526_at
1388684_at
1391411 at
1383098_at
1373836_at
1371951 _at
1377011_at
1379434 _at
1381882_at
1396280_at
1382186_a_at
1372313 at
1378842_at
1372201_at
1385717_at
1389390_at
1387855_at
1398822_at
1372702_at
1390623_at
1393357_at
1374690_at
1380410_at
1373021_at
1376175_at
1369888_at
1373491 _at
1371358_at
1398606_at
1372330_at
1370417_at
1374922_at
1372016_at
1373499 _at
1367930_at
1368385_a_at
1367867_at
1373142_at
1371574 _at
1388953_at
1376285_at
1390019_at

U13253
BF282402
AI030755
AW523739
AI599362
BI289529
BM385705
A1228000
AI009785
H33457
AA9B4898
BI282835
L01122
BM387251
BE113454
NM_031830
BI278582
BI274480
AI179941
BG667845
AI236582
AAB00031
BF415061
BE100206
AI072357
BI277872
Al136314
BI275972
AI102520
AI233698
AWS524331
Al599847
BI278628
NM_017276
BI284972
BI279799
AW253109
AI599770
Al043958
Al171823
BF283433
NM_012707
BI276464
BI282960
BM391878
BM391371
M15527
Al013096
BI287978
BF287008
NM_017195
X62853
NM_013222
AAB58928
BF284759
AAB92598
BM390519
BM390456

fatty acid binding protein 5-like

F-box and leucine-rich repeatepr 12

F-box and WD-40 domain protéin 1

F-box protein 16

F-box protein 27

F-box protein 30

F-box protein 38

F-box protein 44

F-box protein 8

FERM domain containing 8

FERM, RhoGEF (ARHGEF) and pleakslomain protein 1 (chondrocyte-derived)
FERM, RhoGEF and pleckstrin dompeotein 2
ferritin, light polypeptide

FH2 domain containing 1

FIP1 like 1 (S. cerevisiae)

flotillin 2

folliculin

formin binding protein 4

formin-like 2

forty-two-three domain contagjriin
forty-two-three domain contagnin

four and a half LIM domains 2

furry homolog (Drosophila)

FYVE, RhoGEF and PH domain @antal
FYVE, RhoGEF and PH domain dointg 6

G patch domain and KOW motifs

G patch domain containing 4

G protein-coupled receptor 89B

GABA(A) receptor-associated girotike 1
gametogenetin binding protein 2
ganglioside-induced differeitiaissociated protein 1
GATA zinc finger domain contagil

GDP dissociation inhibitor 1

GDP dissociation inhibitor 2

gene model 884, (NCBI)

GINS complex subunit 3 (Psf3dlog)

GLE1 RNA export mediator homdiezast)
GLE1 RNA export mediator homdjgepst)

GLI pathogenesis-related 2

glioblastoma amplified sequence
glioblastoma amplified sequence

glucagon

glucosidase, beta, acid

glycoprotein, synaptic 2

golgi integral membrane profein

goliath

gonadotropin-releasing hormoretéilizing-releasing hormone)
GPN-loop GTPase 2

growth arrest and DNA-damagediiide, beta
growth arrest-specific 5 (natgin coding)
growth associated protein 43

growth factor receptor-bountepr®

growth factor, augmenter @frlhegeneration
growth hormone inducible tramsim@ne protein
growth hormone inducible tramsbmane protein
guanine nucleotide binding pnelike 3 (nucleolar)
GULP, engulfment adaptor PTBaloroontaining 1
H3 histone, family 3B (H3.3B)

FABP5L2
FBXL12
FBXW17
FBXO16
FBX027
FBXO30
FBXO38
FBX044
FBXO8
FRMD8
FARP1
FARP2
FTL
FHDC1
FIP1L1
FLOT2
FLCN
FNBP4

FMNL2 (includes EG:114793)
FYTTD1
FYTTD1

FHL2
FRY
FGD1
FGD6
GPKOW
GPATCH4
GPR89B
GABARAPL1
GGNBP2
GDAP1
GATAD1
GDI1
GDI2
GM884
GINS3
GLE1
GLE1
GLIPR2
GBAS
GBAS
GCG
GBA (includes EG:684536)
GPSN2
GOLIM4
LOC652955
GNRH1
GPN2
GADD45B
GAS5
GAP43
GRB2
GFER
GHITM
GHITM
GNL3
GULP1
H3F3B

7,7
2,0
6,2
-2,2
12,6
2,3
-1,5
-1,9
-1,6
3,6
2,1
-1,8
2,1
4,5
17
1,9
1,9
2,6
3,0
-2,2
-1,6
7,0
-2,4
1,7
8,8
3,1
55
-2,3
2,2
2,0
-1,8
18
-1,8
-1,9
-4,0
2,2
1,6
2,0
10,8
-2,3
-1,6
-6,1
-1,9
-3,1
-1,9
-2,1
2,0
15
38,8
2,2
-2,0
15
3,7
1,8
2,3
1,7
-2,5
-1,7

Cytoplasm
Cytoplasm
Unknown
Unknown
Unknown
Unknown
Nucleus
Unknown
Unknown
Unknown
Unknown
Cytoplasm
Cytoplasm
Unknown
Nucleus
Plasma Membrane
Unknown
Nucleus
Cytoplasm
Nucleus
Nucleus
Nucleus
Unknown
Cytoplasm
Cytoplasm
Unknown
Unknown
Unknown
Cytoplasm
Unknown
Cytoplasm
Unknown
Cytoplasm
Cytoplasm
Unknown
Unknown
Nucleus
Nucleus
Cytoplasm
Plasma Membrane
Plasma Membrane
Extracellular Space
Unknown
Plasma Membrane
Cytoplasm
Nucleus
Extracellular Space
Unknown
Cytoplasm
Unknown
Plasma Membrane
Cytoplasm
Nucleus
Cytoplasm
Cytoplasm
Nucleus
Cytoplasm
Nucleus




1398849 _at
1388996_at
1374957 _at
1393096_at
1393331 _at
1383710_at
1388851 _at
1372701_at
1368060_at
1388923 at
1384882_at
1372076_at
1377283_at
1371637_at
1374405_at
1371505_at
1375019_at
1374105_at
1371989_at
1372263_at
1372118 at
1367741_at
1369358 _a_at
1371736_at
1372850_at
1393050_at
1383874 _at
1375911 _at
1388407_at
1388942_at
1377461 _at
1374499 _at
1390151 _at
1373177_x_at
1388501 _at
1376737_at
1377626_at
1393234 _at
1371434 _at
1385061_at
1388587_at
1389355_at
1391489 _at
1394293 _at
1389521 _at
1374281 _at
1393690_at
1369771_at
1371334 _at
1367716_at
1386581 _at
1383880_at
1387995 _a_at
1387770_at
1374551 _at
1381014 _at
1379748 _at
1379568_at

AI177503
Al406527
Al408197
BF393086
AI575856
BE098872
BI282281
Al237597
NM_031714
BG381657
Al229056
BI294704
BI274486
Al411691
AI233336
BG381750
Al101886
H31665
BM386357
BF396485
BI281674
NM_053523
Al412750
Al411283
AA799464
BG664069
BG670036
AlL71772
Al008077
BM390129
Al409983
BM383402
BM392146
Al409900
AW916335
BE110674
AA924350
BI285850
Al172362
Al145445
AI176519
BF285187
Al407339
BG664973
Al408553
BE109901
AAB18627
NM_012969
BG668228
NM_133557
AW141214
BF418243
BI285494
NM_130743
BM388891
BI274623
AAB19629
AI009765

H3 histone, family 3B (H3.3B)

haloacid dehalogenase-like ligsleodomain containing 2
hCG21078

hCG21078

headcase homolog (Drosophila)

HEAT repeat containing 5B

heat shock 70kDa protein 9 (@injt

heat shock protein 90kDa alpf$olic), class A member 1
heat-responsive protein 12

HEC1/NDC8O0 interacting, centresassociated 1
HECT domain containing 2

hepatitis B virus x interacfimgtein

Hermansky-Pudlak syndrome 4

heterochromatin protein 1, iggirotein 3
heterogeneous nuclear ribonpobéein A3
heterogeneous nuclear ribomrdisin C (C1/C2)
heterogeneous nuclear ribonpadéein H3 (2H9)

HIG1 domain family, member 1A

high mobility group nucleosobiatling domain 3

HLA-B associated transcripke-li

HMP19 protein

homocysteine-inducible, endwopie reticulum stress-inducible, ubiquitin-like daim member 1
huntingtin-associated prdtein

hypothetical gene supported ®93431

hypothetical LOC100151767

hypothetical LOC302495

hypothetical protein FLJ36031

hypothetical protein KIAA1434

hypothetical protein LOC348262

hypothetical protein LOC679880

hypothetical protein LOC680485

hypothetical protein LOC682999

hypothetical protein LOC683034

hypothetical protein LOC685786

hypothetical protein LOC686179

hypothetical protein LOC686259

hypothetical protein LOC686634

hypothetical protein LOC687105

hypothetical protein LOC691807

hypothetical protein LOC730130

immediate early response 3

immediate early response 5

immunity-related GTPase fanhly,

IMP1 inner mitochondrial membenagaptidase-like (S. cerevisiae)
influenza virus NS1A bindingtpio

INO80 homolog (S. cerevisiae)

insulin induced gene 2

insulin receptor substrate 1

integral membrane protein 2C

integrin alpha FG-GAP repeataining 1

integrin, alpha V (vitroneceeeptor, alpha polypeptide, antigen CD51)
integrin, alpha V (vitronectnaptor, alpha polypeptide, antigen CD51)
interferon induced transmenebpaotein 3 (1-8U)
interferon, alpha-inducibletgiro27

interferon-induced protein 35

interferon-induced protein 44

interferon-induced protein &é-li

interferon-induced protein viéitratricopeptide repeats 2

H3F3B
HDHD2
HCG 21078
HCG 21078
HECA
HEATR5B
HSPA9
HSP90AAL
HRSP12
NY-SAR-48
HECTD2
HBXIP
HPS4
HP1BP3
HNRNPA3
HNRNPC
HNRNPH3
HIGD1A
HMGN3
BAT2L
HMP19
HERPUD1
HAP1
LOC389203
LOC100151767
LOC302495
FLJ36031
RP5-1022P6.2
LOC348262
LOC679880
LOC680485
LOC682999
LOC683034
LOC685786
MGC125239
LOC686259
LOC686634
LOC687105
RCG 28701
TCAG7.977
IER3
IER5
IRGM
IMMP1L
IVNS1ABP
INO80
INSIG2
IRS1
IT™M2C
ITFG1
ITGAV
ITGAV
IFITM3
IFI127
IFI35
IFl44
IFI44L
IFIT2

1,9
-2,9
-3,5
-1,7
8,1
-2,4
1,9
1,6
-2,0
-2,0
3,9
2,0
-3,2
-1,6
1,7
2,0
18
18
-1,7
1,9
-3,4
1,9
-4,8
-2,9
1,9
2,9
2,4
2,2
2,8
-2,6
7,5
2,6
-2,0
-1,6
2,6
2,4
489,7
6,7
2,2
-1,7
4,0
54
115,2
-1,6
-1,5
1,6
2,0
-2,3
-1,6
-2,0
53
10,4
9,6
3,5
3,0
16,1
40,0
4,5

Nucleus
Unknown
Unknown
Unknown
Unknown
Unknown
Cytoplasm
Cytoplasm
Cytoplasm
Unknown
Unknown
Cytoplasm
Cytoplasm
Nucleus
Nucleus
Nucleus
Nucleus
Plasma Membrane
Nucleus
Unknown
Cytoplasm
Cytoplasm
Cytoplasm
Unknown
Unknown
Unknown
Unknown
Unknown
Unknown
Unknown
Unknown
Unknown
Unknown
Unknown
Unknown
Unknown
Unknown
Unknown
Unknown
Unknown
Cytoplasm
Unknown
Cytoplasm
Unknown
Nucleus
Unknown
Cytoplasm
Cytoplasm
Cytoplasm
Plasma Membrane
Plasma Membrane
Plasma Membrane
Plasma Membrane
Cytoplasm
Nucleus
Cytoplasm
Unknown
Unknown




1384180_at
1367795_at
1373068 _at
1369031_at
1373630_at
1387226_at
1378061_at
1387046_at
1380548_at
1394038_at
1382314 _at
1387660_at
1367787_at
1377756_at
1371983 _at
1370975_at
1374632_at
1374124 _at
1388799_at
1390526_at
1388155_at
1388433_at
1376408_at
1377708_at
1382364 _at
1399124 at
1398971 _at
1381174 _at
1396239_at
1398607_at
1393065_at
1375548_at
1383933 _at
1397290_at
1397575_at
1377157_at
1375853 _at
1392838_at
1383165_at
1393352_at
1373300_at
1382785_at
1380172_at
1378197_at
1389556_at
1374006_at
1398943 _at
1390113 a_at
1373422_at
1374195_at
1368055_a_at
1379340_at
1391565_at
1367768_at
1369716_s_at
1386879_at
1368960_at
1387027_a_at

BE118697
NM_019242
AI236977
NM_053374
BG378832
NM_019128
Al043888
NM_053792
BF420494
BG371654
BE096523
M25390
NM_030844
AI232228
AA945181
AI172079
AI232697
AA851397
BG374559
BI289484
BI286012
BI279605
BF418111
BF281491
BI293914
AI598517
BI283725
BG381120
AI502035
AI717510
BI276770
BI296537
AI136714
Al408310
BF415880
BI273815
BF284358
BF398054
BM390462
BI293882
BI296249
BE105549
BE104278
AWA433953
BI286000
BI295878
BI274583
BI300539
BE108280
AAT799544
BI282866
BM385282
AA899663
NM_031655
NM_012976
NM_031832
NM_053862
u72741

interferon-induced protein weéthatricopeptide repeats 2
interferon-related developmeatalator 1
interferon-related developmenatgilator 2
interleukin 18 binding protein

intermediate filament familyhanp 1

internexin neuronal intermedidgament protein, alpha
intraflagellar transport 122 blwg (Chlamydomonas)
intraflagellar transport 17ghblog (Chlamydomonas)
intraflagellar transport 57 Hom¢Chlamydomonas)
intraflagellar transport 81 hog¢Chlamydomonas)
ISG15 ubiquitin-like modifier

islet amyloid polypeptide

islet cell autoantigen 1, 69kDa

ISY1 splicing factor homolog ¢8revisiae)
Josephin domain containing 1

jumoniji domain containing 1A

jumonji domain containing 6

jumoniji domain containing 8

kelch-like 7 (Drosophila)

kelch-like 9 (Drosophila)

keratin 18

keratin 19

KIAA0020

KIAA0020

KIAA0090

KIAA0090

KIAA0100

KIAA0141

KIAA0146

KIAA0240

KIAA0406

KIAA0494

KIAAO564

KIAA0892

KIAAQ0922

KIAA0947 protein

KIAA1033

KIAA1033

KIAA1324

KIAA1370

KIAA1467

kinesin family member 1A

kinesin family member 5C

kinesin family member C2

kinesin-associated protein 3

kynurenine aminotransferase lll

L antigen family, member 3

La ribonucleoprotein domainilfa member 1

La ribonucleoprotein domain ifigmiember 1
ladinin 1

lamin A/C

laminin, gamma 2

large subunit GTPase 1 hom@ogédrevisiae)
latexin

lectin, galactose bindinigibde 5

lectin, galactoside-bindingytsle, 3

lectin, galactoside-bindingyisle, 8

lectin, galactoside-bindingylslel 9B

IFIT2
IFRD1
IFRD2
IL18BP
IFFO1
INA
IFT122
IFT172
IFT57
IFT81

ISG15 (includes EG:9636)
IAPP
ICAL
ISY1

JOSD1
JMJID1A
JMJID6
JMJID8
KLHL7
KLHL9
KRT18
KRT19
KIAA0020
KIAA0020
KIAA0090
KIAA0090
KIAA0100
KIAA0141
KIAA0146
KIAA0240
KIAA0406
KIAA0494
KIAA0564
KIAA0892
KIAA0922
KIAA0947
KIAA1033
KIAA1033
KIAA1324
KIAA1370
KIAA1467
KIF1A
KIF5C
KIFC2
KIFAP3
KAT3
LAGE3
LARP1
LARP1
LAD1
LMNA
LAMC2
LSG1
LXN
LGALS5
LGALS3
LGALS8
LGALS9B

30,9
1,9
2,3

22,3
-1,9

-2,5
2,7
-2,2
4,0
-1,5

649,3

-1,7

-1,6
1,7
-2,4
3,8
2,1
-1,7

-1,8

-1,8
19
8,5
3,2
3,5

-2,6

-2,2

-1,9
2,3
1,9

-1,7

-2,1

-1,7

-1,7

-2,0

-3,9

-2,0
2,0
2,2

-1,8

-1,8

-2,9
6,9

-3,1

-2,8

-1,9
2,1
-2,2
1,8
2,0
2,9

2,2

27,2
-6,5
1,6

25,1
58
2,6
8,2

Unknown

Nucleus

Unknown
Extracellular Space
Unknown
Cytoplasm

Nucleus

Nucleus
Cytoplasm
Unknown

Extracellular Space

Extracellular Space
Cytoplasm

Nucleus

Unknown
Unknown

Plasma Membrane
Unknown

Nucleus

Unknown
Cytoplasm
Cytoplasm
Nucleus

Nucleus

Plasma Membrane
Plasma Membrane
Extracellular Space
Cytoplasm
Unknown

Unknown

Unknown

Unknown

Unknown

Unknown

Unknown

Unknown

Unknown

Unknown

Unknown

Unknown

Unknown
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Unknown

Unknown

Unknown

Unknown
Extracellular Space
Nucleus
Extracellular Space
Cytoplasm
Cytoplasm
Unknown
Extracellular Space
Extracellular Space
Cytoplasm




1368848 _at
1371445_at
1372405_at
1391601_at
1396013 _at
1398569_at
1383906_at
1383863_at
1373071_at
1383665_at
1373875_at
1385487_at
1381970_at
1376483_at
1388347_at
1382277_at
1373904 _at
1381193 at
1388748 _at
1388728_at
1367925_at
1379325_at
1375173 at
1371587_at
1389306_at
1389433 _at
1388368_at
1388491 _at
1385790_at
1390485_at
1373087_at
1373113 _at
1388271_at
1388267_a_at
1371237_a_at
1398185 _at
1388152_at
1373397_at
1372091 _at
1382289 _at
1392989 _at
1393085_at
1372566_at
1375131 _at
1372597 _at
1373477_at
1371888 _at
1383618_at
1379874 _at
1390509_a_at
1371809_at
1380447_a_at
1371608_at
1372457_at
1387971_a_at
1388990_at
1368071_at
1372043_at

NM_053886
BF285649
BE107128
AAQB4579
BI293141
BF412229
BF416847
BF288303
AI103101
BE096055
BG381541
AW530957
AA945865
AW251852
AI233210
AAB94336
AI103948
BE115518
AW525776
BI282923
NM_022715
BI274837
BM392302
AAB17829
BM387419
BI298816
BM389891
A1234849
BF560024
BI290680
Al175452
AI231778
BM383531
M24327
AF411318
BF410350
BG374290
Al180161
BI275959
BI291954
BI295986
BI290341
Al412014
BF284715
BE113348
BM390306
AAB92843
BG378538
BE107929
BI294860
BM389296
AI071722
BI275958
BF284182
AF092450
AAQ24622
NM_134410
BI282363

lectin, mannose-binding, 1

leucine rich repeat containfhg 5

leucine rich repeat containthg 6

leucine rich repeat neuronal 2

leucine zipper-EF-hand contgitiansmembrane protein 1
leucine-rich repeats and deattaih containing

likely ortholog of mouse lundeicible Neutralized-related C3HC4 RING domain prote

LIM domain only 2 (rhombotirelik)

lin-37 homolog (C. elegans)

lipin 2

LLP homolog, long-term synafaiiditation (Aplysia)
LSM1 homolog, U6 small nuclediRassociated (S. cerevisiae)
LSM14A, SCD6 homolog A (S. cisiee)

LSM5 homolog, U6 small nuclediRassociated (S. cerevisiae)
lymphocyte antigen 6 complesyi$oE

lymphocyte antigen 96

LysM, putative peptidoglycaneling, domain containing 2
lysophosphatidylglycerol acykfarase 1

lysosomal protein transmembdaaipha

lysosomal protein transmemb4aneta

major vault protein

makorin ring finger protein 1

mannose-6-phosphate protein p76

MAPK scaffold protein 1

matrilin 2

McKusick-Kaufman syndrome

mediator complex subunit 28
membrane-associated ring fi(@8HC4) 5
membrane-associated ring fi{@&iC4) 5
membrane-associated ring fi(@&HC4) 5
membrane-associated ring fi(@8HC4) 7
membrane-associated ring fi(@8HC4) 8
metallothionein 1E

metallothionein 1F

metallothionein 1F

microfibrillar-associated pro&iike
microtubule-associated protein 2
microtubule-associated proRRYEB family, member 1

MID1 interacting protein 1 (galstion specific G12 homolog (zebrafish))

mindbomb homolog 1 (Drosophila)

mindbomb homolog 1 (Drosophila)

MIT, microtubule interacting arahsport, domain containing 1
mitochondrial carrier homolo@2elegans)

mitochondrial carrier homold@ 2elegans)

mitochondrial ribosomal proteia

mitochondrial ribosomal protei®

mitochondrial ribosomal prote?d

mitochondrial ribosomal prote&ia

mitochondrial ribosomal protéith

mitochondrial ribosomal protéil

mitochondrial ribosomal pro®ir8B

mitochondrial ribosomal pro®18C

mitochondrial ribosomal pro®a4

mitochondrial tumor suppressor 1

mitogen-activated proteindartainteracting protein 1
MKI67 (FHA domain) interactingcfeolar phosphoprotein
MOCO sulphurase C-terminal domantaining 2

mRNA turnover 4 homolog (S. dsiae)

LMAN1
LRRC59
LRRC68 (includes EG:308398
LRRN2
LETM1
LRDD
LINCR
LMO2
LIN37
LPIN2
LLPH
LSM1
LSM14A
LSM5
LY6E
LY96
LYSMD2
LPGAT1
LAPTM4A
LAPTM4B
MVP
MKRN1
P76
MAPKSP1
MATN2
MKKS
MED28
MARCH5
MARCH5
MARCH5
MARCH7
MARCHS8
MT1E
MT1F
MT1F
MFAP3L
MAP2
MAPRE1
MID1IP1
MIB1
MIB1
MITD1
MTCH2
MTCH2
MRPL14
MRPL19
MRPL24
MRPL38
MRPL51
MRPL51
MRPS18B
MRPS18C
MRPS34
MTUS1
MAPKS8IP1
MKI671P
MOSC2

MRTO4

-1,9
17
-2,0
-3,4
1,9
2,2
99,7
59
18
2,0
2,0
2,4
2,1
1,6
2,9
4,5
1,6
2,8
1,6
-2,0
2,2
2,5
15
2,7
-6,4
-2,5
3,1
2,1
3,2
6,9
1,9
1,6
65,9
30,5
40,6
-1,6
-2,9
1,9
-1,6
-4,2
-2,4
2,7
-2,9
15
4,8
2,0
1,7
1,9
-2,4
-1,5
3,4
15
2,9
-2,4
-1,8
15
-1,7
3,5

Cytoplasm
Cytoplasm
Unknown
Plasma Membrane
Cytoplasm
Cytoplasm
Unknown
Nucleus
Unknown
Nucleus
Unknown
Nucleus
Unknown
Cytoplasm
Plasma Membrane
Plasma Membrane
Unknown
Cytoplasm
Cytoplasm
Unknown
Nucleus
Unknown
Extracellular Space
Cytoplasm
Extracellular Space
Cytoplasm
Nucleus
Unknown
Unknown
Unknown
Unknown
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Unknown
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Unknown
Cytoplasm
Cytoplasm
Unknown
Cytoplasm
Unknown
Unknown
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Unknown
Cytoplasm
Nucleus
Cytoplasm
Cytoplasm




1378034 _at
1392572_at
1375140_at
1389301_at
1386074 _at
1371692_at
1368279_at
1373027_at
1375703_at
1369720_at
1376098 _a_at
1369980_s_at
1388114 _at
1370158_at
1370949_at
1398452_at
1371559 _at
1388362_at
1388907_at
1390514 _at
1398893 _at
1373861_at
1389364 _at
1373775_at
1381509_at
1374650_at
1392581 _at
1372953 _at
1367956_at
1367845_at
1372433 _at
1395083 _at
1368255_at
1374014 _at
1389162_at
1371539 _at
1387977_at
1398610_at
1371032_at
1388878_at
1370348 _at
1384801_at
1393248 _at
1384257_at
1378642_at
1383752_at
1373978 _at
1368436_at
1389538_at
1394371 _at
1376250_at
1387950_at
1383530_at
1370000_at
1384280_at
1398832_at
1395212_at
1383673_at

BF552141
BI282339
AAB18999
Al176665
AAB50705
Al009661
NM_053718
AA944375
BE117891
NM_053986
BF282304
NM_053814
X05566
AA946388
M59859
BI298587
Al103384
BM390197
BF400873
BI295160
BG671512
Al228114
BF406709
Al232313
BF393724
BM392374
BF420172
Al101330
NM_053543
NM_017029
AI104715
AA926313
NM_017354
Al410079
BI277328
AW921151
AF218575
BG375744
BG372942
BI279756
U72660
AA963592
BF407833
BF555394
Al112858
BG375714
Al410277
NM_017271
AW672589
BF556765
BI284814
AF158186
AA925994
NM_021663
AA964152
NM_012749
BE105805
BI288925

MTERF domain containing 3

musashi homolog 2 (Drosophila)

muscleblind-like 2 (Drosophila)

muscleblind-like 2 (Drosophila)

MYC induced nuclear antigen

myeloid/lymphoid or mixed-linedgukemia (trithorax homolog, Drosophila); tramsited to, 11
myeloid/lymphoid or mixed-ligedeukemia (trithorax homolog, Drosophila); trawsited to, 3
myeloid/lymphoid or mixed-linedgukemia (trithorax homolog, Drosophila); trawsited to, 4
myeloid/lymphoid or mixed-lineégukemia 5 (trithorax homolog, Drosophila)
myosin IB

myosin IG

myosin phosphatase Rho atiteggprotein

myosin regulatory light chain MRLC

myosin, heavy chain 10, non-fieusc

myristoylated alanine rich protéimase C substrate
N-acetyltransferase 12 (GCN&ed| putative)

NAD kinase

NADH dehydrogenase (ubiquindrepha subcomplex 13 pseudogene
NECAP endocytosis associated 1

NEDD4 binding protein 2-like 2

Nedd4 family interacting protiein

Nedd4 family interacting prot2in

Nedd4 family interacting profin

negative regulator of ubiqulite-proteins 1

neighbor of BRCA1 gene 1

neural precursor cell expresteeklopmentally down-regulated 9
neurocalcin delta

neurocalcin delta

neurochondrin

neurofilament, medium polypmkpti

neuroguidin, EIF4AE binding prote

neuro-oncological ventral amtije

neurotrimin

neutral sphingomyelinase (N-SYastivation associated factor

NFU1 iron-sulfur cluster scaffobmolog (S. cerevisiae)

NHP2 ribonucleoprotein homoieasét)

nibrin

nicolin 1

nidogen 1

NIN1/RPN12 binding protein 1 btwyg (S. cerevisiae)

ninjurin 1

Nipped-B homolog (Drosophila)

NMD3 homolog (S. cerevisiae)

non-POU domain containing, oetdimding

non-protein coding RNA 153

NOP2 nucleolar protein homateggt)

nuclear cap binding protein sittly 80kDa

nuclear distribution gene Cdlogh(A. nidulans)

nuclear factor of kappa lighypeptide gene enhancer in B-cells inhibitor, alpha
nuclear fragile X mental retémdaprotein interacting protein 1

nuclear fragile X mental retdotigprotein interacting protein 1

nuclear import 7 homolog (Sedsiae)

nuclear receptor interactinggino3

nucleobindin 2

nucleolar and spindle associateidin 1

nucleolin

nucleophosmin/nucleoplasmin, 2

nucleosome assembly proteikel2li

MTERFD3
MSI2
MBNL2
MBNL2
MINA
MLLT11
MLLT3
MLLT4
MLL5
MYO1B
MYO1G
MPRIP
MRLC2
MYH10
MARCKS (includes EG:25603
NAT12
NADK (includes EG:10012537(
RGD1561358
NECAP1
N4BP2L2
NDFIP1
NDFIP2 (includes EG:54602)
NDFIP2 (includes EG:54602)
NUB1
NBR1
NEDD9
NCALD
NCALD
NCDN
NEFM
NGDN
NOVA1
HNT
NSMAF
NFU1
NHP2
NBN
NICN1 (includes EG:619581)
NID1
NOB1
NINJ1
NIPBL
NMD3
NONO
NCRNA00153
NOP2
NCBP1 (includes EG:4686)
NUDC
NFKBIA
NUFIP1
NUFIP1
NIP7
NRIP3
NUCB2
NUSAP1
NCL
NPM2
NAP1L2

36
1,8
33
1,6
1,8
1,8
2,2
1,6
1,8
3.2
5,7
1,6
2,3
33
23
438
15
1,6
21
1,8
16
1,9
3,1
36
4,0
-1,9
7.2
5,0
1,7
43
1,9
27
2,8
1,7
26
2,1
1,7
15
17
1,9
29
1,9
1,8
2,0
2,0
1,6
1,6
1,9
20,1
3,0
3,9
1,7
1,9
21
1,9
1,9
1,7
34

Unknown
Cytoplasm
Unknown
Unknown
Nucleus
Unknown
Nucleus
Nucleus
Nucleus
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Unknown
Unknown
Unknown
Unknown
Plasma Membrane
Unknown
Cytoplasm
Cytoplasm
Cytoplasm
Nucleus
Unknown
Nucleus
Cytoplasm
Cytoplasm
Unknown
Cytoplasm
Nucleus
Nucleus
Plasma Membrane
Cytoplasm
Unknown
Nucleus
Nucleus
Unknown
Extracellular Space
Nucleus
Plasma Membrane
Nucleus
Nucleus
Nucleus
Unknown
Nucleus
Nucleus
Cytoplasm
Cytoplasm
Nucleus
Nucleus
Nucleus
Unknown
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus




1388438 _at
1375861_at
1371503 _at
1393753_at
1372939_at
1367761_at
1388645_at
1382814 _at
1369008_a_at
1388432_at
1370618_at
1379977_at
1389141 _at
1391703_at
1376316_at
1398907_at
1388454 _at
1384254 _at
1367869_at
1371978 _at
1372941 _at
1373653_at
1384352_at
1391415 at
1376598_at
1375012_at
1399034 _at
1371684 _at
1371064 _at
1374855_at
1384237_at
1382546_at
1376169_at
1373052_at
1374571 _at
1370202_at
1389654 _at
1389522_at
1379536_at
1375631_at
1372824 _at
1375767_at
1380867_a_at
1379724 _at
1385491 _at
1378027_at
1380071_at
1379613_at
1372034 _at
1374031_at
1377970_at
1376144 _at
1371777 _at
1379645_at
1377042_at
1371920_at
1399134 _at
1375940_a_at

AI230346
BE111332
BI289647
BE114265
AI010173
NM_133320
Al175494
AW521702
NM_053573
BI294994
AB069907
Al176858
BF288111
BF414253
Al070593
BI296182
AI230759
Al717553
NM_057153
Al406375
BI273897
BF550883
Al547390
Al043694
AI179993
BF399627
Al009650
AAT799330
U95920
BI279017
BF420822
AW920026
BE104290
BI275649
Al172192
BG378637
BM392070
BE109446
BF547014
Al177176
AI103367
BI287681
BM383086
BE103244
BF403514
AW525315
BI285978
BM390301
BF284106
BI295824
BE105494
AAB19679
BM383696
BE113614
BI288196
AA851255
AW144008
BF396656

nucleosome assembly proteikel4li

nucleosome assembly proteke5li

nucleotide binding protein 1r(®homolog, E. coli)

NudC domain containing 1

NudC domain containing 2

nudE nuclear distribution gém®molog (A. nidulans)-like 1
Obg-like ATPase 1

odz, odd Oz/ten-m homolog 3 $Bpbila)

olfactomedin 1

optineurin

optineurin

ORAI calcium release-activatddiam modulator 3

origin recognition complex, sut2+-like (yeast)

origin recognition complex, st4like (yeast)

origin recognition complex, suibé like (yeast)

ORM1-like 2 (S. cerevisiae)

ornithine decarboxylase antizgme

OTU domain containing 1

oxidation resistance 1

oxysterol binding protein-like 9

p53 and DNA damage regulated 1

PAP associated domain containing

PAP associated domain contaiing

partner of NOB1 homolog (S. deiae)

PAX interacting (with transdoptactivation domain) protein 1
PDZ domain containing 4

pecanex homolog (Drosophila)

pelota homolog (Drosophila)

pericentriolar material 1

period homolog 1 (Drosophila)

peroxisomal biogenesis factor 10

PHD finger protein 11

PHD finger protein 20-like 1

phosducin-like 3

phosphatidylinositol glycan andbiosynthesis, class X
phospholipase A2, group XVI

plastin 1 (I isoform)

pleckstrin homology domain doirtg, family A member 6
pleckstrin homology domain doirtg, family A member 6
pleckstrin homology domain ciorirtg, family B (evectins) member 2
pleckstrin homology domain cioriitg, family F (with FYVE domain) member 2
pleckstrin homology domain coitg, family G (with RhoGef domain) member 3
pleckstrin homology domairtaiamg, family M (with RUN domain) member 1
pleckstrin homology-like dom&imily B, member 2
PNMA-like 2

poliovirus receptor-related 3

poly (ADP-ribose) polymeraseifiarmember 12

poly (ADP-ribose) polymeraseiffarmember 14

poly (ADP-ribose) polymeraselfamember 14

poly (ADP-ribose) polymeraseiffgrmember 6

poly (ADP-ribose) polymerasdlfamember 8

poly (ADP-ribose) polymeraseifgrmember 9

poly(A) binding protein, cytaptac 4 (inducible form)
polybromo 1

polycomb group ring finger 5

polymerase (DNA-directed), dieltaracting protein 2

POT1 protection of telomeresrhdiog (S. pombe)
potassium channel tetramerisgdmain containing 17

NAP1L4
NAP1L5
NUBP1
NUDCD1
NUDCD2
NDEL1
OLA1
0ODZz3
OLFM1
OPTN
OPTN
ORAI3
ORC2L
ORCA4L
ORC6L
ORMDL2

OAZ2 (includes EG:501454)

OTuD1
OXR1
OSBPL9
PDRG1
PAPD1
PAPD4
PNO1
PAXIP1
PDzD4
PCNX
PELO
PCM1
PER1
PEX10

PHF11 (includes EG:51131)

PHF20L1
PDCL3
PIGX
PLA2G16

PLS1 (includes EG:5357)

PLEKHAG
PLEKHAG
PLEKHB2

PLEKHF2 (includes EG:362484

PLEKHG3
PLEKHM1
PHLDB2
PNMAL2
PVRL3
PARP12
PARP14
PARP14
PARP6
PARPS
PARP9
PABPC4
PBRM1
PCGF5
POLDIP2
POT1
KCTD17

15
-6,3
2,1
1,7
18
15
2,1
-3,9
2,0
2,9
6,6
-2,2
17
19
-2,0
-2,2
-1,8
3,8
-2,7
1,9
2,1
19
3,7
2,4
-1,9
-2,0
1,6
3,9
-1,5
4,0
1,6
8,5
-1,7
2,9
-3,4
52,9
-1,9
-2,4
2,3
1,6
2,7
4,7
1,6
-4,1
-5,9
1,8
5,0
13,0
26,2
2,0
3,3
22,4
1,9
-1,8
2,4
-1,7
-2,0
-1,7

Nucleus
Unknown
Unknown
Unknown
Unknown
Nucleus
Cytoplasm
Plasma Membrane
Cytoplasm
Cytoplasm
Cytoplasm
Unknown
Nucleus
Nucleus
Nucleus
Cytoplasm
Unknown
Unknown
Cytoplasm
Cytoplasm
Cytoplasm
Unknown
Unknown
Nucleus
Nucleus
Cytoplasm
Plasma Membrane
Nucleus
Cytoplasm
Nucleus
Cytoplasm
Unknown
Unknown
Cytoplasm
Unknown
Nucleus
Cytoplasm
Unknown
Unknown
Unknown
Unknown
Unknown
Cytoplasm
Cytoplasm
Unknown
Plasma Membrane
Nucleus
Cytoplasm
Cytoplasm
Unknown
Unknown
Nucleus
Cytoplasm
Nucleus
Unknown
Nucleus
Nucleus
Unknown




1374326_at
1387903_at
1370156_at
1386912_at
1389325_at
1376212_at
1387521 _at
1383328_x_at
1383327_at
1388120_at
1370381_at
1377744 _at
1367835_at
1369929 _at
1367986_at
1388430_at
1367663_at
1387345_at
1371876_at
1399051 _at
1371600_at
1386971_at
1393082_at
1368716_at
1370174 _at
1367888_at
1391013 _at
1383783_at
1368145_at
1390647_at
1375378_at
1373481 _at
1392464 _at
1376029_at
1374750_at
1377833_at
1388646_at
1373989_at
1374165_at
1379285_at
1372175_at
1393097_at
1389066_at
1374235_at
1371563 _at
1398483 _at
1391075_at
1394280_at
1383357_a_at
1376401_at
1389053 _at
1388749_at
1387081 _at
1368097_a_at
1373571 _at
1374852_at
1375305_at
1392823 at

AI178019
D32249
BI278802
NM_019237
AAB48545
Al102437
NM_022265
AI576297
AI576297
BE328942
U61729
BF392982
NM_019279
NM_013013
NM_019243
BI280292
NM_017264
NM_023986
BM387084
BE104409
AA943815
NM_022951
Al044747
NM_133425
BI284349
NM_053572
AW523567
AW521192
NM_013002
Al410924
BE108882
A1227908
BM392372
BI295991
AI172313
BF396950
BM391469
Al103943
AA818264
AAB19788
BE112899
AI709802
BI274408
Al138048
BE109154
A1229118
AI179271
AW140991
BF403558
Al412569
AI171280
BI278823
NM_017132
NM_053865
AI170276
Al407613
BI282028
Al146105

PPAN-P2RY11 readthrough trapscri
praja ring finger 2
prion protein

procollagen C-endopeptidasarexn
programmed cell death 10
programmed cell death 2-like

programmed cell death 4 (netiplazansformation inhibitor)
programmed cell death 4 (reesstigl transformation inhibitor)
programmed cell death 4 (netiplaansformation inhibitor)
programmed cell death 6 integprotein

proline-rich nuclear receptor teaor 1
proline-serine-threonine phdsgkanteracting protein 2
proprotein convertase sulstiksixin type 1 inhibitor
prosaposin

prostaglandin F2 receptor negetgulator

prostate tumor overexpressed 1

proteasome (prosome, macrogeiivator subunit 1 (PA28 alpha)
proteasome (prosome, macrogeiivator subunit 4
proteasome (prosome, macropag@mbly chaperone 2
protein associated with topoisase 1l homolog 1 (yeast)
protein kinase (CAMP-dependsatglytic) inhibitor gamma
protein phosphatase 1, regylétthibitor) subunit 10
protein phosphatase 1, regylétahnibitor) subunit 14C
protein phosphatase 1, regylétdibitor) subunit 14C
protein phosphatase 1, regylétdribitor) subunit 15A
protocadherin 21

protocadherin 8

protocadherin 9

Purkinje cell protein 4

putative homeodomain transemipfactor 2

quaking homolog, KH domain Rit&ling (mouse)

R3H domain containing 1

RAE1 RNA export 1 homolog (Snpe)

ral guanine nucleotide dissiriatimulator-like 2

Rap guanine nucleotide exchéaayer (GEF) 6

RAP1 interacting factor hom@yeast)

raptor

Ras association (RalGDS/AF-&)aln family member 1
RAS p21 protein activator 4

receptor (chemosensory) tratepprotein 4

receptor accessory protein 3

regulation of nuclear pre-mRN#ndin containing 1A
regulator of calcineurin 2

regulator of calcineurin 2

regulator of chromosome contiensa

regulator of G-protein signalliig

regulator of G-protein signallifg

regulator of G-protein signalig

RELT-like 1

replication initiator 1

required for meiotic nucleaision 1 homolog (S. cerevisiae)
required for meiotic nucleaisidn 5 homolog A (S. cerevisiae)
reticulocalbin 2, EF-hand cafcbinding domain

reticulon 1

reticulon 3

RGD1559909

RGD1563912

RGD1563912

PPAN-P2RY11
PJA2
PRNP
PCOLCE
PDCD10
PDCD2L
PDCD4
PDCD4
PDCD4
PDCD6IP
PNRC1
PSTPIP2
PCSKIN
PSAP
PTGFRN
PTOV1
PSME1
PSME4
PSMG2
PATL1
PKIG
PPP1R10
PPP1R14C
PPP1R14C
PPP1R15A (includes EG:2364
PCDH21
PCDH8
PCDH9
PCP4
PHTF2
QKI
R3HDM1
RAE1
RGL2
RAPGEF6
RIF1
KIAA1303
RASSF1
RASA4 (includes EG:10156)
RTP4
REEP3
RPRD1A
RCAN2
RCAN2
RCC2
RGS17
RGS17
RGS17
RELL1
REPIN1
RMND1
RMND5A
RCN2
RTN1
RTN3
RGD1559909
RGD1563912
RGD1563912

b)

19
1,7
16
16
2,0
3.1
5,6
-4,5
-3,8
1,7
1,9
16
25
16
3,4
1.9
5,0
1,8
2,4
2,5
1,8
2,0
2,1
2,3
9,7
11,7
18
2,9
-4,0
-39
17
1,5
1,6
19,1
2,6
1,6
2,8
2,3
6,2
30,2
15
2,4
7,0
15
19
1,6
2,8
3,2
15
2,0
3,8
2,1
4,9
2,4
15
-1,6
-4,4
-39

Nucleus
Cytoplasm
Plasma Membrane
Extracellular Space
Cytoplasm
Unknown
Nucleus
Nucleus
Nucleus
Cytoplasm
Nucleus
Cytoplasm
Extracellular Space
Extracellular Space
Plasma Membrane
Nucleus
Cytoplasm
Unknown
Nucleus
Unknown
Unknown
Nucleus
Cytoplasm
Cytoplasm
Cytoplasm
Plasma Membrane
Plasma Membrane
Plasma Membrane
Cytoplasm
Cytoplasm
Nucleus
Unknown
Nucleus
Cytoplasm
Plasma Membrane
Nucleus
Cytoplasm
Nucleus
Cytoplasm
Plasma Membrane
Unknown
Unknown
Unknown
Unknown
Nucleus
Cytoplasm
Cytoplasm
Cytoplasm
Unknown
Unknown
Unknown
Unknown
Cytoplasm
Cytoplasm
Cytoplasm
Unknown
Unknown
Unknown




1388900_at
1372585 _at
1371366_at
1387035_a_at
1374086_at
1376501_at
1395229 _at
1377750_at
1381297 _at
1383523_at
1390786_at
1374376_at
1384765 _at
1373581_at
1370880_at
1390769 _at
1371295 _at
1371488 _at
1385060_at
1376845_at
1380105_at
1382436_at
1390907 _at
1380619 _at
1384483_at
1399057_at
1397267_at
1375955 _at
1372865 _at
1382379_at
1387201_at
1371597_at
1382074_at
1374559 _at
1378916_at
1383496_at
1393832_at
1375870_a_at
1371596_at
1372380_at
1380513_at
1376065_at
1389480 _at
1386890_at
1375170 _at
1372741_at
1388820 _at
1388815_at
1383766_at
1374796_at
1368379 _at
1368129_at
1382921 _at
1390755_at
1367992_at
1376073_at
1368806_at
1376319_at

BG381414
BM388445
Al408677
NM_022244
BF282296
AAQ45062
BG375118
Al454536
BI292668
BE110369
BE099756
BM386483
BI289371
BG380767
X62528
Al535312
AW914097
AW915978
BF401036
AAB19034
C07059
BM386497
Al145039
AI177390
BI274216
BE109080
BF410275
BI289415
AI171206
AW529177
NM_053588
BI281621
Al113237
AI171211
Al029234
BM387466
Al136337
BF420140
AI008971
A1231308
BE095638
Al058889
Al598462
NM_031114
BG378926
Al412013
BI286365
BE329438
BG663338
Al413058
NM_054001
NM_031647
AAQ9T7613
BE105876
NM_013175
BI285936
AAT99627
BM390322

RGD1566118

RGD1566254

Rho GDP dissociation inhibit®b() alpha

Rho GTPase activating prdféin

Rho GTPase activating protein 21

Rho GTPase activating protein 8

Rho guanine nucleotide exchimeter (GEF) 12

Rho guanine nucleotide exchéager (GEF) 3

Rho guanine nucleotide exchéawer (GEF) 5
rho/rac guanine nucleotide egghéactor (GEF) 18
rho/rac guanine nucleotide exgdhéactor (GEF) 2
Rho-guanine nucleotide exchéager

rhomboid 5 homolog 2 (Drosophila

Rho-type GTPase-activating jpor&kECH2
ribonuclease/angiogenin inhitditor
ribose-phosphate pyrophosphseihdike

ribosomal protein S20

RIKEN cDNA 0610010E21 gene

RIKEN cDNA 1110012D08 gene

RIKEN cDNA 1810023F06 gene

RIKEN cDNA 2010107G12 gene

RIKEN cDNA 2610002M06 gene

RIKEN cDNA 2610008E11 gene

RIKEN cDNA 3110001122 gene

RIKEN cDNA 9530082P21 gene

RIKEN cDNA A730098P11 gene

RIMS binding protein 2

ring finger protein 114

ring finger protein 115

ring finger protein 138

ring finger protein 138

ring finger protein 187

ring finger protein 19B

ring finger protein 26

ring finger protein 43

RNA binding motif protein 35A

RNA binding motif protein 43

RNA binding motif, singlerstied interacting protein 1
RNA binding protein S1, seriivb-domain

RNA binding protein with mulémplicing

RNA polymerase Il associatetepr@

RRS1 ribosome biogenesis reguamolog (S. cerevisiae)
RWD domain containing 4A

S100 calcium binding proteif A1

S100 calcium binding protein A11

saccharopine dehydrogenasetifm)ta

SAFB-like, transcription modaifat

SAPS domain family, member 1

sarcoglycan, beta (43kDa dysitmegssociated glycoprotein)
sarcoglycan, beta (43kDa dyktrepssociated glycoprotein)
scavenger receptor class B baeh

Scm-like with four mbt domains
SDA1 domain containing 1

secretion regulating guaninéeatide exchange factor
secretogranin V (7B2 protein)

sel-1 suppressor of lin-12{eelegans)
selenoprotein P, plasma, 1

sema domain, immunoglobulin derflg), short basic domain, secreted, (semaph&@)

RGD1566118
RGD1566254
ARHGDIA
ARHGAP17
ARHGAP21
ARHGAPS8
ARHGEF12
ARHGEF3
ARHGEF5
ARHGEF18
ARHGEF2
RGNEF
RHBDF2
RICH2
RNH1
LOC314140
RPS20
0610010E21RIK
1110012D08RIK
1810023F06RIK
2010107G12RIK
2610002MO6RIK
2610008E11RIK
3110001122RIK
9530082P21RIK
A730098P11RIK
RIMBP2
RNF114
RNF115
RNF138
RNF138
RNF187
RNF19B
RNF26
RNF43
RBM35A
RBM43
RBMS1
RNPS1
RBPMS
RPAP2
RRS1
RWDD4A
S100A10
S100A11
SCCPDH
SLT™M
SAPS1
SGCB
SGCB
SCARB2
SFMBT1
SDAD1
SERGEF
SCG5
SEL1L
SEPP1
SEMA3C

4,0
613,0
2,3
2,5
2,2
10,6
3,4
2,3
6,0
2,1
2,3
3,1
13,0
2,4
2,8
17
15
2,0
-3,0
3,6
-3,6
3.4
2,0
2,2
10,9
16
3,7
3,2
4,4
1,6
4,3
2,1
4,8
1,7
2,3
2,5
8,4
2,9
15
2,4
4,3
2,4
25
2,0
9,3
2,1
19
2,2
-4,1
-4,0
2,1
7,0
3,5
45
17
2,5
-4,5
2,9

Unknown
Unknown
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Unknown
Unknown
Unknown
Cytoplasm
Unknown
Cytoplasm
Unknown
Unknown
Unknown
Unknown
Cytoplasm
Unknown
Unknown
Unknown
Nucleus
Plasma Membrane
Unknown
Cytoplasm
Unknown
Unknown
Unknown
Unknown
Unknown
Unknown
Unknown
Unknown
Nucleus
Nucleus
Unknown
Unknown
Nucleus
Unknown
Cytoplasm
Cytoplasm
Cytoplasm
Nucleus
Unknown
Plasma Membrane
Plasma Membrane
Plasma Membrane
Nucleus
Nucleus
Cytoplasm
Extracellular Space
Cytoplasm
Extracellular Space
Extracellular Space




1388745 _at
1383290_at
1373459 _at
1372077 _at
1372874 _at
1373592_at
1373672_at
1372254 _at
1387131 _at
1389153 _at
1399070_at
1382117 _at
1388775 _at
1373033_at
1383085_at
1389140 _at
1367690_at
1389420 _at
1395064 _at
1375062_at
1397953 _at
1373469 _at
1388763 _at
1373514 _at
1377980_at
1393951 _at
1377523 _at
1388663_at
1377763 _at
1373506_at
1391062_at
1390163_at
1376760_at
1377445 _at
1390226_at
1374670_at
1388447 _at
1398486_at
1373333 _at
1372472_at
1392733 _at
1380079_at
1371866_at
1373330_at
1375523 _at
1376240_at
1373232_at
1381434_s_at
1383728 _at
1391028 _at
1385503 _at
1389023 _at
1372659 _at
1371956_at
1389387 _at
1373403_at
1383081_at
1376042_at

Al228417
BI280343
AI103051
Al009198
BI299261
Al407094
BM384419
AW915763
AF193015
BI296087
AI180081
BF417345
Al176439
BI289505
BG672648
Al172437
NM_017199
BI279446
BE118876
BM392237
Al113261
BF408841
AI230762
AA899109
Al549077
BI302706
BE113698
AI100783
BF283765
AA944568
AAB75129
BF282174
BF402128
BF388223
Al408343
BM384543
AAB00701
BF400868
AI102732
AAB59614
BM391545
AW533923
BM389317
Al406704
BE108178
BG378240
Al008975
AW253721
BM387529
Al511126
BM387442
Al599504
BE113269
BG372686
BF561377
Al230625
BM388245
BF284673

sema domain, immunoglobulin dorflg), transmembrane domain (TM) and short cyasplic domain, (semaphorin) 4A
serine peptidase inhibitor, Kautyipe 1

serine/threonine kinase 11aatarg protein

serine/threonine kinase receggsociated protein

serologically defined colon esrantigen 8

serpin peptidase inhibitor, €lBdovalbumin), member 9

serpin peptidase inhibitor,€lBdovalbumin), member 9

serpin peptidase inhibitor,&l&(C1 inhibitor), member 1

serpin peptidase inhibitor,elagheuroserpin), member 1

SERPINE1 mRNA binding protein 1

SET domain containing 5

SET domain containing 6

SFRS12-interacting protein 1

SFT2 domain containing 1

SH3 domain binding glutamic-gicid protein like

signal peptidase complex sulfihdmolog (S. cerevisiae)

signal sequence receptor, (ie@slocon-associated protein delta)
signal transducing adaptor famémber 2

similar to 4930429A08Rik protein

similar to Adaptor-related grommplex 1, mu 2 subunit (AP1M2)
similar to AMSH-family protein

similar to Butyrate-induced<caipt 1

similar to Calponin-2 (CalpoHi®, smooth muscle) (Neutral calponin)
similar to chromosome 17 opedirgy frame 27

similar to chromosome 20 opedirgy frame 102

similar to coiled-coil domaimtzining 9

similar to dachshund b

similar to death effector dor@intaining DNA binding protein 2
similar to Der1-like domain fgmmember 2

similar to early estrogen-indugene 1 protein

similar to elongation proteimofnolog

similar to expressed sequeriis3AB7

similar to GC-rich sequence i\Aling factor homolog

similar to GTL2, imprinted ma&dly expressed untranslated

similar to hypothetical proteC340061

similar to hypothetical protéié C20700

similar to limb-bud and heart

similar to melanoma inhibitanjvéty 3

similar to Microsomal signal fiegise 23 kDa subunit (SPase 22 kDa subunit) (SP322
similar to Microtubule-assodapeotein RP/EB family member 2 (APC-binding prat&B2) (End-binding protein 2) (EB2)
similar to mirror-image polygact

similar to mKIAA2005 protein

similar to myosin XVllla

similar to Myosin-15 (Myosin X@#Jnconventional myosin-15)

similar to Myristoylated alaniich C-kinase substrate (MARCKS) (ACAMP-81)
similar to MYST histone aceyisferase monocytic leukemia 4
similar to nidogen 2 protein

similar to nidogen 2 protein

similar to NMDA receptor regetht -like

similar to nuclear receptorraatéing protein 2

similar to O-acetyltransferase

similar to Oligosaccharyl trana$e 3 CG7748-PA

similar to potassium channelutataty factor 1

similar to prajal, RING-H2 meotiftaining

similar to Proteasome inhilft84 subunit

similar to Protein C8orf4 (Thgiroancer protein 1) (TC-1)

similar to Protein phosphat#ges2 kDa regulatory subunit B (PP2A PR59) (PP2RB59)
similar to RIKEN cDNA 2310007F12

SEMA4A
SPINT1
STK11IP
STRAP
SDCCAGS8
SERPINB9
SERPINB9
SERPING1
SERPINI1
SERBP1
SETD5
SETD6
SFRS12IP1
SFT2D1
SH3BGRL
SPCS2
SSR4
STAP2
RGD1564943
RGD1561490
LOC687696
RGD1565496
LOC690976
LOC688296
RGD1305725
LOC684934
LOC686314
LOC687118
LOC687738
LOC687750
LOC687694
RGD1563863
LOC683880
RGD1566401
RGD1562552
RGD1307722
LOC683626
LOC683007
MGC109340
LOC679221
LOC687620
RGD1561472
LOC360570
LOC690323
LOC294446
RGD1566399
LOC302022
LOC302022
LOC686240
LOC689619
LOC678772
RGD1311563
LOC684322
LOC683077
RCG 37297
LOC684871
LOC682033
RGD1562416

2,1
2,6
2,0
17
-2,4
51
6,0
19,7
-1,7
-1,5
2,3
2,7
-1,7
1,9
-3,7
19
-1,7
8,8
-2,0
2,1
2,5
-1,7
4,5
53,4
-3,2
1,8
-3,3
7,7
-1,8
-2,8
-5,6
-2,8
4,1
5,4
3,3
2,8
-2,7
-2,5
-2,5
-2,3
5,6
10,0
2,1
5,1
-4,6
18
2,2
5,7
4,1
6,5
-3,0
-1,7
18
-2,0
3,7
78,4
-1,9
-1,9

Plasma Mamé
Extracellular Space
Unknown
Plasma Membrane
Cytoplasm
Cytoplasm
Cytoplasm
Extracellular Space
Extracellular Space
Nucleus
Unknown
Unknown
Unknown
Unknown
Unknown
Cytoplasm
Cytoplasm
Cytoplasm
Unknown
Unknown
Unknown
Unknown
Unknown
Unknown
Unknown
Unknown
Unknown
Unknown
Unknown
Unknown
Unknown
Unknown
Unknown
Unknown
Unknown
Unknown
Unknown
Unknown
Unknown

Unknown
Unknown
Unknown
Unknown
Unknown
Unknown
Unknown
Unknown
Unknown
Unknown
Unknown
Unknown
Unknown
Unknown
Unknown
Unknown
Unknown
Unknown
Unknown




1398886_at
1397173 at
1391607_at
1371848 _at
1372770_at
1372322_at
1392658 _at
1388867_at
1392527_at
1384116_at
1373980_at
1376983_at
1382903 _at
1386287_at
1381126_at
1390350_at
1382466_at
1393161 _at
1372734 _at
1383998_at
1392978 _at
1372866_at
1386088 _at
1382150_at
1389530_at
1399102_at
1376117_at
1372899 _at
1384760_at
1383942_at
1372930_at
1394819 _at
1373636_at
1383140_at
1372633_at
1383839_at
1370264 _at
1388520_at
1391885_at
1376195_at
1376160_at
1398440_at
1374154 _at
1379010_at
1381623_at
1374864 _at
1387012_at
1373003_at
1381103 _a_at
1372602_at
1374815_at
1368157_at
1370680_at
1379754 _at
1393932_at
1378043_at
1376693_at
1390312_at

BI285703
BE109095
BE109653
AAT799526
BF281357
BF398016
AI230409
AI227852
AI137840
AAQ24216
AW916138
BF417687
BF420492
Al407974
BE099652
BE097445
BF407231
AW916962
Al408095
BF545601
BE117086
BM386202
AW141957
BG377042
BI274313
BG377901
BI289103
AI104683
AI711126
BI275795
Al411381
AI177957
Al406342
BG665046
AI178531
AI576427
BI288556
BI278854
AA925352
BI288682
BF408850
BI292166
Al411610
AAQ56727
BF391476
BM390457
NM_031596
BF414266
AA996485
BI295979
AA997695
NM_024346
AF483620
AI070598
AI0B0175
AWS532890
AA998964
BG670441

similar to Selenoprotein H

similar to Serine/threoninegindkinase WNK3 (Protein kinase, lysine-deficieht 3
similar to Sestrin 2 (Hi95)

similar to small nuclear ribdeaprotein D3

similar to sorcin

similar to Suppressor of Svisee gcr2

similar to transcription elomgafactor A 1 isoform 2
similar to transcription factor

similar to translocase of tireirmitochondrial membrane 14 isoform a
similar to vacuolar proteinisgr87D

similar to XPA binding protein 1

similar to zinc finger protefi® 4

similar to zinc finger, ZZ domedntaining 3

SLAIN motif family, member 2

SLIT-ROBO Rho GTPase activaiimotein 2

small ArffGAP2

small nuclear ribonucleoprot8kDa (U11/U12)

small nuclear RNA activating ptam, polypeptide 3, 50kDa
small trans-membrane and glyatesy protein

SMEK homolog 2, suppressor &flni@ictyostelium)

solute carrier family 25, men#ger

solute carrier family 25, men8ger

solute carrier family 25, menfser

solute carrier family 25, merditer

solute carrier family 35, meniber

solute carrier family 38, menifler

solute carrier family 44, member

solute carrier family 9 (sodikydfogen exchanger), member 8
sorting nexin 32

sorting nexin 9

SP110 nuclear body protein

SP110 nuclear body protein

sparc/osteonectin, cwcv andHigeadomains proteoglycan (testican) 1
sparc/osteonectin, cwev and-kkealomains proteoglycan (testican) 2
spastic paraplegia 20 (Troyedsyme)

spastic paraplegia 20 (Troyedsyme)

spectrin repeat containing,earanvelope 1

sperm associated antigen 9

spermatogenesis associated 9

spindlin 1

splicing factor, arginine/serioe 16

splicing factor, arginine/serich 18

splicing factor, arginine/setiich 2, interacting protein
splicing factor, arginine/setiich 3

splicing factor, arginine/seriole 4

sprouty homolog 2 (Drosophila)

squamous cell carcinoma antigognized by T cells
squamous cell carcinoma antgggnized by T cells 3
SRR1 domain containing

starch binding domain 1

STARD3 N-terminal like

stathmin-like 3

staufen, RNA binding proteinmbiog 2 (Drosophila)
staufen, RNA binding proteimbing 2 (Drosophila)
sterile alpha motif domain cioite 8

sterile alpha motif domain cionirtg 9

sterile alpha motif domain cioitey 9

sterile alpha motif domain dairtg 9-like

RGD1563348
RGD1563131
RGD1566319
LOC687711
LOC683667
RGD1565023
LOC498453
MGC112830
LOC683663
RCG 21373
LOC688393
LOC680200
LOC310958
SLAIN2
SRGAP2
SMAP2
SNRNP48
SNAPC3
LOC57228
SMEK2
SLC25A28
SLC25A38
SLC25A46
SLC25A46
SLC35E1
SLC38A10
SLC44A4
SLC9A8
SNX32

SNX9 (includes EG:683687)

SP110
SP110
SPOCK1
SPOCK2
SPG20
SPG20
SYNE1
SPAGY
SPATA9
SPIN1
SFRS16
SFRS18
SFRS2IP
SFRS3
SFRS4
SPRY2
SART1
SART3
SRRD
STBD1
STARD3NL
STMN3
STAU2
STAU2
SAMD8
SAMD9
SAMD9
SAMDIL

2,3
2,7
16
17
3,1
1,5
3,1
2,2
1,8
3,4
15
3,3
2,2
6,2
15
3,6
17
1,9
4,5
1,6
4,4
19
2,2
2,1
1,6
2,2
3,2
1,5
16
17
3,1
6,4
34
2,2
2,2
2,0
2,1
17
2,8
10,6
6,3
2,1
2,5
2,0
19
2,7
18
18
2,7
11,3
1,6
2,5
2,6
2,8
3,5
14,2
110,1
15,0

Unknown
Unknown
Unknown
Unknown
Unknown
Unknown
Unknown
Unknown
Unknown
Unknown
Unknown
Unknown
Unknown
Unknown
Unknown
Unknown
Nucleus
Nucleus
Cytoplasm
Unknown
Unknown
Unknown
Unknown
Unknown
Unknown
Unknown
Unknown
Cytoplasm
Unknown
Unknown
Nucleus
Nucleus
Extracellular Space
Extracellular Space
Cytoplasm
Cytoplasm
Nucleus
Plasma Membrane
Unknown
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Plasma Membrane
Nucleus
Nucleus
Unknown
Cytoplasm
Cytoplasm
Nucleus
Cytoplasm
Cytoplasm
Unknown
Unknown
Unknown
Unknown




1371823 at
1387778 _at
1376024_at
1384200_at
1389142_at
1398848 _at
1390290_at
1367883_at
1373585 _at
1390489 _at
1382923 at
1382189 _at
1370166_at
1367721_at
1368070_at
1388679_at
1385596_at
1383265 _at
1398484 _at
1385407 _at
1374446 _at
1372507 _at
1381167 _at
1388780_at
1373708 _at
1391440 _at
1376038_at
1389557 _at
1388463 _at
1388209_at
1372455 _at
1377630_at
1398325 _at
1372739_at
1380725 _at
1372286_at
1383948 _at
1383215 _at
1386805_at
1376610_a_at
1386309_at
1377860_at
1388567 _at
1367655 _at
1375865 _at
1372473 at
1367712_at
1368323_at
1391559 _at
1398984 _at
1371551 _at
1388492_at
1383655 _at
1392531_at
1378582_at
1372252_at
1371466_at
1367523_at

BM392158
NM_130412
AW914992
BE107328
AI013361
BG377057
BF396659
NM_022509
BE116774
BE108860
AI072424
AI574779
AI169682
NM_012649
NM_031656
Al412244
BF392191
BF408403
AIO70306
AI511405
AIL79464
AAQ01093
BF390767
BF395792
BG378168
AWS521245
Al411054
BM384037
AW252660
AF092091
Al410264
Al408602
AIL72464
AAB18865
AW251317
BI295929
AA998083
BF557467
BF554446
BE109163
AIL76361
BM392227
BF282947
NM_021261
BF408844
AW434048
NM_053819
NM_017200
AW525904
AA818129
BM383323
AW919111
BF545192
AI178693
BM383666
BE112892
AIL77397
Al409145

stromal antigen 2

stromal cell derived factor 4

stromal interaction molecule 1

structural maintenance of chsomes flexible hinge domain containing 1
sulfide quinone reductase-leagt)

suppression of tumorigenicitycd®n carcinoma) (Hsp70 interacting protein)
surfeit 6

survival of motor neuron Iortedric

synaptojanin 2 binding protein

synaptotagmin binding, cytopi@&hA interacting protein
synaptotagmin binding, cytoplasRiNA interacting protein
syndecan 2

syndecan 2

syndecan 4

syntaxin 8

TBC1 domain family, member 14

TBC1 domain family, member 15

TBC1 domain family, member 23

TBC1 domain family, member Sfv@RAM domain)
TCDD-inducible poly(ADP-ribog®lymerase
TCDD-inducible poly(ADP-ribog®lymerase

T-cell leukemia translocatiderad gene

T-cell ymphoma invasion andastasis 1

telomeric repeat binding fa2tanteracting protein
terminal uridylyl transferas&l@ snRNA-specific
testis expressed 10

testis expressed 2

testis expressed 261

testis expressed 264

testis specific, 10

tetraspanin 12

tetraspanin 13

tetraspanin 3

tetraspanin 31

tetraspanin 5

tetraspanin 6

tetratricopeptide repeat dor@8in

tetratricopeptide repeat do2&in

tetratricopeptide repeat do2@in

tetratricopeptide repeat do2ti

tetratricopeptide repeat dor@8in

tetratricopeptide repeat dor@am

THUMP domain containing 1

thymosin beta 10

tight junction associated pndtgjperipheral)

tight junction protein 1 (zoealaedens 1)

TIMP metallopeptidase inhibitor

tissue factor pathway inhiltipoprotein-associated coagulation inhibitor)
TLC domain containing 1

TM2 domain containing 2

TNF receptor-associated factor 4

TNFAIP3 interacting protein 1

TNFAIP3 interacting protein 2

tocopherol (alpha) transfergimslike

TraB domain containing

trafficking protein particle gbex 1

trafficking protein particle quex 2

trafficking protein particle quex 2-like

STAG2
SDF4
STIM1
SMCHD1
SQRDL (includes EG:691966
ST13
SURF6
SMN1
SYNJ2BP
SYNCRIP
SYNCRIP
SDC2
SDC2
SDC4
STX8
TBC1D14
TBC1D15
TBC1D23
TBC1D9
TIPARP
TIPARP
TCTA
TIAM1
TERF2IP
TUT1
TEX10
TEX2
TEX261
TEX264
TSGA10
TSPAN12
TSPAN13
TSPAN3
TSPAN31
TSPANS5
TSPAN6
TTC28
TTC28
TTC28
TTC28
TTC28
TTC39B
THUMPD1
TMSB10
TJAP1
TIP1
TIMP1
TFPI
TLCD1
TM2D2
TRAF4
TNIP1
TNIP2
TTPAL
TRABD
TRAPPC1
TRAPPC2
TRAPPC2L

1,6
1,6
4,7
2,4
2,3
1,9
1,6
2,0
1,9
15
3,4
2,8
2,1
2,5
1,7
2,9
3,0
2,1
3,2
2,1
3,4
2,2
2,7
15
1,6
3,2
1,6
2,0
2,4
24,1
-3,0
1,6
1,8
15
3,8
2,0
-10,4
-10,2
-10,0
2,8
2,7
4.4
2,0
18
18
2,2
19,4
7.4
2,3
15
1,7
6,4
10,6
2,1
2,4
2,0
3,1
2,0

Nucleus
Cytoplasm

Plasma Membrane
Unknown

Unknown

Cytoplasm
Nucleus

Nucleus

Cytoplasm
Nucleus

Nucleus

Plasma Membrane
Plasma Membrane
Plasma Membrane
Plasma Membrane
Unknown
Cytoplasm
Unknown

Plasma Membrane
Unknown
Unknown
Unknown
Cytoplasm

Nucleus

Unknown

Nucleus

Unknown
Extracellular Space
Extracellular Space
Cytoplasm
Unknown

Plasma Membrane
Plasma Membrane
Plasma Membrane
Plasma Membrane
Plasma Membrane
Unknown
Unknown
Unknown
Unknown
Unknown
Unknown

Unknown
Cytoplasm

Plasma Membrane
Plasma Membrane
Extracellular Space
Extracellular Space
Unknown
Extracellular Space
Cytoplasm

Nucleus

Cytoplasm
Unknown

Unknown
Cytoplasm
Cytoplasm
Unknown




1382311 at
1373757_at
1375521 _at
1373238_at
1388478_at
1387169_at
1371509_at
1390149 _at
1387529 _a_at
1371028_at
1389965_at
1389471 at
1379186_at
1371688_at
1368706_at
1390832_at
1393822_at
1379541_at
1376102_at
1371968_at
1385436_at
1385714 _at
1375904 _at
1378952_at
1374948 _at
1372657_at
1388930_at
1371634 _at
1377615_at
1390042_at
1376904 _at
1374605_at
1377964 _at
1378243 _at
1372848 _at
1383307_at
1386346_at
1394842_at
1371932_at
1393165_at
1388346_at
1398219 _at
1389561 _at
1383674_at
1392045_at
1387013_at
1373058 _at
1389171 at
1373595_at
1370807_at
1372100_at
1371347_at
1372780_at
1386632_at
1383375_at
1399012_at
1377102_at
1389883_at

BM384466
AW529298
AI230334
Al234844
BE108225
NM_053400
BG666773
BI286164
NM_031676
AW917192
AA799818
Al412736
BF414701
Al178493
NM_053785
BI294696
AA925789
BE329099
BI292351
Al013781
AI556940
BF545988
Al011285
H31535
BI275815
BM391494
AI171651
BE107851
Al112395
Al071166
AI716115
AAB18020
BM390539
AAQ23937
BI296915
AI717533
BI275715
BF289172
AI232287
BG377684
BM386531
BE109914
BE110624
BF419619
BE110277
NM_020976
Al409051
Al104326
BM385463
AF411216
BI283746
BI279371
BM391310
BF547901
BI293584
BI285976
BI288335
BF284719

TRAF-interacting protein withkftead-associated domain
TRAF-type zinc finger domaintearing 1
transcription elongation faétdsll)-like 8
transcriptional adaptor 1 (Hfinolog, yeast)-like
transducin (beta)-like 1X-linked

transducin-like enhancer af 3gE(sp1) homolog, Drosophila)
transforming growth factor begmlated gene 1
transforming, acidic coiled-coihtaining protein 2
transgelin 3

trans-golgi network protein 2

trans-golgi network protein 2

translocase of outer mitochahdnembrane 34
translocase of outer mitochahdrembrane 70 homolog A (S. cerevisiae)
translocation associated merelpestein 1
transmembrane 4 L six familyniver 4
transmembrane and coiled-cailadio family 3
transmembrane and coiled-coilado family 3
transmembrane and tetratricioleefgipeat containing 4
transmembrane BAX inhibitor fnmgintaining 1
transmembrane BAX inhibitor febntaining 4
transmembrane channel-like 4
transmembrane channel-like 4
transmembrane emp24 proteispahdomain containing 5
transmembrane protein 101

transmembrane protein 106A

transmembrane protein 106C

transmembrane protein 123

transmembrane protein 126A

transmembrane protein 130

transmembrane protein 140

transmembrane protein 151A

transmembrane protein 161B

transmembrane protein 167B

transmembrane protein 17

transmembrane protein 179

transmembrane protein 186

transmembrane protein 19

transmembrane protein 19

transmembrane protein 192

transmembrane protein 206

transmembrane protein 208

transmembrane protein 215

transmembrane protein 218

transmembrane protein 219

transmembrane protein 22

transmembrane protein 27

transmembrane protein 30A

transmembrane protein 38A

transmembrane protein 43

transmembrane protein 49

transmembrane protein 50A

transmembrane protein 50B

transmembrane protein 53

transmembrane protein 55A

transmembrane protein 55A

transmembrane protein 59

transmembrane protein 63A

transmembrane protein 65

TIFA
TRAFD1
TCEALS
TADA1L

TBL1X

TLE3

TBRGL1 (includes EG:21376)
TACC2
TAGLN3
TGOLN2 (includes EG:10618)|
TGOLN2 (includes EG:10618)
TOMM34
TOMM70A
TRAM1
TM4SF4
TMCC3
TMCC3
TMTC4
TMBIM1
TMBIM4
TMC4
TMC4
TMEDS5
TMEM101
TMEM106A
TMEM106C
TMEM123
TMEM126A
TMEM130
TMEM140
TMEM151A
TMEM161B
TMEM167B
TMEM17
TMEM179
TMEM186
TMEM19
TMEM19
TMEM192
TMEM206
TMEM208
TMEM215 (includes EG:40149
TMEM218
TMEM219
TMEM22
TMEM27
TMEMS30A
TMEM38A
TMEM43
TMEM49
TMEM50A
TMEM50B
TMEM53
TMEM55A
TMEM55A
TMEM59 (includes EG:9528)
TMEMG63A
TMEM65

15,5
1,6
-1,8
2,1
19
2,3
2,1
2,9
5,9
2.9
1,7
15
2,1
2,1
3,7
3,8
4,8
3,7
5,3
4,4
1,5
1,6
1,7
2,2
6,5
5,1
19
19
23
13,7
5,4
1,5
2,7
2,1
36
15
1,9
2,1
2,0
2,1
18
-6,6
3,8
1.9
22
2,2
1,8
-8,6
2,0
2,6
17
36
3,1
18
19
16
1,7
1,8

Unknown
Unknown
Unknown
Unknown
Plasma Membrane
Nucleus

Nucleus
Nucleus
Extracellular Space

Cytoplasm

Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Plasma Membrane
Unknown
Unknown
Unknown
Unknown
Nucleus
Unknown
Unknown
Cytoplasm
Extracellular Space
Unknown
Unknown
Plasma Membrane
Cytoplasm
Unknown
Unknown
Unknown
Unknown
Unknown
Unknown
Unknown
Cytoplasm
Unknown
Unknown
Unknown
Unknown
Unknown

Unknown
Extracellular Space
Cytoplasm
Cytoplasm
Plasma Membrane
Unknown
Unknown
Nucleus
Plasma Membrane
Plasma Membrane
Plasma Membrane
Unknown
Unknown
Unknown

Plasma Membrane
Unknown
Unknown




1373309_at
1373161_at
1372508_at
1378293_at
1383369_at
1371786_at
1372112_at
1378592_at
1385252_at
1368540_at
1372500_at
1383986_at
1389846_at
1370339_at
1374602_at
1390097_at
1371885_at
1389108_at
1388869_at
1388959 _at
1387892_at
1373718_at
1371618_s_at
1376100_at
1370351 _at
1376335_at
1388773_at
1372626_at
1372436_at
1375420_at
1388812_at
1376575_at
1398800_at
1387041_at
1398767_at
1368762_at
1384773 _at
1383538_at
1379025_at
1375029_at
1373299_at
1389260_at
1397349 _at
1381982_at
1398865_at
1371972_at
1388910_at
1379341 at
1382972_at
1393320_at
1372787_at
1371651 _at
1374472_at
1376680_at
1394435_at
1392667_at
1368474 _at
1384169 _a_at

BI281129
BM386009
BE113266
AI556246
Al028875
BE111791
AA945761
BF396210
BI280655
NM_031807
BG378269
Al071098
BE104273
L24775
BF407207
BI281738
BI282366
AI710235
BF281319
BI297049
BI285440
BM384071
AI229029
BI274903
AB030644
BI282368
BI278479
A1231999
BG668434
AI170535
AI230362
BI302686
NM_019377
NM_053747
NM_017314
NM_053299
Al044323
BF545850
BF392966
A1235912
BI295816
Al008393
BF394199
BF403568
U96638
BM388888
BI285944
BG378132
BE103344
BF396985
BE106508
BI295882
AI710526
BG379765
AI703874
Al070793
NM_012889
AAQ00477

transmembrane protein 86A

transmembrane protein 98

trinucleotide repeat contaibiig

tripartite motif-containing 26

tripartite motif-containing 26

tripartite motif-containing 35

tripartite motif-containing 5

tripartite motif-containing 59

tripartite motif-containing 6

trophoblast glycoprotein

tropomodulin 3 (ubiquitous)

tropomyosin 3

tropomyosin 3

tropomyosin 3

TSPY-like 1

TSPY-like 4

tubulin folding cofactor B

tubulin folding cofactor D

tubulin folding cofactor E

tubulin tyrosine ligase-like ilgrmember 12
tubulin, beta

tubulin, beta 2A

tubulin, beta 3

tubulin, beta 6

tudor domain containing 7

tuftelin interacting protein 11

tumor necrosis factor, alphaided protein 2

tumor protein D52-like 1

tumor protein D52-like 2

tumor protein p53 inducible gitl1

tumor protein p53 inducible giotl3

twisted gastrulation homolo@rb$ophila)

tyrosine 3-monooxygenase/tpfn 5-monooxygenase activation protein, beta eplige
ubiquilin 1

ubiquitin C

ubiquitin D

ubiquitin domain containing 2

ubiquitin protein ligase E3 congmt n-recognin 3 (putative)
ubiquitin protein ligase E3 congmt n-recognin 4
ubiquitin specific peptidase lik

UBX domain protein 1

UBX domain protein 6

UBX domain protein 8
UDP-N-acteylglucosamine pyrophog/lase 1-like 1
unc-50 homolog (C. elegans)

unc-84 homolog B (C. elegans)

up-regulated gene 4

USP6 N-terminal like

UTP15, U3 small nucleolar rilotenprotein, homolog (S. cerevisiae)
UTP15, U3 small nucleolar rilatenprotein, homolog (S. cerevisiae)
UTP3, small subunit (SSU) psmmas component, homolog (S. cerevisiae)
vacuolar protein sorting 25 Hom¢S. cerevisiae)
vacuolar protein sorting 37 hiog@ (S. cerevisiae)
vacuolar protein sorting 37 Hog@ (S. cerevisiae)
vang-like 1 (van gogh, Drosaphil

vang-like 2 (van gogh, Drosaphil

vascular cell adhesion moletule

vav 2 guanine nucleotide exgshdactor

TMEMS6A
TMEM98
TNRC6A
TRIM26
TRIM26
TRIM35
TRIM5
TRIMS59
TRIM6
TPBG
TMOD3
TPM3
TPM3
TPM3
TSPYL1
TSPYL4
TBCB
TBCD
TBCE
TTLL12
TUBB
TUBB2A
TUBB3
TUBB6
TDRD7
TFIP11
TNFAIP2
TPD52L1
TPD52L2
TP53111
TP53113
TWSG1
YWHAB
UBQLN1
UBC
UBD
UBTD2
UBR3
UBR4
USPL1
UBXN1
UBXNG
UBXNS
UAP1L1
UNC50
UNC84B
URG4
USPBNL
UTP15
UTP15
uTP3
VPS25
VPS37A
VPS37C
VANGL1
VANGL2
VCAM1
VAV2

2,0
-3,6
-1,5
2,6
8,6
-2,8
2,8
3,8
7,9
2,1
1,9
2,0
2,1
2,4
-1,8
-4,3
2,1
-2,6
15
17
1,7
2,0
1,6
11,7
2,6
1,6
6,2
-1,5
2,9
15
-2,1
15
-1,5
2,4
1,6
128,6
-2,0
-2,9
-2,2
18
2,1
2,2
2,1
3,8
-1,8
3,0
1,8
2,3
19
2,0
1,9
-1,9
19
4,9
10,2
-3,3
28,4
-2,2

Unknown
Cytoplasm
Nucleus
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Unknown
Unknown

Plasma Membrane
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Nucleus

Nucleus
Cytoplasm
Cytoplasm
Cytoplasm
Unknown
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Cytoplasm
Extracellular Space
Extracellular Space
Cytoplasm
Cytoplasm
Unknown
Unknown
Extracellular Space
Cytoplasm
Cytoplasm
Cytoplasm
Nucleus

Unknown
Unknown

Nucleus

Unknown
Cytoplasm
Cytoplasm
Unknown
Unknown
Cytoplasm
Nucleus

Unknown

Plasma Membrane
Nucleus

Nucleus

Nucleus

Nucleus

Unknown
Cytoplasm
Cytoplasm

Plasma Membrane
Plasma Membrane
Cytoplasm




1393349 _x_at
1384171_x_at
1369974 _at
1368853_at
1368076_at
1374204 _at
1374793 _at
1382104 _at
1399138 _at
1382679_at
1372781 _at
1373399_at
1374715_at
1373263_at
1388560_at
1389643_at
1382175_at
1373842_at
1369203 _at
1374394 _at
1389857_at
1372893 at
1373149 _at
1373826_at
1383389_at
1375429_at
1382524 _at
1375867_at
1373763_at
1387921 _at
1374208 _at
1387105_at
1395007_at
1393613_at
1372480_at
1393292_at
1389523 at
1384795_at
1392676_at
1385153 at
1379342_at
1373819 _at
1389627_at
1372699_at
1368726_a_at
1393543_at
1392551 _at
1393080_at
1373136_at
1373767_at
1398918 _at
1376432_at
1373891 _at
1383239_at
1384452 _at
1372989 _at
1373335_at
1367540_at

BI288992
AAQ00477
NM_012663
NM_012686
NM_052801
BM388946
BE113663
AI113277
BG672805
BF396190
BG378912
BI291997
BE097245
AWS523737
Al412580
H31790
AW534129
BM390718
NM_053738
AI105305
BG378874
BI284198
BF285344
AI170754
BM388790
BI294768
AA850361
AWS524493
AI013512
AB032932
BE116569
NM_133579
BE120572
BE117871
BE117893
BE114251
BM386127
BE116205
Al548984
AI555743
BI297113
AI232337
BF550270
Al112403
AB047638
BF399884
AI104921
BF389264
AI013609
Al406908
BG380742
BM383785
AI101009
BF406915
AA924571
BI296586
BE349808
Al044872

vav 2 guanine nucleotide exgbdactor
vav 2 guanine nucleotide exgbdactor
vesicle-associated membrarteiprd (synaptobrevin 2)
visinin-like 1

von Hippel-Lindau tumor suppoes
WD repeat and SOCS box-contgihin
WD repeat domain 3

WD repeat domain 33

WD repeat domain 42A

WD repeat domain 43

WD repeat domain 47

WD repeat domain 6

WD repeat domain 70

WD repeat domain 74

WD repeat domain 77

widely interspaced zinc fingerifsiot
Wilms tumor 1 associated protein
Wiskott-Aldrich syndrome-like

WNT inhibitory factor 1

WW domain binding protein 2

WW domain binding protein 5

Yip1 domain family, member 1
yippee-like 3 (Drosophila)
yippee-like 5 (Drosophila)

zer-1 homolog (C. elegans)

ZH16 protein

zinc finger and BTB domain coritey 20
zinc finger and BTB domain cioritg 4
zinc finger and BTB domain coritey 43
zinc finger CCCH-type contairidg
zinc finger CCCH-type containAg
zinc finger protein 22 (KOX 15)

zinc finger protein 23 (KOX 16)

zinc finger protein 462

zinc finger protein 462

zinc finger protein 592

zinc finger protein 598

zinc finger protein 638

zinc finger protein 667

zinc finger protein 68

zinc finger protein 692

zinc finger protein 706

zinc finger protein 746

zinc finger protein 775

zinc finger protein 808

zinc finger protein 846

zinc finger protein ZFP

zinc finger RNA binding protein

zinc finger with UFM1-specifiegtidase domain
zinc finger, AN1-type domain 2A
zinc finger, AN1-type domain 3

zinc finger, AN1-type domain 3

zinc finger, CCHC domain coritegri2
zinc finger, CCHC domain coimgi@
zinc finger, CCHC domain coritegrv
zinc finger, DHHC-type containi
zinc finger, DHHC-type contaijrén
zinc finger, FYVE domain conitagn26

VAV2
VAV2
VAMP2
VSNL1
VHL
WSB1
WDR3
WDR33
WDR42A
WDR43
WDR47
WDRS6 (includes EG:301007)
WDR70
WDR74
WDR77
wiz
WTAP
WASL (includes EG:682507)
WIF1
WBP2
WBP5
YIPF1
YPEL3
YPEL5
ZER1
ZH16
ZBTB20
ZBTB4
ZBTB43
ZC3H14
ZC3H7A
ZNF22
ZNF23
ZNF462
ZNF462
ZNF592
ZNF598
ZNF638
ZNF667
ZFP68
ZNF692
ZNF706
ZNF746
ZNF775
ZNF808
ZNF846
LOC503192
ZFR
ZUFSP
ZFAND2A
ZFAND3
ZFAND3
ZCCHC12
ZCCHC7
ZCCHC7
ZDHHC14
ZDHHC9
ZFYVE26

-2,1
-1,5
-3,8
-16,9
2,4
2,0
1,6
17
-3,8
2,6
-1,8
-2,9
2,9
2,7
17
1,8
2,4
-1,6
-1,8
1,9
-1,6
-1,8
-2,1
1,8
-2,0
-1,6
-1,9
-1,9
1,6
2,7
2,0
-1,5
-2,5
-2,0
-1,7
34
18
-1,6
-2,5
1,9
-1,6
-1,5
-1,6
2,7
1,7
-1,7
-1,7
2,7
1,8
49
1,9
3,8
-2,2
1,7
1,7
2,1
-2,2
2,6

Cytoplasm
Cytoplasm
Plasma Membrane
Cytoplasm
Nucleus
Unknown
Cytoplasm
Nucleus
Unknown
Nucleus
Unknown
Unknown
Unknown
Nucleus
Nucleus
Nucleus
Nucleus
Unknown
Extracellular Space
Cytoplasm
Unknown
Unknown
Unknown
Unknown
Unknown
Unknown
Nucleus
Nucleus
Nucleus
Nucleus
Unknown
Nucleus
Nucleus
Nucleus
Nucleus
Nucleus
Unknown
Nucleus
Nucleus
Nucleus
Unknown
Unknown
Unknown
Unknown
Unknown
Unknown
Unknown
Nucleus
Unknown
Unknown
Unknown
Unknown
Unknown
Unknown
Unknown
Unknown
Cytoplasm
Unknown




1389152_at
1392454 _at
1391255 _at
1391972_a_at
1394599 _at

1376047_at
1382712_at
1395278 _at
1386521_at
1378880_at
1371793_at
1374432_at
1381994 _at
1377963 _at
1393345_at
1380858_at
1371438_at
1370583_s_at
1376225_at
1397700_x_at
1382882_x_at
1392166_at
1376616_at
1382160_at
1381173 at
1382602_at
1373246_at
1375027_at
1397288 _at
1376302_at
1393623_at
1374273 _at
1376825_at
1392216_at
1391259 at
1373291 _at
1394793_at
1376178_at
1396528_at
1375866_at
1384449 _at
1394546_at
1381525_at
1397698 _at
1391085_at
1375720_at
1394578_at
1393995_at
1382232_at
1384638_at
1381703_at
1389714 _at
1376079_at
1381988 _at
1375745_at
1375705_at
1386660_at

Al412984
BI296999
BE110035
BE108410
AA998165

BI285321
Al044245
BI299865
Al511291
AW532591
Al008697
BE118251
BM385862
AW526938
BF561145
BE120316
BE113144
AY082609
BF411924
BG670822
AA963228
BE099838
BF551036
Al236331
BG375010
BE120211
BF397920
Al407365
BM390376
AA955175
Al502247
BG665433
BF557258
BF403731
BE104618
Al176713
Al715674
BF403703
BF404786
BF396191
AAO64588
Al556229
BF419130
AW917627
BE118077
Al171785
BI299761
AW534561
Al454322
Al030545
AW525915
Al103146
BI295806
Al029833
BE117491
Al103622
BF565021

zinc finger, FYVE domain conitagn27
zinc finger, HIT type 6

zinc finger, MYND-type contagnitb
zinc finger, SWIM-type conitejrdt
ZXD family zinc finger C

Not classified by IPA

3'-phosphoadenosine 5'-phospghtsslynthase 2 (predicted)
6-phosphofructo-2-kinase/fruc$ebiphosphatase 2
A kinase (PRKA) anchor proteir{dredicted)

A kinase (PRKA) anchor protein 2

A kinase (PRKA) anchor protein 5
acetylcholinesterase

activated leukocyte cell adheasiolecule

AE binding protein 2 (predicted)
arginine-tRNA-protein transferagpredicted)
aspartate-beta-hydroxylase (iezt)i

AT hook, DNA binding motif, cantag 1 (predicted)
AT-hook transcription factor @cted)

ATP-binding cassette, sub-{aB\{(MDR/TAP), member 1
calsenilin, presenilin bindinatgin, EF hand transcription factor
carnitine palmitoyltransferksdiver

carnitine palmitoyltransferaaeliver

carnitine palmitoyltransferasdiver

casein kinase I, alpha 1 polygep

casein kinase Il, alpha 2, pgltide (predicted)
caspase 4, apoptosis-relategirygteptidase

catenin (cadherin associatedipjpbeta 1

CDC23 (cell division cycle 2&stehomolog)

cell cycle progression 1 (predigt

cleavage and polyadenylationifspéactor 5

coilin

coilin

coxsackie virus and adenoviepter

DEAH (Asp-Glu-Ala-His) box polpfide 30
death-associated protein kinase 3
dehydrogenase/reductase (SDR/Yangmber 1
deleted in liver cancer 1

disabled homolog 1 (Drosophila)

DNA-damage inducible transcript 3

Down syndrome critical regioregeiike 1

dynein-like protein 2

E1A binding protein p300

ELAV (embryonic lethal, abnorwialon, Drosophila)-like 4 (Hu antigen D)
enabled homolog (Drosophila)

F-box and leucine-rich repeateprd.7 (predicted)
fibronigen-like protein 1

gamma-aminobutyric acid (GABAkBeptor 1
glutamate receptor, ionotropMPA2

glutamate receptor, ionotropMPA2

glutamic pyruvate transaminalsmif@e aminotransferase) 2 (predicted)
glutaryl-Coenzyme A dehydrogerfpssdicted)
glutathione reductase

glycogen synthase kinase 3 alpha

GTPase, IMAP family member 7

guanine nucleotide binding pmtaipha q polypeptide
guanine nucleotide binding protdpha g polypeptide
guanine nucleotide binding pmteeta 1

guanine nucleotide binding progamma 2

ZFYVE27
ZNHIT6
ZMYND15
ZSWIM4
ZXDC

Papss2_predicted
Pfkfb2
Akapl10_predicted
Akap2
Akap5
Ache
Alcam
Aebp2_predicted
Atel_predicted
Asph_predicted
Ahdcl_predicted
Akna_predicted
Abcb1
Csen
Cptla
Cptla
Cptla
Csnk2al
Csnk2a2_predicted
Casp4
Ctnnbl
Cdc23
Ccpgl_predicted
Cpsf5
Coil
Caoil
Cxadr
Dhx30
Dapk3
Dhrs1
Dicl
Dab1
Ddit3
Dscrill
DLP2
Ep300
Elavi4
Enah
FbxI17_predicted
Fgll
Gabbrl
Gria2
Gria2
Gpt2_predicted
Gcedh_predicted
Gsr
Gsk3a
Gimap7
Gnaq
Gnaq
Gnb1l
Gng2

-2,9
2,5
11,6
53
2,5

-2,2
-3,5
15
10,2
1,6
-1,8
-1,8
-3,2
-2,7
-1,9
-4,1
-1,6
23,2
-3,0
-2,5
-2,2
-2,1
-1,7
2,5
17,3
-2,6
-1,6
-1,5
-3,0
-3,1
-2,3
-2,2
-2,6
3,2
-3,1
-2,6
-3,1
1,7
-4,1
1,9
18
-4,9
17
-1,6
-2,0
-1,5
-2,3
-1,9
-1,8
-3,3
3,1
2,4
-1,7
-2,8
-2,0
-2,1
-3,7

Unknown
Unknown
Unknown
Unknown
Unknown




1371333_at
1376935_at
1381905 _at
1388895_at
1385634_at
1375927_at
1376618 _at
1383476_at
1371926_at
1372550_at
1394097 _at
1389922_at
1374296_at
1391155_at
1396470 _at
1381363_at
1394283_at
1384936_at
1376076_at
1383621_at
1390372_at
1392484_at
1383135_at
1381035_at
1376121_at
1378172_at
1384062_at
1374077_at
1371933_at
1380570_at
1373818 _at
1397599 _at
1382255 _at
1382971 _at
1375815 _at
1376944_at
1371593_at
1383421_at
1383931_at
1378665_at
1389022_at
1374609 _at
1399140 _at
1383894_at
1377791 _at
1389972_at
1378800 _at
1382389 _at
1380174_at
1382998 _at
1377036_at
1382437_at
1396304_at
1380415_at
1393108_at
1390562_s_at
1379357_at
1379496_at

Al180251
BE113667
Al230826
Al175791
AA817959
BE100774
Al236218
AW528065
Al171807
Al169278
AA849706
AAB891362
BM387574
AW528765
BF561077
BF388580
AW144132
Al136316
BI1282296
AW526365
BF521975
AA892339
BG669126
Al235476
BE107051
Al008119
Al072443
Al172029
Al228039
Al145593
Al408351
BF394205
BE110785
BF389407
BF391129
Al407163
BI296121
BM386110
AA901043
BF415436
Al102760
Al011183
AA965202
BI289486
BI299500
AA943681
BI291526
Al179755
BE116115
Al044778
BE102350
BM383464
BI292055
Al233027
BM387813
BE102350
Al408767
Al029460

heterogeneous nuclear ribonuchégip D-like

high mobility group nucleosoniadling domain 2
homocysteine-inducible, endopiaseticulum stress-inducible, ubiquitin-like domanember 1
hypothetical LOC290577

hypothetical protein LOC307347

hypothetical protein LOC499120

hypothetical protein LOC691931

inter-alpha trypsin inhibitoratnechain 3

interleukin 6 signal transducer

karyopherin (importin) beta 1

Kv channel-interacting protein 1
L-3-hydroxyacyl-Coenzyme A debgenase, short chain
leucine-rich repeat-containing 8

ligand of numb-protein X 1 (pcéetil)

LIM domain only 4

low density lipoprotein recepétated protein 6 (predicted)
LUCT7-like 2 (S. cerevisiae) (predi)

MAWD binding protein

membrane protein, palmitoylat@dAGUK p55 subfamily member 5) (predicted)
membrane-bound transcriptiorofgetptidase, site 2
mitogen activated protein kikaszse kinase 12
modulator of apoptosis 1

neurotrophic tyrosine kinaseptec, type 2

peptidase (prosome, macropai®)se®unit, ATPase 1
PHD finger protein 10

phosphatase and actin regulator 2

phosphatidylinositol 4-kinasé¢alytic, beta polypeptide
phosphatidylserine synthase 1

phosphodiesterase 4D interaptioigin (myomegalin)
piccolo (presynaptic cytomatriet@in)

potassium channel tetramerisabonain containing 12 (predicted)
potassium voltage-gated chasulgfamily Q, member 3
pre-B-cell colony enhancing fatto

programmed cell death 6 intemggtiotein

progressive ankylosis homologigep

prolactin receptor

proliferating cell nuclear anmtige

proliferating cell nuclear amige

protein tyrosine phosphataseptec type, K, extracellular region
protocadherin 9 (predicted)

putative aminopeptidase Fxna

RAB3 GTPase activating protelusit 2

Rap guanine nucleotide exchaagerf(GEF) 1

Rap guanine nucleotide exchawjerf(GEF) 6 (predicted)
Ras-related GTP binding B

response gene to complement 32

Rho GTPase activating protein 8

Rho guanine nucleotide exchaagerf (GEF) 5

ribosomal protein L35

RNA (guanine-7-) methyltransferas

RT1 class Ib, locus Aw2

RT1 class Ib, locus Aw2

RT1 class Ib, locus Aw2

RT1 class Ib, locus Aw2

RT1 class Ib, locus Aw2

RT1 class Ib, locus Aw2

RT1 class Ib, locus Aw2

RT1 class Ib, locus Aw2

Hnrpdl
Hmgn2
Herpudl
LOC290577
LOC307347
LOC499120
LOC691931
Itih3
lI6st
Kpnbl
Kcnipl
Hadhsc
Lrrc8
Lnx1_predicted
Lmo4
Lrp6_predicted
Luc712_predicted
Mawbp
Mpp5_predicted
Mbtps2
Map3k12
Moap1
Ntrk2
Psmcl
Phf10
Phactr2
Pik4cb
Ptdss1
Pde4dip
Pclo
Kctd12_predicted
Keng3
Pbefl
Pdcd6ip
Ank
Prir
Pcna
Pcna
Ptprk
Pcdh9_predicted
Fxna
Rab3gap2
Rapgefl
Rapgef6_predicted
RragB
Rgc32
Arhgap8
Arhgef5
Rpl35
Rnmt
RT1-Aw2
RT1-Aw2
RT1-Aw2
RT1-Aw2
RT1-Aw2
RT1-Aw2
RT1-Aw2
RT1-Aw2

-2,0
3,3
-4,6
2,6
2,0
-1,7
1,9

3,3
4,7
1,7
-1,5
-9,6
-2,0
-5,0
2,0
-1,9
1,6
-3,6
6,8
1.8
-1,9
2,0
-3,8
1,6
-1,9
3,6
-1,6
-2,6
-2,7
-2,8
-2,2
2,8
2,2
-1,6
-3,1
-2,9
-1,8
4,7
-5,7
-2,2
2,8
-1,6
3,0
3,8
-4,9
9,9
5,2
3,2
-1,7
2,0
2,6
3,7
3,8
6,5
6,7
7,1
8,0
10,0




1380129 _at
1392954 _at
1379818 _at
1398906_at
1375374 _at
1392262_at
1374789 _at
1381987 _at
1374822_at
1388754_at
1374558 _at
1377733_at
1377067 _at
1374202_at
1378033 _at
1372103_at
1398991 _at
1382942_at
1374766_at
1376237 _at
1373252_at
1385926_at
1376990_at
1382823 at
1396489 _at
1398020_at
1392680_at
1383529 _at
1392637_at
1381975 _at
1373543 _at
1374030_at
1376488 _at
1379153 _at
1383173 _at
1398393_at
1383216_at
1378806_at
1397676_at
1389446 _at
1378094 _at
1398669_at
1396817 _at
1389500_at
1389593 _at
1380750_at
1381844 _at
1397410_at
1399069_at
1384431_at
1377149 _at
1383295 _at
1392541_at
1383204_at
1371755 _at
1375678 _at
1393261_at
1389222_at

AA818937
Al029637
BF288109
BM391354
BF400606
BF402235
BF550398
Al175803
BE118465
Al176839
Al010316
AA944531
Al137309
BM389779
Al029178
BM386931
BM389704
BF397627
BE103616
Al145040
Al411930
BF550565
BE118704
Al070008
BF404442
BF393027
AA900508
BF549256
AA923988
BG371767
BI296461
BE100868
Al101689
BF387484
BI281630
BF414412
BM390667
BF392451
BF290784
Al576586
BM389654
AA893160
Al599545
BM383122
BM392287
BF398240
BM389974
BI301687
Al234008
Al070150
BM386122
AA901194
AW919608
BE099804
AA799607
Al412430
Al058850
BI282847

RT1 class Ib, locus Aw2
RT1 class Ib, locus Aw2
RT1 class Ib, locus Aw2
sedlin-like
sequestosome 1
seryl-aminoacyl-tRNA synthetase 1
SH3-domain GRB2-like 2
signal sequence receptor, alpha
similar to 106 kDa O-GIcNAc tfarese-interacting protein (predicted)
similar to Ab1-133
similar to B7-like protein GL50jBedicted)
similar to beta-catenin-interagfirotein ICAT
similar to chromosome 10 opedinggframe 6 (predicted)
similar to chromosome 9 openimgadame 7 (predicted)
similar to cyclin B2
similar to DnaJ (Hsp40) homadodpfamily A, member 4
similar to expressed sequenceD8847
similar to Extl
similar to F33H2.2
similar to Fgfrl oncogene partner
similar to formin-like 3 protein
similar to GLI pathogenesis-edi&
similar to HCDI protein (predigte
similar to HR21spA
similar to hypothetical protdid¥154
similar to hypothetical protdid 4675
similar to hypothetical proteld 20037 (predicted)
similar to hypothetical protei@®17943 (predicted)
similar to interferon-inducibléRase
similar to KIAA0367
similar to KIAA0368 (predicted)
similar to KIAA0999 protein
similar to KIAA1582 protein (pietdd)
similar to microfilament andrafitament cross-linker protein isoform b
similar to Microtubule-associgieatein RP/EB family member 2 (APC-binding prot&B2) (End-binding protein 2) (EB2)
similar to mitogen-activatedgirkinase 11
similar to mKIAA0431 protein
similar to nemo like kinase (joted)
similar to osteoclast inhibitegfin (predicted)
similar to p150 target of rapamy€OR)-scaffold protein containing WD-repeatseghicted)
similar to pleckstrin homolodgeldomain, family B, member 2
similar to Protein C120rf11 ($ara antigen NY-SAR-95)
similar to RAD54B homolog isofatirRAD54, S. cerevisiae, homolog of, B (predicted)
similar to ras homolog gene famiember U
similar to RIKEN cDNA 1500031 M@2edicted)
similar to RIKEN cDNA 2900010J23
similar to RIKEN cDNA 41214020@2edicted)
similar to RIKEN cDNA 4631427Gfpredicted)
similar to RIKEN cDNA 4732418C@redicted)
similar to RIKEN cDNA 4930431Bddne
similar to RIKEN cDNA 4933411K20
similar to RIKEN cDNA 5430432M24
similar to RIKEN cDNA A030007LEST AA673177 (predicted)
similar to RIKEN cDNA A530089(predicted)
similar to RIKEN cDNA B230219D@2edicted)
similar to RIKEN cDNA D030012E#he (predicted)
similar to Serine/threonine-protein phosphatasé&gADa regulatory subunit gamma isoform (PP2A, Busiit, B gamma isoform) (PP2A,
similar to Serum amyloid A-3 piofprecursor

RT1-Aw2
RT1-Aw2
RT1-Aw2
LOC287274
Sgstm1
Sarsl
Sh3gl2
Ssrl
RGD1307844_predicted
RGD1306344
RGD1562791_predicted
LOC503000
RGD1564591_predicted
RGD1311501_predicted
LOC498601
LOC498996
RGD1308513
LOC299907
LOC689997
LOC683722
LOC300225
LOC679819
RGD1309307_predicted
MGC116373
RGD1310061
RGD1309592
RGD1311381_predicted
RGD1563325_predicted
MGC108823
RGD1311350
RGD1306148_predicted
LOC684112
RGD1310027_predicted
LOC362587
LOC679221
LOC689314
RGD1305781
RGD1561602_predicted
RGD1563148_predicted
RGD1311784_predicted
LOC685611
LOC690728
RGD1306507_predicted
LOC678766
RGD1311752_predicted
LOC499779
RGD1564778_predicted
RGD1564895_predicted
RGD1310351_predicted
RGD1308555
RGD1307325
RGD1308904
RGD1304876_predicted
RGD1311375_predicted
RGD1566359_predicted
RGD1311298_predicted
LOC691318
LOC691143

11,4
13,5
17,9
-1,8
2,5
2,8
-2,2
-1,8
1,9
3,8
-2,4
-1,6
-1,7
2,0
-1,8
-3,4
-3,4
1,6
-2,3
1,7
4,6
6,9
2,0
12,9
-6,5
-10,6
-3,3
-2,0
38,1
-2,2
-2,0
-2,5
-1,5
-1,5
-3,3
3,6
2,0
-2,2
2,9
2,5
-3,3
15
-2,9
3,6
5,1
-1,5
-2,1
2,1
-2,6
55
-1,8
2,3
2,2
2,7
-1,7
18
-3,3
15




1392647_at
1375171 _at
1394275_at
1381461_at
1384087_at
1376920_at
1383805_at
1377141 _at
1374729 _at
1377273_at
1375182_at
1392145 _at
1375266_at
1378910_at
1383585_s_at
1383859_at
1389008 _at
1389833_at
1388811_at
1388571_at
1390109_at
1383871_at
1390599_at
1374529 _at
1374798 _at
1376673_at
1372104 _at
1374194 _at
1392697_at
1375644 _at
1379913 _at
1391302_at
1374890_at
1377377_at
1392710_at
1376448_at
1397061_at
1392806_at
1377183 _at
1374751 _at
1385217_at
1383905_at
1374780_at
1378302_at

1372318 _at
1376463 _at
1385881_at
1380712_at
1382651_at
1394475 _at
1393482_at
1384422_at
1375667 _at
1373740_at
1391672_at
1385098 _at
1376764_at

BF282318
BF396622
BF559096
Al058509
AA925049
BF408536
BG666454
Al103397
BM385616
BF389637
BE109671
BI281801
BG380633
BG378480
Al043753
AAQ63376
Al409218
BF285924
BF401593
BF285314
BI303073
BE120348
BE101766
Al406660
AA924151
BM391853
BF289002
Al170007
Al230361
Al170561
BE100916
BE098463
AW533905
BF415808
Al101727
Al575081
BF394045
Al234807
BE098555
BM383668
BM385870
BF401729
Al232806
BF403965

Al235528
AA955579
BE100612
Al406475
AAQ98677
BE096857
Al045330
Al045140
AWA434286
AA851385
BF399539
AW526343
Al406412

similar to Serum amyloid A-3 @iroprecursor
similar to SET binding factor 2
similar to StAR-related prote#El(predicted)
similar to StAR-related proteiEl (predicted)
similar to sterile alpha motifrdon containing 12 (predicted)
similar to sterile alpha motihd containing 9-like
similar to Traf2 and NCK intdragkinase, splice variant 4 (predicted)
similar to UPF0308 protein C9brf2
similar to UV radiation resiseassociated
similar to Wolf-Hirschhorn symdeocandidate 1 protein isoform 1
solute carrier family 3, member 1
solute carrier family 45, men®éoredicted)
solute carrier family 6 (neurctnaitter transporter, glycine), member 9
solute carrier family 6 (neuratnaitter transporter, taurine), member 6
sorting nexin 10
splicing factor proline/glutamiieh (polypyrimidine tract binding protein assdeid)
sprouty-related, EVH1 domain aming 2
sulfatase modifying factor 1djoted)
synapsin Il
synaptogyrin 2
synaptotagmin binding, cytoplasRiNA interacting protein
syntaxin binding protein 2
thioredoxin domain containing 1
thrombospondin 1
torsin A interacting protein 2
transcription factor 8
transmembrane BAX inhibitor muzgiftaining 1
transmembrane protein 16C (pieiic
transmembrane protein 55A
transthyretin
ubiquitin specific protease 48p@ptidase T-3) (predicted)
ubiquitin specific protease 48djpted)
ubiquitin-conjugating enzyme E2D
utrophin
WD repeat and FYVE domain coingif
WD repeat and FYVE domain coimgit
WD repeat domain 22
Wolf-Hirschhorn syndrome candidiatike 1 (predicted)
WW domain-containing oxidoredse(predicted)
Yamaguchi sarcoma viral (v-yespgene homolog 1
zinc finger and BTB domain canitej 10
zinc finger protein 216 (predicte
zinc finger protein 422 (prediyte
zinc finger, CSL-type contairBrgredicted)
Not Classified

LOC691143
LOC691036
RGD1561783_predicted
RGD1561783_predicted
RGD1561402_predicted
LOC500013
RGD1561817_predicted
LOC498685
LOC308846
LOC680537
Slc3al
Slc45a3_predicted
Slc6a9
Slic6a6
Snx10
Sfpq
Spred2
Sumfl_predicted
Syn2
Syngr2
Syncrip
Stxbp2
Txndcl
Thbs1
Torlaip2
Tcf8
Tmbim1
Tmem16c_predicted
Tmem55a
Ttr
Usp13_predicted
Usp43_predicted
Ube2d2
utrn
Wdfyl
Wdfyl
Wdr22
Whsc1l1_predicted
Wwox_predicted
Yesl
Zbtb10
Zfp216_predicted
Zfp422_predicted
Zcsl3_predicted

2,8
1,7
-2,5
-1,9
3,6
51,4
-3,5
-4,5
2,6
-2,8
-4,2
2,2
-2,8
14,0
7,0
-2,1
-2,4
-4,7
-3,7
19
3,4
2,1
-2,4
-6,5
-1,6
2,3
-2,4
-1,7
2,8
1,6
-2,5
-6,9
-1,5
-1,9
1,9
3,0
-1,8
17
-5,5
1,6
3,3
-1,9
-1,6
33

-29,1
-17,7
-16,8
-15,6
-14,8
-13,9
-13,2
-13,0
-11,6
-9,4
9,1
-8,6
-8,4




1376820_at
1397189 _at
1393003_at
1393109_at
1389706_at
1380741_at
1382098 _at
1390263_at
1378861_at
1391256_at
1376395_at
1374633_at
1389285_at
1373220_at
1391923 at
1376726_at
1377412_at
1391979 _at
1383254 _at
1395726_at
1372381 _at
1372345_at
1389412_at
1375856_at
1393262_at
1373165_at
1390453 _at
1383650_at
1392217_at
1377875_at
1377201 _at
1384922_at
1374833 _at
1377232_at
1390986_at
1392473 _at
1381336_at
1397214 _at
1373511 at
1374315_at
1391361_at
1393094 _at
1378350_at
1381225 at
1392982_at
1382917_at
1383649_a_at
1381077_at
1378531 _at
1396276_at
1392526_at
1374307_at
1396460_at
1389411 _at
1391090_at
1384470_at
1398368 _at
1382989 _at

Al045220
BE108217
AA899900
BI274436
Al007639
BF412788
Al228756
Al179936
BE105498
AAQ00781
Al145359
BF284700
Al229933
BI296489
BG376838
Al101117
Al146237
AA851345
BF403169
AW143353
BM383457
AA894210
AA800693
Al102258
BG379771
BF404539
Al599873
BI291080
All172126
BF400747
BE109156
AW527642
BF290953
BF406608
AW526072
AW525353
BF408248
BF288533
BI296596
Al228079
BF411568
Al385367
AA859902
BE119934
AA818059
Al043869
BI291080
AAQ96843
AIS55775
BG662898
AA901274
Al236027
AW522969
AWA435329
BG380796
BE114218
Al406502
BE116242

-8,2
7.8
7.8
7.7
7.7
7.0
-6,6
6,5
6,5
6,4
-6,3
6,2
-6,1
-6,0
5,9
5,8
5,6
5,6
5,5
55
5,4
5.4
5,4
5.4
5,2
5,2
5,0
-4,9
-4,8
4.8
-4,8
47
-4,5
45
4,3
43
-4,3
4.2
-4,2
4.2
-4,2
4.2
-4,2
4.2
-4,1
4.1
-4,1
-4,0
-4,0
-4,0
38
38
3,7
37
3,6
36
-35
35




1376891 _at
1378441_at
1374241 _at
1395714 _at
1376577 _at
1374350_at
1379562_at
1384275 _at
1376633 _at
1378065_at
1373023 _at
1374994_at
1379607 _at
1382352_at
1383466_at
1378580_at
1397888 _at
1394209 _at
1376911 _at
1380883 _at
1377856_at
1397569_at
1378068_at
1392118 _at
1376808_at
1377221_at
1377071_at
1383234 _at
1389486_at
1376183 _at
1376966_at
1377333_at
1393273 _at
1377890_at
1372449 _at
1373967 _at
1392946 _at
1391694 _at
1379431 _at
1380872_at
1391535 _at
1383299 _at
1382270_at
1383066_at
1394488 _at
1372110_at
1393699 _at
1376330_at
1398047 _at
1373079_at
1376464_at
1385581_at
1396405_at
1378000_at
1372849 _at
1389687 _at
1373859 _at
1397583 _at

AA818282
Al176859
Al406271
AT005664
Al145247
BM382988
AA858498
BI300393
AW529927
BI274450
BF555947
BF394281
AWS27767
Al030845
BG667930
Al007848
BM389787
Al236275
BM386385
BF386294
BE113045
BF546710
AW529368
BE099845
BG672572
Al411226
BG375652
BF405850
BE108354
Al101484
BE108930
BE114427
AW533027
Al411360
AW253616
Al229311
Al029194
AW521119
AW918368
BF396681
BF284610
BI291730
BM384387
BG379237
AW524157
BE113148
BF391905
BF393046
BF394787
BI296427
BE102505
BF551187
BE097557
AA801075
Al229183
BI273981
AA819884
BF394946

-3,5
-3,5
-3,5
-3,5
-3,4
-3,4
-3,4
-3,4
-3,3
-3,3
-3,3
-3,3
-3,3
-3,3
-3,3
-3,3
-3,3
-3,3
-3,3
-3,2
-3,2
-3,2
-3,2
-3,2
-3,1
-3,1
-3,1
-3,1
-3,1
-3,1
-3,1
-3,1
-3,1
-3,0
-3,0
-3,0
-3,0
-3,0
-3,0
-3,0
-3,0
-2,9
-2,9
-2,9
-2,9
-2,9
-2,9
-2,9
-2,9
-2,9
-2,9
-2,8
-2,8
-2,8
-2,8
-2,8
-2,8
-2,8




1378325 _at
1377155 _at
1378139 _at
1372515 _at
1391552_at
1394065_at
1395509 _at
1397238 _at
1374896_at
1377045_at
1374155 _at
1382628 _at
1378018_at
1395720_at
1392968 _at
1381144 _at
1379277 _at
1398581 _at
1380078_at
1395745 _at
1389376_at
1388872_at
1374758 _at
1398412_at
1374380_at
1383423 _at
1375563 _at
1382969 _at
1377238 _at
1374795 _at
1389649 _at
1382142_at
1398613 _at
1384621_at
1377047 _at
1383954 _at
1377165 _at
1386257 _at
1389612_at
1373676_at
1391436_at
1375194 _at
1383404 _at
1389159 _at
1371775 _at
1390431_at
1380180_at
1380976_at
1393360_at
1377781_at
1380349_at
1383084 _at
1371795 _at
1396344_at
1373695 _at
1372484 _at
1382654 _at
1385924 _at

BE098737
BI294806
Al412468
BI281177
BM391661
Al179423
BG666117
AW524239
Al101385
BG372832
BF410502
BE111904
BE098045
BE098012
BI300566
AW524106
Al575341
AAQ56307
AW144384
Al113308
BE113330
BI290053
BM387112
BF402250
BF403474
BI295136
AA944394
Al029559
BM386889
AA891859
Al411897
Al029975
AW532063
AAQ24327
Al710879
BI273721
BF420664
AA858641
Al410941
Al712626
BF283714
Al231460
BI295203
BM385437
Al172057
Al111559
AW528635
BF396723
BE105636
AAB99278
BF395595
BG671922
AA848795
Al548117
Al176675
Al176231
AA859319
Al454060

2,8
2.8
2,8
2.8
2,8
27
2,7
27
2,7
27
27
27
2,7
27
2,7
27
2,7
2,6
2,6
2,6
2,6
2,6
2,6
2,6
2,6
2,6
2,6
25
25
25
25
25
25
25
25
25
25
25
25
25
25
25
2,4
2.4
2,4
2.4
2,4
2.4
2,4
2.4
2,4
2.4
2,4
2.4
23
23
23
23




1372258 _at
1391305_at
1372544 _at
1374920_at
1382431 _at
1390990_at
1374466_at
1377725_at
1381837_at
1374688_at
1390456_at
1393184 _at
1378965_at
1393192_at
1384059_at
1389281 _at
1393478_at
1377469_at
1388495_at
1385841_at
1385909_at
1382021_at
1397784 _at
1375886_at
1398920_at
1377861_at
1389896_at
1375000_at
1381075_at
1377711_at
1393959 _at
1376622_at
1375343 _at
1393481 _at
1380471_at
1384188 _at
1385594 _at
1389388_at
1390466_at
1382013_at
1393765_at
1399142_at
1374685_at
1391584 _at
1393153 _at
1382516_at
1386709_at
1383095_at
1383534 _at
1389242_at
1384595_at
1374771_at
1381817_at
1389613_at
1391936_a_at
1378373_at
1398690_at
1393310_at

Al102935
Al576233
Al410305
Al228955
Al103530
Al409862
Al715484
Al575322
Al502137
AA945696
AW524471
BF420805
AA818967
AW528963
BE115159
BE116601
Al029492
Al103161
BI303583
BM383983
BE118035
AA850650
BI297092
Al236778
Al228651
Al011151
Al232217
BF415422
AA956937
BF284137
B1293249
BM389574
BE116572
BM390812
H31701
AW142766
AW144020
BF291161
AW531623
Al071118
Al043706
BF398045
BE117446
AA850595
BG663023
Al170660
AW916606
BM387808
AA997058
BG377726
Al030888
BM388859
Al044318
Al234712
BI289110
BF522207
BF284365
BG672309

-2,3
-2,3
-2,3
-2,3
-2,3
-2,3
-2,3
-2,2
-2,2
-2,2
-2,2
-2,2
-2,2
-2,2
-2,2
-2,2
-2,2
-2,2
-2,2
2,1
-2,1
2,1
-2,1
2,1
-2,1
2,1
-2,1
2,1
-2,1
2,1
-2,1
2,1
-2,1
2,1
-2,1
2,1
-2,0
-2,0
-2,0
-2,0
-2,0
-2,0
-2,0
-2,0
-2,0
-2,0
-2,0
-2,0
-2,0
-2,0
-2,0
-2,0
-1,9
-1,9
-1,9
-1,9
-1,9
-1,9




1373586_at
1374800_at
1394818 _at
1381507_at
1398945 _at
1378860_at
1398389_at
1372771_at
1384124 at
1391338_at
1395189 _at
1385087_at
1398496_at
1384043_at
1383918_at
1386818_at
1374038 _at
1392490_at
1385667_x_at
1376946_at
1390427_at
1397377_at
1380437_at
1385732_at
1389430_at
1395151 at
1372816_at
1374714 _at
1390841 _at
1383487_at
1378672_at
1384261_at
1382304 _at
1385191 at
1374197 _at
1378570_at
1392877_at
1384829_at
1390545_at
1395684_at
1392125 at
1383133_at
1383174 _at
1388751 _at
1374927_at
1395704 _at
1396704 _at
1391331 _at
1389218 _at
1396057_at
1382362_at
1374509_at
1386589_at
1374721 _at
1393378 _at
1375841_at
1378076_at
1374613_at

Al411113
BI303627
Al176867
BE097981
AA851439
AW525986
Al236136
BI279659
AW534915
Al603449
BE111371
BF406606
BF390696
BG667918
Al070651
AA848601
AA799964
BM390676
Al029796
BG380358
BF397491
AA955664
BE104421
BE115744
All176172
AW527014
BE107319
BI284781
BI290420
AW530484
BG381207
Al072173
AW528823
AAQ97253
All177275
AAB49985
AA859524
Al454917
Al178155
AW534805
BF390331
BI295765
Al576562
AWA433787
Al714124
BF561525
BF394808
BE106891
Al169490
AW521804
AA997890
BI275722
AW143518
Al178647
BM388654
BI282607
AA963273
BE100609

-1,9
-1,9
-1,9
-1,9
-1,9
-1,9
-1,9
-1,9
-1,9
-1,9
-1,9
-1,9
-1,9
-1,9
-1,9
-1,9
-1,9
-1,9
-1,9
-1,9
-1,9
-1,9
-1,9
-1,9
-1,9
-1,9
-1,9
-1,9
-1,9
-1,8
-1,8
-1,8
-1,8
-1,8
-1,8
-1,8
-1,8
-1,8
-1,8
-1,8
-1,8
-1,8
-1,8
-1,8
-1,8
-1,8
-1,8
-1,8
-1,8
-1,8
-1,8
-1,8
-1,8
-1,8
-1,7
-1,7
-1,7
-1,7




1390215_at
1392026_at
1382228 _at
1397765_at
1384366_at
1377237_at
1378084 _at
1379996_at
1374259 _at
1395405_at
1391773 _at
1381640_at
1389707_at
1373765_at
1383660_at
1384215_at
1377180_at
1397871 _at
1398448 _at
1390463_at
1373858_at
1372836_at
1378008_at
1377556_at
1393342_at
1394553 _at
1374611_at
1399066_at
1394573 at
1375437_at
1372308_at
1394460_at
1373634 _at
1383934_at
1383064_at
1376984 _at
1372486_at
1388825_at
1385238_at
1393024 _at
1374552_at
1392951 _at
1397572_at
1384346_at
1375946_at
1398447_at
1376786_a_at
1375591 _at
1377741 _at
1385138_at
1374809_at
1380860_at
1391264 _at
1395355_at
1378602_at
1392895_at
1390400_a_at
1396984 _at

Al235499
BF391823
BE095590
BF406754
BI283477
Al137274
BF396266
Al411753
BG378156
BE116248
BM390802
BM389537
AW251681
BG371708
Al713166
Al144991
BF394102
Al144643
BE108346
BG378294
BE109064
Al170399
BF417386
AW535380
BG380998
Al007661
AW535065
Al236763
BF288475
BI298111
BM386869
BF564428
Al177753
BI299169
Al137878
AW915048
Al236691
BE119400
AA926087
BI300589
BF412718
AW521231
BE109994
AAQ64754
BF415909
AA801323
BF397709
Al101245
BF389042
BF401469
BG672598
AA819536
AA875301
Al555210
BE098753
BE101114
BM390922
BM390248

-1,7
-1,7
-1,7
-1,7
-1,7
-1,7
-1,7
-1,7
-1,7
-1,7
-1,7
-1,7
-1,7
-1,7
-1,7
-1,7
-1,7
-1,7
-1,7
-1,7
-1,7
-1,7
-1,7
-1,7
-1,7
-1,7
-1,6
-1,6
-1,6
-1,6
-1,6
-1,6
-1,6
-1,6
-1,6
-1,6
-1,6
-1,6
-1,6
-1,6
-1,6
-1,6
-1,6
-1,6
-1,6
-1,6
-1,6
-1,6
-1,6
-1,6
-1,6
-1,6
-1,6
-1,6
-1,6
-1,6
-1,6
-1,6




1374644 _at
1367538 _at
1373576_at
1379252_at
1383334 _at
1390981 _at
1374615 _at
1388702_at
1389796_at
1374392_at
1393961 _at
1373367_at
1398396_at
1388451 _at
1388862_at
1379324 _at
1389602_at
1377883 _at
1388978 _at
1397531_at
1376374 _at
1374687 _at
1376004_at
1375370_at
1389371 _at
1380926_at
1383094 _at
1384001_at
1377413 _at
1377823_at
1375673 _at
1396153 _at
1377611_at
1377500_at
1381246 _at
1375950_a_at
1383362_at
1378237 _at
1386540_at
1376206_at
1379310_at
1374178 _at
1383999 _at
1374180_at
1371666_at
1382372_at
1398376_at
1384439 _at
1384892_at
1389331_at
1386566_at
1374483_at
1372024 _at
1372347 _at
1383869_at
1389559 _at
1380395 _at
1376205_at

BM386365
BF284303
BE107337
AW522833
AW921244
Al028965
Al175668
BI285078
BI298018
BE113385
AA926088
Al556297
BF281315
AA817802
Al412143
AW535283
BF396759
Al717530
BF283704
BF522208
Al406775
BF283386
BF285297
BE119626
Al104077
AAQ57632
BI304048
AW143174
BF548480
AW531363
Al102620
AI555740
Al145868
BE119198
BI293437
BI294235
BI275850
BG376172
BG666051
BF398576
Al101880
Al103954
AW527651
Al236753
BM385852
AA858521
Al104587
BM385726
Al029798
Al104371
BF558962
BE098873
Al104846
BI289462
Al071350
AAB92872
Al230394
BI286851

-1,6
-1,6
-1,6
-1,6
-1,6
-1,6
-1,5
-1,5
-1,5
-1,5
-1,5
-1,5
-1,5
-1,5
-1,5
-1,5
-1,5
-1,5
-1,5
-1,5
-1,5
-1,5
-1,5
15
15
15
15
15
15
15
15
15
1,6
1,6
1,6
1,6
1,6
1,6
1,6
1,6
1,6
1,6
1,6
1,6
1,7
17
1,7
17
1,7
17
1,7
17
1,7
17
1,7
17
1,7
18




1383589 _at
1381163_at
1386641_at
1374765_at
1375899 _at
1385033_at
1389465 _at
1397917 _at
1380158 _at
1395578 _at
1374150_at
1372178 _at
1375895 _at
1389287 _at
1383338_at
1373082_at
1389491 _at
1377790_at
1374164 _at
1383901_at
1390631 _at
1390708_at
1392868 _at
1382381_at
1395744 _at
1375585 _at
1395110_at
1375191_at
1381915 _at
1391828 _at
1382404 _at
1385755 _at
1389633 _at
1382148 _at
1382568 _at
1376660_at
1398319 _at
1383737 _at
1376021_at
1389150_at
1379104 _at
1377117 _at
1389216 _at
1395542_at
1383603 _at
1396095 _at
1373932_at
1374736_at
1374622_at
1384584 _at
1390698 _at
1383179 _at
1373566_at
1381713 _at
1393166_at
1392603_at
1385445 _at
1390134 _at

BE103947
Al229248
BF546770
BI288055
BF283736
Al548918
Al231286
BF412498
BF284973
BF419340
AA875425
BM385981
BI275908
BI279573
AA875190
AAB93743
BE102814
BE115859
BF410020
BI287446
BE107619
Al012518
AA859495
AA818480
BF291140
BE111820
BE110272
Al230379
Al111735
Al030836
BG669741
BF396388
BI290172
AA923980
BE098457
BG672127
Al071000
BM383406
BM384049
AW524559
BF400861
BF387780
AW523499
BF549929
BM385552
BG673600
BE098739
Al172004
BE107309
AAB92774
BF395822
BI291413
Al103026
BE106279
AA998749
Al717425
BE119167
Al411274

1,8
18
1,8
18
1,8
18
1,8
18
1,8
18
1,8
18
18
18
19
19
19
19
19
19
19
19
19
19
19
19
19
19
19
19
19
19
2,0
2,0
2,0
2,0
2,0
2,0
2,0
2,0
2,0
2,0
2,0
2,0
2,1
2,1
2,1
2,1
2,1
2,1
2,1
2,1
2,1
2,1
2,2
2,2
2,2
2,2




1393928 _at
1375006_at
1397154 _at
1374543 _at
1388986_at
1393052_at
1391125 at
1378591 _at
1395260_at
1380200_at
1375699 _at
1392600_a_at
1373986_at
1374893_at
1385879 _at
1377092_at
1375979 _at
1373808_at
1389790_at
1381206_at
1376842_at
1372951 _at
1382317 _at
1390930_at
1382884 _at
1372466_at
1388933 _at
1388915 _at
1396941_at
1382177 _at
1382951 _at
1374760_at
1375268 _at
1395518 _at
1382395 _at
1380003_at
1371735 _at
1383348 _at
1374494 _at
1384184 _at
1373223 at
1389001_at
1384163 _at
1397178 _at
1396363_at
1388509_at
1395557 _at
1390493_at
1376006_at
1388759 _at
1384546_at
1388146_at
1379336_at
1383044 _at
1373678 _at
1391958 _at
1373072_at
1379379_at

AA899202
BE121050
BF403248
AA858791
Al598339
BM392406
Al639331
Al556452
BM383147
Al102906
BM389190
Al176989
Al410107
BG380384
AA893004
BF389682
AA945734
BF417211
Al410565
BE121026
BF395964
BI274172
Al408597
BF406924
Al009813
Al408571
Al233748
BI295753
AA997470
BF415064
AA957549
BG374448
AA858591
BF544403
AA963192
BI281665
Al105202
BF545309
Al137375
BE117485
Al101361
AWA433944
BE103875
AA899041
BF399356
BI274303
BF565718
Al556256
BG373799
BM389875
AA924204
AW523578
BF289150
BM385117
BE098848
BE119699
Al170552
BF392753

2,2
2,2
2,2
2,2
2,3
2,3
2,3
2,3
2,3
2,3
2,3
2,4
2,4
2,4
2,4
2,4
2,4
2,4
2,4
2,4
2,5
2,5
2,5
2,5
2,5
2,5
2,5
2,5
2,6
2,6
2,6
2,6
2,6
2,7
2,7
2,8
2,8
2,8
2,9
3,0
3,0
3,0
3,1
31
3,1
3,2
3,2
3,2
3,2
3,2
3,3
3,3
3,3
3,3
3,6
3,6
3,6
3,7




1374429 _at Al598401 3,7
1393743_at Al453930 3,8
1373730_at BI282077 3,8
1396755_at BF399394 3,9
1377052_at AW533469 4,1
1378261 _at BE102806 4,1
1390024 _at Al237685 4,1
1380119_at AAQ96432 4,6
1374433_at BI301532 4,6
1374610_at Al599365 4,8
1379371 _at BF284791 51
1377826_at All176721 52
1377151 _at Al102833 54
1395147_at BE116565 5,6
1381228 _at Al073001 5,6
1390136_at BE109274 5,6
1392655_at AA997266 5,6
1372606_at BM390528 5,8
1382087_at BE109382 5,9
1392876_at BG375098 59
1381534 _at BI278449 6,3
1392777_at BF287676 6,7
1393119_at BM388725 6,8
1380552_at Al555855 6,9
1385925_at AA963975 7,4
1385569_at BF559640 7,8
1374627_at BF283727 8,2
1383189_at AA818143 8,6
1382278 _at BI278180 8,7
1383939_at BG378849 9,8
1390659_at BI302830 9,9
1390391 _at BF283381 10,1
1373679_at AA946467 10,3
1380917_at BE109049 10,4
1373843_at BE107419 15,5
1385641_at Al070558 15,9
1393018_at Al071984 19,2
1398408_at Al948410 19,4
1393728_at AA964541 24,4
1393957_at Al548358 26,8
1395183 _at BM391096 30,4
1397611_at AW525619 32,5
1383757_at Al044802 37,8
1385380_at Al044983 41,2
1374337_at Al408954 49,2
1382950_at AA901350 74,1
1391106_at BM385061 86,2

Primary ratB-cells were left untreated or exposed to T&AFN-y (TNF+IFN) for 24h. Data are mean of three indegand experiments and are expressed as fold changiesvcontrol cells, studied at the same time point
Gene expression was considered modified by treatmieen P_<0.02 (paired-test) and expression 2.5 fold higher or lower as compared to contraiditons.
Pval = p value of Student t-test agains controbéion at the same time point. Some genes are septed by more than one probe. Classification wag dising the IPA software




