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Figure Legends and Figures 

Fig. S1 Protein abundance of TaSnRK2.4 in different transgenic 

Arabidopsis lines 

TaSnRK2.4 protein abundance in different transgenic Arabidopsis lines. L1 - 6, six transgenic lines; WT, wild type; 

GFP, GFP transgenic line. 

 

Fig. S2 The primary root of TaSnRK2.4 plant is much longer than that of 

the two controls  

As the prolonged SET for transgenic lines, the WT seeds of were planted one day later than the transgenic lines, and 

root length of the same aged seedlings wascompared on 7th day. Values are mean ±SE, n=30 plants (F-test *P < 

0.05). 

 

Fig. S3 Cell membrane stability of TaSnRK2.4 plants under adverse 

stress conditions 

Comparison of CMS (%) forTaSnRK2.4 plants and controls following PEG and high salinity stresses. 

 

Fig. S4 Comparison of photosynthetic potential for TaSnRK2.4 plants 

and controls under moderate drought stress 

Fv/Fm ratios for six transgenic lines were higher than the two controls; values for three lines were significantly higher. 

Values are mean ± SE (n=20 plants). 

 

 

 

 

 

 

 

 



Fig. S1 

 

 

 

 

 



Fig. S2 

 

 



Fig. S3 
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Fig. S4 
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