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A. Representative fragmentation spectra and mass tables of InlB321 

regulated phosphopeptides from protein kinases according to table 1. 
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MP2K2_HUMAN: LNQPGTPpTR 
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GSK3A_HUMAN: TSpSFAEPGGGGGGGGGGPGGSASGPGGTGGGK 
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GSK3B_HUMAN: TTpSFAESCKPVQQPSAFGSMK 
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NEK9_HUMAN: SSpTVTEAPIAVVTSR 
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AAPK1_HUMAN: SGpSVSNYR 
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CDKL5_HUMAN: DLTNNNIPHLLpSPK 
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KS6A3_HUMAN: KIpTSTAL 
 

117.1?

365.2?

370.2?

imm(L)
b 1+2H

b 3-98+2H

b 5-H2O-98+2H
b 3-98

y1
y2

y3

b1

b2

K+144+144 I T +80 S T A

L A T S T +80 I K+144+144

m/z

R
e
la

ti
v

e
 I

n
te

n
s
it

y

0%

25%

50%

75%

100%

0 200 400 600 800

1,100.60 AMU, +2  H (Parent Error: -7.1 ppm)

 
 

 
 
 
 

InlB321 

m/z

R
e
la

ti
v

e
 I

n
te

n
s
it

y
 

 

0% 

25%

50%

75%

100%

114.0 115.0 116.0 117.0 118.0

CTRL

iTRAQ™ region



11 
 

MARK2_HUMAN: LDpTFCGSPPYAAPELFQGK 
(homolog in MARK1_HUMAN and MARK3_HUMAN) 
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FYN_HUMAN: LIEDNEpYTAR 
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KC1D_HUMAN: GAPVNIpSSSDLTGR 
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B. Likelihood curve graphics of InlB321 regulated phosphopeptides from 
protein kinases according to table 1.  
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C. Fragmentation spectra and mass tables of phosphopeptides from protein 
kinases according to supplementary data S1/S2. 
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ABL2_HUMAN: GAQASSGpSPALPR 
 

114.1?

117.1?

290.2?

554.4? 1,180.7?

a2
y2-NH3

a3
b8-98

y9-98 y10-98

parent+2H-98

y1

b1

y2

b2

y3

b3

y4

b4

y5

b5

b6

G+144 A Q A S S G S+80 P A L P R

R P L A P S+80 G S S A Q A G+144
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50%
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1,421.69 AMU, +2 H (Parent Error: 9.9 ppm)
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AURKB_HUMAN: ENpSYPWPYGR 
 
 

86.1?

115.1?

117.1?

291.2?

335.2? 476.2?
493.3?

1,250.6?internal PY-H2O-98

a1

internal PY

internal PYG

b3-98

y4-NH3
a4-98

b4-98

parent+2H-98

parent+2H+1-98
y1

y2

b1

b2

y4

y5

y6

y7

E+144 N S+80 Y P W P Y G R

R G Y P W P Y S+80 N E+144
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1,491.67 AMU, +2 H (Parent Error: 26 ppm)
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BMP2K_HUMAN: SEGGpSGGGAAGGGAGGAGAGAGCGSGGSSVGVR 
 

243.1?269.1? 564.2?
858.4?

y2-NH3

y3-NH3

b12+2H

b5-98
b13+2H

b14+2H

b16-98+2Hb7-98

b8-98

a9-98

b9-98

y9-H2O

b10-98

y10+1

b11-98
y11+1
b13-98

y12+1

b14-98

y14+1

y14+2

y1
b1

y3

b2 b3
y4 b4 y5

y6

y7

y8

y9

b8

y10

b9

b10

b11

y11

b12

y12

b13

y13

y14

y15

b16

y16

b19

y19

S+144 E G G S+80 G G G A A G G G A G G A G A G A G

R V G V S S G G S G C+57 G A G A G A G G A G G

m/z
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e
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100%
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2,716.26 AMU, +3 H (Parent Error: 44 ppm)
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BMP2K_HUMAN: SEpSNEDLFGLVPFDEITGSQQQK 
 

115.1?

245.1?

360.2?

461.2?

489.2?

490.2?
1,106.5?

im m(L)

im m(F)
a3-98

b3-98
y3-NH3

b9+2H

b5-98

y12+2H

y12+2H+1

b6-98

c13-98+2H

y6+1

b7-98

b15-98+2H

y7+1

b7+1b8-98

b9-98

b9+1
b10-98

y12+1

y1

b2

y2

b3

y3

b4
y4

y5

b5

y6

b6

y7

b7

y8
b8y9

b9

b10

b11
y11

y12

S+144 E S+80 N E D L F G L V P F D E I T G S Q Q Q K+144

K+144 Q Q Q S G T I E D F P V L G F L D E N S+80 E S+144
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2,935.41 AMU, +3 H (Parent Error: 14 ppm)
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CD2L7_HUMAN: GpSPVFLPR 
 

 
 
 

115.1?

117.1?

261.2?

854.5?

872.5?

a1

internal PV

y2-NH3

b2-98

a3-98

internal PVF
b3-98

b4-98

a5-98

b5-98

y1

b1

y2

b2

y3

b3

y4
b4

y5

y6

G+144 S+80 P V F L P R

R P L F V P S+80 G+144
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1,095.56 AMU, +2 H (Parent Error: -2.3 ppm)
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CD2L7_HUMAN: LYNSEESRPYpTNK 
 
 

115.1?

117.1?

internal PY-H2O-98

y7-98+2H

y11-98+2H

y5-98y12-98+2H

a12-H2O-H2O+2H

a13-H2O-196+2H

b6-NH3+1

parent+3H-98

parent+3H+1-98

parent+3H+2-98
parent+3H+3-98

b1

y1

y2

b2

b3

y4

b5
b6

y7 b8 b9

L+144 Y N S E E S R P Y

K+144 N T+80 Y P R S E E S
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1,967.90 AMU, +3 H (Parent Error: -10 ppm)
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CDC2_HUMAN: VYpTHEVVTLWYR 
 

115.1?

117.1?
300.7?

424.3?

491.3?
im m(E)

im m(H)

a4-98+2H

b4-98+2H

y2-NH3

b5-98+2H

a2

b3-98

a4-98
b4-98

y1 b1
y2

b2

y3
y4

y5

y6

b5

y7

y8

V+144 Y T+80 H E V V T L
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1,788.88 AMU, +3 H (Parent Error: 6.9 ppm)
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CDC2_HUMAN: YLDpSIPPGQYMDSSLVK 
 

 
 

115.1?

117.1?

145.1?

340.7?
623.3?

im m(P)
im m(I)

a1
b4-98

y1

b1

y2

b2 y3

b3

y4 y5

y6

Y+144 L D S+80 I P P G Q

K+144 V L S S D M+16 Y Q
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2,296.24 AMU, +4 H (Parent Error: 64 ppm)
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CDK2_HUMAN: IGEGpTpYGVVYK 
 

115.1?

117.1?

145.1?

a4-H2O
b5-98

parent+2H-98

b1

y1

b2

b3

y2

b4

y3

y4

y5

y6
b8 b9

I+144 G E G T+80 Y+80 G V V Y K+144

K+144 Y V V G Y+80 T+80 G E G I+144

m/z

R
e

la
ti

v
e

 I
n

te
n

s
it

y

0%

25%

50%

75%

100%

0 250 500 750 1000 1250 1500

1,632.74 AMU, +2 H (Parent Error: -2.0 ppm)
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CDK2_HUMAN: IGEGpTYGVVYK 
 
 

115.1?

117.1?

145.1?

a4-H2O

b5-98

b7-98 b7+1 y10-98

parent+2H-98

parent+2H+1-98
b1

y1

b2

b3

y2

b4

y3

y4

y5
y6

b8

I+144 G E G T+80 Y G V V Y K+144

K+144 Y V V G Y T+80 G E G I+144
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1,552.79 AMU, +2 H (Parent Error: 5.6 ppm)
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CDK2_HUMAN: IGEGTpYGVVYK 
 

115.1?

117.1?

145.1?

a4-H2O
b1

y1

b2

b3

y2

b4

y3

b5 y4

y5

b6

b7

y6

b8

y7
b9y8

b10
y10

I+144 G E G T Y+80 G V V Y K+144
K+144 Y V V G Y+80 T G E G I+144
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1,552.78 AMU, +2 H (Parent Error: 0.89 ppm)
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CDK2_HUMAN: IGEGTYGVVpYK 
 

115.1?

117.1?

145.1?

454.3?

553.4?
a1 a3 b5-H2O

a6

b1

y1

b2

b3

b4

y2

b5

y3

y4
b6

y5

b7

b8y6

b9
y7

y8

y10

I+144 G E G T Y G V V Y+80 K+144
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1,552.79 AMU, +2 H (Parent Error: 4.7 ppm)
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CDK2_HUMAN: TYpTHEVVTLWYR 
 

380.2?

426.2?

a4-98+2H

b4-98+2H

b5-98+2H

b5+2H

b6-98+2H

a3-98

b3-98

b4-98 y5+1 y6+1

y1
b1

y2
b2

y3

y4

b4

y5

y6

b5

y7

b6
b7

y8

T+144 Y T+80 H E V V T

R Y W L T V V E H
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1,790.86 AMU, +3 H (Parent Error: 5.6 ppm)
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CDK5_HUMAN: IGEGTYGpTVFK 
 

115.1?

117.1?

145.1?

388.3? 730.3? 1,297.6?a1
b5-H2O

y5-98

y6-98 b8-98
y10-98

parent+2H-98

b1

y1
y2

b3
b4

y3
b5

y5

b7

I+144 G E G T Y G T+80 V F K+144

K+144 F V T+80 G Y T G E G I+144
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1,538.70 AMU, +2 H (Parent Error: -38 ppm)

 
 
 
 
 
 
 
 
 
 
 
 
 
 
 



48 
 

CDK9_HUMAN: NPApTTNQTEFER 
 

117.1?

y11-98

parent+2H-98

parent+2H+1-98

parent+2H+2-98

y1

b1

y2 b2

b3

y3 y4
y6

y7
y8

y10

y11

N+144 P A T+80 T N Q T E F E R

R E F E T Q N T T+80 A P N+144
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1,630.75 AMU, +2 H (Parent Error: 22 ppm)
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CDKL5_HUMAN: TLLpSPSGR 
 

114.1?

117.1?

244.1?

812.6?

a1

y4-NH3 y6-98

y1 y2

b1

y3

b2

y4

b3
b6

T+144 L L S+80 P S G R

R G S P S+80 L L T+144
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1,053.51 AMU, +2 H (Parent Error: -26 ppm)
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CDKL5_HUMAN: VPSPRPDNpSFHENNVSTR 
 

117.1?

145.1?

267.1?
340.1?

411.2?

667.3?

814.4?

im m(H)

internal PD-98 a1

internal PR
a5+2H

y7+2H

internal PRPD
b9-98+2H

internal PRPDN-NH3
b10-98+2H
internal PRPDNS-98y6-H2O+1y6+1

b16-98+2H
y1

b1

y2

y3

b3

y4

y5

y6

y7

y8

V+144 P S P R P D N S+80 F H

R T S V N N E H F S+80 N D
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2,275.94 AMU, +4 H (Parent Error: -47 ppm)
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CLK1_HUMAN: pSVEDDEEGHLICQSGDVLSAR 
 

546.3?

612.2?

668.8? 847.0?

im m(H)

b2-98

a9-98+2H

b9-98+2H
a9+2H

b9+2H

b10-98+2H

b10+2H

b11+2H
b8-98

y10+1
y11+1

parent+3H-98

parent+3H+1-98

parent+3H+2-98

parent+3H+3-98

parent+3H-NH3

y2

b1y3 y4 b3

y5

b4

y6

y7
b5

y8

b6

y9

b7 b8

y10
y11

b9
y12

S+144+80 V E D D E E G H L I C+57 Q

R A S L V D G S Q C+57 I L H G E E
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2,539.13 AMU, +3 H (Parent Error: 12 ppm)
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CLK2_HUMAN: AKpSVEDDAEGHLIYHVGDWLQER 
 

115.1?

117.1? 301.1? 461.2?470.6?503.2?

508.8?

705.9?im m(L)

im m(H)

b6-98+2H

b7-98+2H

b8-98+2H

b10-98+2H

b3-H2O

a11-98+2H
b11-98+2H

y5+1

b12-98+2H

y7+1

y8+1

y1

b1 y2

y3 b2
y4

y5

b4 y6

y7

y8

y9
y10

y11

A+144 K+144 S+80 V E D D A E G H L I
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3,034.51 AMU, +4 H (Parent Error: 21 ppm)
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CLK4_HUMAN: VVDFGSATYDDEHHSTLVpSTR 
 

117.1?

771.9?
822.4?

883.4?

a3y4-98
y11-98+2H

y12-98+2H
a12-H2O-H2O+2H

b6-H2Oy7-98

y13-98+2H

y8-98

y1

b1
y2

b2 y3

b3

b4

y5

b5

b6

b7

V+144 V D F G S A T Y D

R T S+80 V L T S H H E
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2,559.16 AMU, +4 H (Parent Error: 7.2 ppm)
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CSK22_HUMAN: VYAEVNpSLR 
 

115.1?

117.1?

145.1?

a1

y3-NH3-98

y4-NH3-98

y5-98

y6-98

y7-98

y8-98

y8+1

y1

b1

y2

b2 y3

b3
b4

b5

b6

V+144 Y A E V N S+80 L R

R L S+80 N V E A Y V+144
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1,273.62 AMU, +2 H (Parent Error: -0.31 ppm)
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FAK1_HUMAN: LQPQEIpSPPPTANLDR 
 

 

115.1?

117.1?

252.2?

387.3?internal PQE
y8+2H

a8-98+2H

a7+2H

y7+1

y8+1

y1

b1

y2

b2

y3
b3 y4

y5

b4

y6

b5

y7

b6

y8

y9

L+144 Q P Q E I S+80 P P P T

R D L N A T P P P S+80 I E
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1,999.02 AMU, +3 H (Parent Error: 14 ppm)
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FAK1_HUMAN: QATVSWDSGGSDEAPPKPSRPGYPpSPR 
 

 

942.8?

y13-98+2H
y12+2H

y13+2H

parent+4H+1-98

parent+4H+3-98

y1

y2

b1

b2
y3

b3

y4

b4
b5

y6

b6
b7

b8
b9

b10
y10 b12 b13

Q+144 A T V S W D S G G S D E A P P

R P S+80 P Y G P R S P K+144 P P A E

m/z

R
e

la
ti

v
e

 I
n

te
n

s
it

y

0%

25%

50%

75%

100%

0 250 500 750 1000 1250 1500 1750

3,193.50 AMU, +4 H (Parent Error: -1.8 ppm)

 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 



57 
 

FAK1_HUMAN: YMEDSTpYYK 
 
 

112.1?

115.1?

117.1?

145.1?

152.1?

a1
b4-64

y1

b1

y2

b2

b3

y3

b4

y4

y5

b6

y6

y7

Y+144 M+16 E D S T Y+80 Y K+144

K+144 Y Y+80 T S D E M+16 Y+144
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1,582.65 AMU, +2 H (Parent Error: -0.023 ppm)
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FYN_HUMAN: DGpSLNQSSGYR 
 

115.1?

117.1?

664.3?

1,165.5?
b3-98

b4-98
y10-98

parent+2H-98

parent+2H+1-98

parent+2H+2-98

y1

b1

b2
y2

y3 y4

y5

y6

b5

y7

y8

b7
y10

D+144 G S+80 L N Q S S G Y R
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m/z

R
e

la
ti

v
e

 I
n

te
n

s
it

y

0%

25%

50%

75%

100%

0 200 400 600 800 1000 1200 1400

1,406.60 AMU, +2 H (Parent Error: 6.8 ppm)
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FYN_HUMAN: LIEDNEYpTAR 
 

115.1?

117.1?

145.1?

a1y1 y2

b1

b2

y3

b3
y4

b4

y5b5

y6

b6 y7

y8

y9
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1,446.66 AMU, +2 H (Parent Error: 6.4 ppm)
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GSK3A_HUMAN: TSSFAEPGGGGGGGGGGPGGSASGPGGpTGGGK 
 
 

117.1?

281.1?

439.2?

479.2?
496.2?

536.2?
550.3?

593.3?

603.3?

650.2?

677.4?719.3?

774.4?831.4?

918.5?y8-98+2H

b3-H2O

b4-H2O-H2O
y5-98

b4-H2O

y6-98

b5-H2O

b5-H2O+1

y15-98+2H

y7-98

b6-H2O-H2O

y19-98+2H

b6-H2O+1

y8-98

y9-98

b7-H2O+1

y10-98

y26-98+2H

y25+2H
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y3

y4
y7

T+144 S S F A E P G G G G G G G G G G P G G S
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2,800.24 AMU, +3 H (Parent Error: 3.5 ppm)
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GSK3B_HUMAN: GEPNVpSYICSR 
 

a2

y1

b1
y2

b2

y3b3
y4

b4

b5
y5 y6

y7

G+144 E P N V S+80 Y

R S C+57 I Y S+80 V
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n

te
n
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y
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25%

50%

75%

100%

0 200 400 600 800

1,504.64 AMU, +3 H (Parent Error: -8.7 ppm)
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GSK3B_HUMAN: GEPNVSpYICSR 
 

115.1?

117.1?

704.4?

1,077.5?

a2

y1

b1

y2

b2

y3
b3

y4

b4

b5

y5

y6

y7
y8

b8

y9

G+144 E P N V S Y+80 I C+57 S R

R S C+57 I Y+80 S V N P E G+144

m/z

R
e
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v
e
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100%

0 200 400 600 800 1000 1200 1400

1,504.65 AMU, +2 H (Parent Error: 2.3 ppm)
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GSK3B_HUMAN: GEPNVSYICpSR 
 
 

117.1?
internal PN-98

a2

internal PNV

internal PNVSY-H2Oa5

b1

b2

b3

b4

b5

y6

y8

y9

G+144 E P N V S Y I C+57 S+80 R

R S+80 C+57 I Y S V N P E G+144

m/z

R
e
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e
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50%
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100%

0 200 400 600 800 1000 1200 1400

1,504.66 AMU, +2 H (Parent Error: 4.9 ppm)
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GSK3B_HUMAN: IQAAASpTPTNATAASDANTGDR 
 

a8-H2O-98+2H

b5+1
b7-H2O-98b7-98

y1
b1

y2

y3

b2
y4

b3

b4

y5

b5

y6

b6

y7

y8

y9

y10
y11

y12
y13

I+144 Q A A A S T+80 P T N A T A A

R D G T N A D S A A T A N T P
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100%

0 200 400 600 800 1000 1200 1400

2,327.10 AMU, +3 H (Parent Error: 22 ppm)
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KC1D_HUMAN: GAPVNIpSSSDLTGR 
 
 

115.1?

117.1?

1,355.7?

a2

a4

y8-98 y9-98

y10-98
y12-98

parent+2H-98

parent+2H+1-98

y1

b1

y2

b2

y3

b3

y4

b4

y5

b5

y6 b6

y7

y8 y9

y11

G+144 A P V N I S+80 S S D L T G R

R G T L D S S S+80 I N V P A G+144

m/z

R
e
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e
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25%

50%

75%

100%

0 250 500 750 1000 1250 1500

1,596.77 AMU, +2 H (Parent Error: 5.3 ppm)
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KC1D_HUMAN: GAPVNISSpSDLTGR 
 

115.1?
117.1?

a2

internal PVN

a4

b11-98+2H

y8-H2O-98

y8-98

y9-98 y10-98

y12-98

parent+2H-H2O-98

parent+2H-NH3-98

parent+2H-98

parent+2H+1-98

y1

b1

y2

b2

y3

b3

y4

b4

y5

b5

b6

b7

b8 y8 y9

y11

y12

G+144 A P V N I S S S+80 D L T G R

R G T L D S+80 S S I N V P A G+144

m/z

R
e

la
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v
e

 I
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te
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25%

50%

75%

100%

0 250 500 750 1000 1250 1500

1,596.77 AMU, +2 H (Parent Error: 2.8 ppm)
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KC1D_HUMAN: GLPpSTApSGR 
 

114.1?

117.1?

570.3?
640.4?

657.4?

809.5?

a1

a2

y7-196

parent+2H-196

y1

b1

y2

b2

y5

G+144 L P S+80 T A S+80 G R

R G S+80 A T S+80 P L G+144

m/z
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e
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100%

0 200 400 600 800 1000

1,148.45 AMU, +2 H (Parent Error: -24 ppm)
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KC1D_HUMAN: GLPpSTASGR 
 

115.1?

117.1?

588.3?

827.4?

a1

a2

y3-NH3

y7-98

y1

b1

y2

b2

y3
y4 y5

y6

G+144 L P S+80 T A S G R

R G S A T S+80 P L G+144

m/z
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100%

0 200 400 600 800 1000

1,068.50 AMU, +2 H (Parent Error: -9.1 ppm)
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KC1D_HUMAN: GLPSTApSGR 
 
 

114.1?

117.1?

827.5?

a1

a2

y6-98

y7-98

y1

b1

y2

b2

b3 y4
b4

G+144 L P S T A S+80 G R

R G S+80 A T S P L G+144

m/z
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e
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25%

50%

75%

100%

0 200 400 600 800 1000

1,068.46 AMU, +2 H (Parent Error: -42 ppm)

 
 

 
 
 
 
 
 
 
 
 
 
 

 
  



70 
 

KC1D_HUMAN: GTQEVAPPTPLTPTSHpTANTSPRPVSGMER 
 

 

y9+2H

b6+1

b2y2

b3

y4

b4

b5

y6

b6

b7
b9

y9 b12

G+144 T Q E V A P P T P L T P T S H

R E M+16 G S V P R P S T N A T+80 H S

m/z

R
e
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100%

0 250 500 750 1000 1250 1500 1750

3,355.57 AMU, +4 H (Parent Error: -8.3 ppm)
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KC1E_HUMAN: SAAEPVASTPApSR 
 

114.1?

117.1?

868.6?

1,225.7?

a3
y3-H2O

y4-98

y9-98

parent+2H-98

y1

b1

b2

b3

y3

b4

y4

b5

b6

y7

b7

b8y8

S+144 A A E P V A S T P A S+80 R

R S+80 A P T S A V P E A A S+144
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1,466.69 AMU, +2 H (Parent Error: -0.71 ppm)
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KCC2D_HUMAN: ESTESSNpTTIEDEDVK 
 

391.3?

1,019.5?

parent+2H-H2O-98

parent+2H-NH3-98

b1

y1

b2

y2

b3 y3

b4

y4

b5
y5

b6

y6

b7

y7

b11

E+144 S T E S S N T+80 T I E D E

K+144 V D E D E I T T+80 N S S
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2,150.92 AMU, +2 H (Parent Error: -8.1 ppm)
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KCC2D_HUMAN: ESTESSNTpTIEDEDVK 
 

391.3?

b9-H2O-98+2H

a10-H2O-98+2H

b6-H2O

y6-H2O b9-98parent+3H-H2O-98b1

y1

b2

y2

b3

y3

b4

y4
b5

y5

b6

y6

b7

y7
b11

E+144 S T E S S N T T+80 I E D

K+144 V D E D E I T+80 T N S S
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2,150.94 AMU, +3 H (Parent Error: 0.50 ppm)
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KCC2D_HUMAN: GAILTpTMLATR 

 

117.1?
312.2?

776.3?
1,129.7?

a2

a3

y7-98
y8-98

parent+2H-98

y1

b1

b2

b3

b4

b5

G+144 A I L T T+80 M L A T R

R T A L M T+80 T L I A G+144
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1,370.75 AMU, +2 H (Parent Error: 26 ppm)

 
 

 
 
 
 
 
 
 
 
 
 
 
 

 
  



75 
 

KCC2D_HUMAN: KPDGVKESpTESSNTTIEDEDVK 
 

117.1? 391.3?

internal PD-98

y1

y2

b1

y3
b3

y4

b4

y5
y6

y7

y12

K+144+144 P D G V K+144 E S T+80 E

K+144 V D E D E I T T N S S E
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3,063.51 AMU, +4 H (Parent Error: 4.8 ppm)
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KCC2D_HUMAN: KPDGVKESTEpSSNTTIEDEDVK 
 

117.1?

im m(I)

internal PD-98

y1

y2

b1
y3 b3

y4

y5

b5

y6

y7
y8

K+144+144 P D G V K+144 E S T E

K+144 V D E D E I T T N S S+80
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3,063.51 AMU, +4 H (Parent Error: 2.3 ppm)
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KCC2D_HUMAN: NFpSAAKpSLLK 
 
 

114.1?

117.1?

145.1?

498.3?
665.9?

b3-98

y8-196+2H

y4-98

y9-196+2Hy4-H2O

parent+3H-196

parent+3H+1-196

b1

y1

y2

b2

y3

N+144 F S+80 A A K+144 S+80 L

K+144 L L S+80 K+144 A A S+80
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1,669.85 AMU, +3 H (Parent Error: -2.5 ppm)
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KCC2D_HUMAN: QEpTVDCLK 
 

114.1?

117.1?

145.1?

1,101.6?a1

b3-98

b5-98

y7-98parent+2H-NH3-98

parent+2H-98

parent+2H+1-98

b1

y1

b2

y2

y3

y4 y5

Q+144 E T+80 V D C+57 L K+144

K+144 L C+57 D V T+80 E Q+144
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1,359.64 AMU, +2 H (Parent Error: 1.7 ppm)
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KCC2G_HUMAN: GAILTpTMLVpSR 
 

117.1?
385.2?

613.4?
613.8?

727.4?

a2

a3

y5-98 a11-98+2H a6

parent+2H-H2O-196

parent+2H-NH3-196
parent+2H-196

y1

b1

b2

b3

b4

y4

y6

b8

G+144 A I L T T+80 M L V S+80 R

R S+80 V L M T+80 T L I A G+144

m/z
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1,464.69 AMU, +2 H (Parent Error: 0.13 ppm)
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KCC2G_HUMAN: GAILTpTMLVSR 
 

117.1?

903.6? 1,143.8?

1,144.9?

a2

a3

y7-98
y8-98

parent+2H-98

y1

b1

b2

b3

b4

G+144 A I L T T+80 M L V S R

R S V L M T+80 T L I A G+144
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1,384.79 AMU, +2 H (Parent Error: 42 ppm)

 
 
 

 
 
 
 
 
 
 
 
 
 
 



81 
 

KCC2G_HUMAN: GAILTTMLVpSR 
 

117.1?
1,143.7?

a2

y3-NH3-98

a3

y7-98
y8-98

parent+2H-98

parent+2H+1-98

y1

b1

b2

y2

b3

y3

b4

b5
b6

b7 b8

G+144 A I L T T M L V S+80 R

R S+80 V L M T T L I A G+144

m/z

R
e

la
ti

v
e

 I
n

te
n

s
it

y

0%

25%

50%

75%

100%

0 200 400 600 800 1000 1200

1,384.73 AMU, +2 H (Parent Error: 4.6 ppm)
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KCC2G_HUMAN: GpSTESCNTTTEDEDLK 
 

b3-98
b4-98

b5-H2O

y1

b2

y2

y3
b4 y4

y5

b6

y6

b7
y7

y8

G+144 S+80 T E S C+57 N T T T E

K+144 L D E D E T T T N
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2,153.91 AMU, +3 H (Parent Error: 6.6 ppm)
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KCC2G_HUMAN: GSpTESCNTTTEDEDLK 
 

405.3?

1,021.0?parent+2H-H2O-98

parent+2H-NH3-98

parent+2H-98

parent+2H+1-98parent+2H+2-98

b1
b2

y1

y2

y3
y4

b5

y5

y6
y8

y12

G+144 S T+80 E S C+57 N T T T E D E D L K+144

K+144 L D E D E T T T N C+57 S E T+80 S G+144

m/z
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2,153.87 AMU, +2 H (Parent Error: -12 ppm)
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KCC2G_HUMAN: GSTEpSCNTTTEDEDLK 
 
 

b7-98

b1
b2

y1

b3

y2

b4

y4

y5

y6

b7

y7

b8
y8

G+144 S T E S+80 C+57 N T T T E

K+144 L D E D E T T T N
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2,153.86 AMU, +3 H (Parent Error: -16 ppm)

 
 

 
  



85 
 

KCC2G_HUMAN: NFpSAAK 

 
115.1?117.1?

145.1?

299.1?

331.1?

y4-98

b1

y1

y2

y3

N+144 F S+80 A A K+144

K+144 A A S+80 F N+144

m/z
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1,004.48 AMU, +2 H (Parent Error: -11 ppm)
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KCC2G_HUMAN: NFpSAAKpSLLNK 

 

 
114.1?

117.1?

145.1?

722.9?

723.4?

b8-196+2H

c7-98+2H

y9-196+2H

y10-196+2H

y5-98

parent+3H-196

parent+3H+1-196

parent+3H+3-196

b1
y1

y2

b2 y3
y4

b5

N+144 F S+80 A A K+144 S+80 L

K+144 N L L S+80 K+144 A A

m/z

R
e
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1,783.85 AMU, +3 H (Parent Error: -26 ppm)

 
 



87 
 

KCC2G_HUMAN: QEpTVECLR 

 

114.1?

117.1?

145.1?

246.2?

395.2?

999.6?

b3-98

y6-98

b7-196

a8-H2O-196

a8-NH3-196

parent+2H-98y1

b1

y2
b2

y3

y4

b3

y5

b5

Q+144 E T+80 V E C+57 L R

R L C+57 E V T+80 E Q+144
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1,257.54 AMU, +2 H (Parent Error: -13 ppm)
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RIPK2_HUMAN: SPpSLNLLQNK 

 
 

115.1?

117.1?

145.1?

228.2?245.1?

256.1?

284.1?
341.2?383.2?

438.2?

534.3?

1,066.6?
1,083.5?

a1

b3-98

y3-NH3

internal PSLNLL-H2O-98

b5-98

y4+1
b6-98

y9-98

a10-H2O-196

parent+2H-98

parent+2H+1-98

b1 y1

y2

y3

y4

y5
y6

y7

y8

S+144 P S+80 L N L L Q N K+144

K+144 N Q L L N L S+80 P S+144

m/z
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e
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1,480.75 AMU, +2 H (Parent Error: -26 ppm)
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STK3_HUMAN: ELEEEEENpSDEDELDSHTMVK 

 

966.1?y3-64

y4-64 b5+1

parent+3H-98

parent+3H+1-98

parent+3H+3-98

parent+3H+1-64
b1

y1

b2

y2

b3

y3

y4

b4

b5

y6

b6

y7 b7 b8

y9

E+144 L E E E E E N S+80 D E D

K+144 V M+16 T H S D L E D E D S+80

m/z
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2,890.18 AMU, +3 H (Parent Error: 0.23 ppm)

 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 



90 
 

KPCD2_HUMAN: RLpSSTSLASGHpSVR 

 

 

117.1?
264.1?

361.2?

642.3?

im m(L)

im m(H)

b3-98+2H
b5-H2O-98+2H

y3-98
y6+2H

a5-H2O+2H

b6-H2O-98+2H

a5+2H

b6-H2O-H2O+2H

a7-98+2H
y4-98

b3-98
y5-98

y6-98

a5-H2O-98

a5-98

y7-98

b13-196+2H

a6-NH3-98

b6-H2O-98

parent+3H-98y1
y2 b1

y5 y6

R+144 L S+80 S T S L A S G
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1,760.80 AMU, +3 H (Parent Error: -4.0 ppm)
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KPCD2_HUMAN: SpTTELLPR 
 

115.1?

117.1?

501.2?

854.5?

880.5?

y2-NH3

a6-98+2H

b3-98

a4-H2O-98

b4-98

y6-H2O
y1

b1

y2

y3

y4

y5

y6

S+144 T+80 T E L L P R

R P L L E T T+80 S+144
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1,139.57 AMU, +2 H (Parent Error: -1.5 ppm)
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KPCD2_HUMAN: STpTELLPR 
 

114.1?

117.1?

213.1?

499.7?501.2?

614.3?

854.4?

y2-NH3

b3-H2O-98

b3-98
b4-98

y1

b1

y2
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y3

y4

y5

S+144 T T+80 E L L P R
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1,139.56 AMU, +2 H (Parent Error: -9.1 ppm)
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KPCD3_HUMAN: GLDDpTEEPSPPEDK 
 

775.4?

826.4?

904.3?
im m(P)

internal PS-H2O

y1

b2
y2

b3

y3

b4

y4

y5

G+144 L D D T+80 E E P S P

K+144 D E P P S P E E

m/z

R
e

la
ti

v
e

 I
n

te
n

s
it

y

0%

25%

50%

75%

100%

0 200 400 600 800 1000 1200

1,895.87 AMU, +3 H (Parent Error: 21 ppm)

 
 
 

 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 



94 
 

KPCD3_HUMAN: LpSNGSFSAPSLTNSR 
 

115.1?

117.1?

145.1?
1,407.7?

a1

b2-98

b3-98

y4-NH3-H2O

y4-NH3-NH3

b5-98 y7-H2O+1

y7+1
y12+1

y14-98

parent+2H-H2O-196

parent+2H-H2O-98

parent+2H-NH3-98

parent+2H-98

parent+2H+1-98

parent+2H+2-98

parent+2H+3-98

y1

b1

y2
y3

y4

b3
y5
b4 y6

y8
y9

y10

y11

y12

y13

L+144 S+80 N G S F S A P S L T N S R

R S N T L S P A S F S G N S+80 L+144

m/z

R
e

la
ti

v
e

 I
n

te
n

s
it

y

0%

25%

50%

75%

100%

0 250 500 750 1000 1250 1500 1750

1,760.82 AMU, +2 H (Parent Error: -0.089 ppm)

 
 
 
 
 

 
 

 
 
 
 
 
 
 
 
 
 
 
 
 
  



95 
 

KPCD3_HUMAN: SVLPTAIPAVLPAApSPCSSPK 
 
 

445.3?im m(I)
internal PA

internal PAV

y10-98+2H

b6-H2Ob6+1

b7+1
y10-98

b1

y1

b2

y2

b3

y3

b4

y4
b5

b6

y5

y6

b7

b8 y7

b9

y8
b10

y9

b11

y10

S+144 V L P T A I P A V L P A A S+80

K+144 P S S C+57 P S+80 A A P L V A P

m/z

R
e

la
ti

v
e

 I
n

te
n

s
it

y

0%

25%

50%

75%

100%

0 250 500 750 1000 1250 1500

2,430.34 AMU, +3 H (Parent Error: 23 ppm)

 
 
 
 

 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 



96 
 

KPCD3_HUMAN: TIpSPSTSNNIPLMR 

 
 

115.1?

117.1? 1,512.9?

b3-98

y4-NH3 y11+1

parent+2H-98

parent+2H+1-98

parent+2H+2-98

y1

b1

b2

y4

y6 y7

y8
y9

y10

y11

y12

T+144 I S+80 P S T S N N I P L M R

R M L P I N N S T S P S+80 I T+144

m/z

R
e

la
ti

v
e

 I
n

te
n

s
it

y

0%

25%

50%

75%

100%

0 250 500 750 1000 1250 1500 1750

1,753.88 AMU, +2 H (Parent Error: 12 ppm)

 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 



97 
 

LIMK1_HUMAN: SPGAGSLGpSPASQR 
 

114.1?
117.1?

145.1?

1,167.7? 1,253.8?a1

y10-98

y13-98

y1

b1

y2 b3y3
b4 b5

y5

b6 b7 y13

S+144 P G A G S L G S+80 P A S Q R

R Q S A P S+80 G L S G A G P S+144

m/z

R
e

la
ti

v
e

 I
n

te
n

s
it

y

0%

25%

50%

75%

100%

0 200 400 600 800 1000 1200 1400

1,494.70 AMU, +2 H (Parent Error: 4.4 ppm)

 
 
 

 

 
 
 
 
 
 
 
 
 
 
 
 
 



98 
 

LYN_HUMAN: AEERPTFDYLQSVLDDFYTATEGQpYQQQP 
 

368.2?

385.2?
429.1?

546.3?

557.2?

683.5?

685.3?

813.3?814.3?841.9? 1,369.7?
y3-NH3

y4-NH3

b8+2H

b9+2Hb9+2H+1

b9+2H+2

b10+2H

b10+2H+1

b10+2H+2
a11+2H

b11+2H

b11+2H+1

b11+2H+2

a6-H2O

b12-H2O+2H+1

a6-H2O+1

b12+2H

b12+2H+1

b12+2H+2

b13-H2O+2H

b13-H2O+2H+1

b13-H2O+2H+2

b13+2H

b13+2H+1

b14+2H

b14+2H+1

b15+2H

b15+2H+1

b16+2H

b16+2H+1

b16+2H+2

b16+2H+3

b17+2H
b17+2H+1

b17+2H+2
b8+1

b18+2H+1

b19-NH3+2H+1
y1

b1
b2

y3

b3

y4 b4

y5 b6
y7 b7

b8

b9

b10

b11 b12

A+144 E E R P T F D Y L Q S V L D D F Y

P Q Q Q Y+80 Q G E T A T Y F D D L V S Q

m/z

R
e

la
ti

v
e

 I
n

te
n

s
it

y

0%

25%

50%

75%

100%

0 250 500 750 1000 1250 1500 1750 2000 2250

3,662.71 AMU, +3 H (Parent Error: 24 ppm)

 
 
 

 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 



99 
 

LYN_HUMAN: DpSLSDDGVDLK 
 
 

114.1?117.1?

212.1? 331.1?

347.3?

433.2?

717.5?

790.6?816.6?

b2-98

a6-H2O-98+2H b3-98

b4-98 b5-98

b1

y1

y2

y3

D+144 S+80 L S D D G V D L

K+144 L D V G D D S L S+80

m/z

R
e

la
ti

v
e

 I
n

te
n

s
it

y

0%

25%

50%

75%

100%

0 200 400 600 800 1000 1200

1,530.69 AMU, +2 H (Parent Error: -12 ppm)

 
 
 

 
 
 
 
 
 
 
 
 
 
 
 
 
 



100 
 

LYN_HUMAN: DSLpSDDGVDLK 
 

115.1?

117.1?
parent+2H-98

b1

y1

b2

y2

b3
y3

y4

y5

y6

y7 b8 y10

D+144 S L S+80 D D G V D L K+144

K+144 L D V G D D S+80 L S D+144

m/z

R
e

la
ti

v
e

 I
n

te
n

s
it

y

0%

25%

50%

75%

100%

0 200 400 600 800 1000 1200 1400

1,530.71 AMU, +2 H (Parent Error: -0.051 ppm)

 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
  



101 
 

LYN_HUMAN: SLDNGGYpYISPR 
 

115.1?

117.1?

145.1?

575.3?

912.4?

a1

y2-NH3
y8+1

y1

b1
y2

b2

y3

b3

y4 b4

b5
b6

y5 y6

y7

y8

b8

y9

b9
y10

y11

S+144 L D N G G Y Y+80 I S P R

R P S I Y+80 Y G G N D L S+144

m/z

R
e

la
ti

v
e

 I
n

te
n

s
it

y

0%

25%

50%

75%

100%

0 250 500 750 1000 1250 1500

1,564.70 AMU, +2 H (Parent Error: 0.069 ppm)

 
 
 
 

 
 
 
 
 
 
 
 
 
 
 



102 
 

LYN_HUMAN: VIEDNEpYTAR 
 
 

114.1?

117.1?

145.1?

1,289.7?

a1

a6

y1

b1

y2

y3

b2

b3

y4
b4

b5

y6

b6

y7

y8

b7

y9

V+144 I E D N E Y+80 T A R

R A T Y+80 E N D E I V+144

m/z

R
e

la
ti

v
e

 I
n

te
n

s
it

y

0%

25%

50%

75%

100%

0 200 400 600 800 1000 1200 1400

1,432.65 AMU, +2 H (Parent Error: 6.8 ppm)

 
 
 

 
 
 
 
 
 
 
 
 
 



103 
 

LYN_HUMAN: VIEDNEYpTAR 
 
 

114.1?

117.1?

145.1?

1,192.6?

1,289.5?

a1

a6y6+1

y1

b1

y2
b2

b3
y4

b4

b5

y6

b6

b7 y8

y9

V+144 I E D N E Y T+80 A R

R A T+80 Y E N D E I V+144

m/z

R
e

la
ti

v
e

 I
n

te
n

s
it

y

0%

25%

50%

75%

100%

0 200 400 600 800 1000 1200 1400

1,432.62 AMU, +2 H (Parent Error: -9.2 ppm)

 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 



104 
 

M3K11_HUMAN: GGTVpSPPPGTSR 
 

114.1?

117.1?

316.3?341.1?
458.3? 555.3? 1,094.7?a3

b3-H2O

b5-98

a6-98
y7+1

parent+2H-98

y1
b1 b2

b3

y4

b4

y5

y6

y7

G+144 G T V S+80 P P P G T S R

R S T G P P P S+80 V T G G+144

m/z

R
e

la
ti

v
e

 I
n

te
n

s
it

y

0%

25%

50%

75%

100%

0 200 400 600 800 1000 1200

1,335.61 AMU, +2 H (Parent Error: -14 ppm)

 
 

 

 
 

 
 
 
 
 
 
 
 
 
 
 
 
 
 



105 
 

M3K11_HUMAN: ITVQApSPGLDR 

 

a4 y10-98

parent+2H-98

parent+2H+1-98

parent+2H+2-98

y1
b1

y2

b2

y3

b3

y5

b4

y6 y7 y10

I+144 T V Q A S+80 P G L D R

R D L G P S+80 A Q V T I+144

m/z

R
e

la
ti

v
e

 I
n

te
n

s
it

y

0%

25%

50%

75%

100%

0 200 400 600 800 1000 1200

1,379.69 AMU, +2 H (Parent Error: -3.9 ppm)

 
 
 

 
 
 



106 
 

M3K11_HUMAN: NVFEVGPGDpSPTFPR 
 
 

a3

y9-98+2H

y9+2H
b4+1

y7-98

y1
b1

y2
b2

y3

b3

y4

y5

b4

b5 b6
y8

N+144 V F E V G P G D S+80

R P F T P S+80 D G P G V

m/z

R
e

la
ti

v
e

 I
n

te
n

s
it

y

0%

25%

50%

75%

100%

0 200 400 600 800 1000 1200

1,841.88 AMU, +3 H (Parent Error: 19 ppm)

 
 
 
 
 

 
 
 
 
 
 
 
 
 
 



107 
 

M3K2_HUMAN: AQpSYPDNHQEFSDYDNPIFEK 
 

117.1?

577.3?internal PD-98

b3-98

b8+2H

b4-98

b9-98+2H

b9+2H

b10-98+2H

y5+1
b6-98

parent+3H-98

parent+3H+1-98

parent+3H+2-98

parent+3H+3-98

b1

y1

b2

y2

y3

y5

y6

y10
y11

A+144 Q S+80 Y P D N H Q E F S D Y

K+144 E F I P N D Y D S F E Q H

m/z

R
e

la
ti

v
e

 I
n

te
n

s
it

y

0%

25%

50%

75%

100%

0 250 500 750 1000 1250 1500 1750

2,911.30 AMU, +3 H (Parent Error: 14 ppm)

 
 
 
 

 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 



108 
 

M3K2_HUMAN: DRSpSPPPGYIPDELHQVAR 
 
 

y9+2H

b9-H2O-98+2H

b4-98

b9-H2O-H2O+2H

a9+2H

b9+2H

b10+2H

b10+2H+1

y15+2H

y15+2H+1

y9+1

parent+3H-98parent+3H+1-98

y1 y2b1
y3 b2

y4

b3

y5

b4
y6

y7

y8

b8

y9

y10

b9 b10

y11 y12 y13

D+144 R S S+80 P P P G Y I P D E L H

R A V Q H L E D P I Y G P P P S+80

m/z

R
e

la
ti

v
e

 I
n

te
n

s
it

y

0%

25%

50%

75%

100%

0 250 500 750 1000 1250 1500 1750

2,357.14 AMU, +3 H (Parent Error: 5.9 ppm)

 
 

 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 



109 
 

M3K2_HUMAN: RLpSIIGPTSR 
 

242.7?

im m(I)

b3-98+2H

a4-98+2H

b4-98+2H

b3-NH3-98

b3-98

a3-NH3-H2O

a4-98
b4-98

y1
b1

y3

y4

y5

y6

y7

R+144 L S+80 I I G P

R S T P G I I S+80 L

m/z

R
e

la
ti

v
e

 I
n

te
n

s
it

y

0%

25%

50%

75%

100%

0 200 400 600 800 1000

1,322.71 AMU, +3 H (Parent Error: -4.7 ppm)

 
 
 
 

 
 
 
 
 
 
 
 
 
 
 



110 
 

M4K3_HUMAN: TRpSEITFGQVK 

 

114.1?

117.1?

im m(F)

b3-98+2H

a4-98+2H

b4-98+2H

a5-98+2H

a5+2Hb6-H2O-98+2H

y3-NH3

b4-NH3-98

b4-98

y1

y2

y3

y4

b4

y5

y6

T+144 R S+80 E I T F G

K+144 V Q G F T I E

m/z

R
e

la
ti

v
e

 I
n

te
n

s
it

y

0%

25%

50%

75%

100%

0 200 400 600 800 1000

1,632.84 AMU, +3 H (Parent Error: -5.3 ppm)

 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 



111 
 

MARK1_HUMAN: SIpSANQK 
 

114.1?

117.1?

145.1?

y2-NH3b3-98 parent+2H-98

b1

y1

b2

y2

y3 y4

S+144 I S+80 A N Q K+144

K+144 Q N A S+80 I S+144

m/z

R
e

la
ti

v
e

 I
n

te
n

s
it

y

0%

25%

50%

75%

100%

0 200 400 600 800 1000

1,114.52 AMU, +2 H (Parent Error: -38 ppm)

 
 

 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 



112 
 

MARK1_HUMAN: VPAApSPSAHSISTATPDR 
 
 

115.1?117.1?

145.1?

im m(H)
a1

internal PAAS-98

y3-NH3

b5-98

internal PAASPSA-98
y13+2H

y15-98+2H
b6+1

b8-98y17-H2O-98+2H

y17-98+2H

y16+2H

y16+2H+1
y8+1

y9+1

y1

b1

y2

b2

y3

b3 y4

y5 y6

b6

y8

y9

y10

y11
b11 y13

V+144 P A A S+80 P S A H S I S T A T

R D P T A T S I S H A S P S+80 A

m/z

R
e

la
ti

v
e

 I
n

te
n

s
it

y

0%

25%

50%

75%

100%

0 250 500 750 1000 1250 1500

1,987.94 AMU, +3 H (Parent Error: -4.4 ppm)

 
 
 

 
 
 
 
 
 
 
 
 
 
 
 
 
 
 



113 
 

MARK2_HUMAN: pSRNSPLLER 
 
 

112.1?

114.1?

116.1?

117.1?

139.1?
145.1?

180.7?

181.2?

194.7?

195.1?

227.2?

229.2?

237.7?

238.2?

243.2?

244.2?

249.2?

252.2?

255.1?
270.2?

281.2?

281.7?

330.2?

346.3?
358.2?

371.3?

388.3?

418.3?

427.3?457.3?

485.3?

514.4?531.4?

im m(P)

im m(L)

y1-NH3internal PL-CO
internal PLL-H2O-98

internal PL

internal PLL-98a3-98+2H

a3-NH3+2H

a4-98+2H

b4-98+2H

a5-98+2H
internal PLL

b5-98+2H

b4+2H

b6-H2O-98+2H

y4-NH3 b4-98

y1

y2

b1

y3

y4

y5

y7

S+144+80 R N S P L

R E L L P S N R

m/z

R
e

la
ti

v
e

 I
n

te
n

s
it

y

0%

25%

50%

75%

100%

0 200 400 600 800

1,294.65 AMU, +3 H (Parent Error: -4.7 ppm)

 
 
 
 

 
 
 
 
 
 
 
 
 
 
 



114 
 

MARK2_HUMAN: SVpSANPK 

 
 

114.1?

117.1?

b1

y1

b2

y2

y3

S+144 V S+80 A N P K+144

K+144 P N A S+80 V S+144

m/z

R
e

la
ti

v
e

 I
n

te
n

s
it

y

0%

25%

50%

75%

100%

0 200 400 600 800 1000

1,069.49 AMU, +2 H (Parent Error: -52 ppm)

 
 
 
 
 
 
 
 
 
 
 
 



115 
 

MARK2_HUMAN: VPApSPLPGLER 
 
 

145.1? a1 b4-98

y7+1

y10-98

y10+1

parent+2H-98

y1

b1

y2

b3

y5

b5y6

y7

y9

y10

V+144 P A S+80 P L P G L E R

R E L G P L P S+80 A P V+144

m/z

R
e

la
ti

v
e

 I
n

te
n

s
it

y

0%

25%

50%

75%

100%

0 200 400 600 800 1000 1200

1,358.72 AMU, +2 H (Parent Error: 8.3 ppm)

 
 
 

 
 
 
 
 
 
 
 
 
 
 
 
 



116 
 

MARK2_HUMAN: VPVASPpSAHNISSSGGAPDR 
 
 

145.1?

y19-98+2H
y18+2H

y18+2H+1

parent+3H-98

parent+3H+1-98

parent+3H+2-98

parent+3H+3-98

b1

y3
b3

b4 y6 y7
y8

y9

y10 y11

y13

V+144 P V A S P S+80 A H N I S S S G G

R D P A G G S S S I N H A S+80 P S A

m/z

R
e

la
ti

v
e

 I
n

te
n

s
it

y

0%

25%

50%

75%

100%

0 250 500 750 1000 1250 1500

2,129.02 AMU, +3 H (Parent Error: 6.7 ppm)

 
 
 

 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 



117 
 

MARK3_HUMAN: TPVApSTHSISSAATPDR 
 
 

115.1?

117.1?

145.1?

331.2?

543.3?

im m(H)
a1

y3-NH3

b7-98+2H

b8-H2O-98+2H

b8-98+2H

y5-NH3

y6-H2O+1 b6-98

y8+1

y1

b1

y2

y3 b3

y4

b4 y5
y6

y7

y8

y9

b7

y10

b8

y11

T+144 P V A S+80 T H S I S S A A

R D P T A A S S I S H T S+80

m/z

R
e

la
ti

v
e

 I
n

te
n

s
it

y

0%

25%

50%

75%

100%

0 200 400 600 800 1000 1200 1400

1,920.91 AMU, +3 H (Parent Error: 1.6 ppm)

 
 
 

 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 



118 
 

MELK_HUMAN: VFGpSLER 
 
 

115.1?

117.1?

145.1?

359.2?

y2-NH3

y6-98

y6+1

y1

b1

y2

b2
y3 b3

b4

V+144 F G S+80 L E R

R E L S+80 G F V+144

m/z

R
e

la
ti

v
e

 I
n

te
n

s
it

y

0%

25%

50%

75%

100%

0 200 400 600 800 1000

1,030.49 AMU, +2 H (Parent Error: -4.7 ppm)

 
 
 

 
 
 
 
 
 
 
 
 
 
 



119 
 

MK01_HUMAN: DVYIVQDLMEpTDLYK 
 
 

 

115.1?

117.1?

280.2?

333.7?
390.2?

407.2?
im m(V)

im m(I)

a2

a3

a8-NH3+2H

b1
y1

b2 y2

b3

y3
b4

y4
b5

b6 b7

D+144 V Y I V Q D L M+16 E

K+144 Y L D T+80 E M+16 L D

m/z

R
e

la
ti

v
e

 I
n

te
n

s
it

y

0%

25%

50%

75%

100%

0 200 400 600 800 1000 1200

2,228.18 AMU, +4 H (Parent Error: 55 ppm)

 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 



120 
 

MK01_HUMAN: VADPDHDHTGFLpTEYVATR 
 
 

431.2?

724.5?
791.7?

y16+2H+1

parent+3H-H2O

parent+3H-NH3

y1
b1

y2 b2y3

b3

y4
b4

b5 y6

b6

b7
y7

b8
y9

y10

V+144 A D P D H D H T G F L T+80

R T A V Y E T+80 L F G T H D

m/z

R
e

la
ti

v
e

 I
n

te
n

s
it

y

0%

25%

50%

75%

100%

0 250 500 750 1000 1250 1500

2,367.07 AMU, +3 H (Parent Error: 2.4 ppm)

 
 
 
 

 
 
 
 
 
 
 
 
 
 
 
 
 
 
 



121 
 

MK01_HUMAN: VADPDHDHTGFLTEpYVApTR 
 

parent+3H-98

y1

b1

b2
y3

b3

b5

y5 b7

V+144 A D P D H D H T G F L T E Y+80

R T+80 A V Y+80 E T L F G T H D H D

m/z

R
e

la
ti

v
e

 I
n

te
n

s
it

y

0%

25%

50%

75%

100%

0 250 500 750 1000 1250 1500 1750

2,447.09 AMU, +3 H (Parent Error: 24 ppm)
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MLTK_HUMAN: SpSSPTQYGLTK 
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331.2?

704.9?

b3-98
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1,535.74 AMU, +2 H (Parent Error: -6.7 ppm)
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MLTK_HUMAN: SSpSPTQYGLTK 
 
 

115.1?
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b3-98

parent+2H-H2O-98

parent+2H-NH3-98
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1,535.74 AMU, +2 H (Parent Error: -5.6 ppm)
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MLTK_HUMAN: VSQSALNPHQpSPDFKR 
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im m(P)
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2,178.05 AMU, +4 H (Parent Error: -13 ppm)
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MLTK_HUMAN: YQQITPVNQpSR 
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117.1?

145.1?

565.3?

739.4?

1,315.7?

1,316.7?
y3-NH3

y4-NH3-98
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1,556.75 AMU, +2 H (Parent Error: -1.0 ppm)
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NEK9_HUMAN: pSSTVTEAPIAVVTSR 
 
 

115.1?
117.1?

1,499.9?

internal PIA

b2-98

b3-H2O-98

b3-98
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b4-H2O-98
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1,740.93 AMU, +2 H (Parent Error: 28 ppm)
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NEK9_HUMAN: SpSTVTEAPIAVVTSR 
 
 

117.1?

y3-NH3

b3-98

b4-98

y8+1 y11+1
y14-H2O-98

parent+2H-H2O-98
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1,740.88 AMU, +2 H (Parent Error: 1.1 ppm)
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NEK9_HUMAN: VASEAPLEHKPQVEASpSPR 
 
 

b5+1

parent+4H-98

y1
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y3
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y5
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V+144 A S E A P L E H K+144

R P S+80 S A E V Q P K+144

m/z

R
e

la
ti

v
e

 I
n

te
n

s
it

y

0%

25%

50%

75%

100%

0 200 400 600 800 1000 1200

2,399.15 AMU, +4 H (Parent Error: -23 ppm)

 
 
 

 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 



129 
 

PAK4_HUMAN: RDpSPPPPAR 
 
 

172.6?

243.8?

im m(P)

b2+2H

a3-98+2H

b3-98+2H

a4-98+2H

b3-H2O+2H

b1-NH3

b4-98+2H

b3+2H
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1,215.55 AMU, +3 H (Parent Error: -28 ppm)
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PCTK1_HUMAN: KIpSTEDINK 
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im m(I)
a1+2Hb1+2H
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1,558.82 AMU, +3 H (Parent Error: -10 ppm)
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PCTK1_HUMAN: LpSLPADIR 
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117.1?
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1,107.58 AMU, +2 H (Parent Error: 0.90 ppm)
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PCTK1_HUMAN: LTLNpSPIFDKPLSR 
 
 

115.1?

117.1?

145.1?
373.3?

656.3?

y5+2H

internal PIFD
y7+2H
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1,968.06 AMU, +3 H (Parent Error: -2.6 ppm)
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PCTK1_HUMAN: MGSDGESDQASATSSDEVQpSPVR 
 

117.1?
331.1? 1,086.5?

b6+2H
y4-98

b8+2H

b4-64

b10-NH3-H2O+2H

y5-98
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b6+1
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2,579.05 AMU, +3 H (Parent Error: 3.0 ppm)
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PCTK1_HUMAN: QLpSMTLR 
 
 

115.1?

117.1?

145.1?

349.2?

813.5?

830.5?

y2-NH3 y6-98
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1,071.52 AMU, +2 H (Parent Error: -4.7 ppm)
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PCTK1_HUMAN: VpSLSEIGFGK 
 
 

115.1?

117.1?

145.1?

b2-98

a3-98

b3-98
b5-98

parent+2H-98

parent+2H+1-98
parent+2H+2-98

b1
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1,403.72 AMU, +2 H (Parent Error: -9.0 ppm)
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PCTK2_HUMAN: ApSLSEIGFGK 

 
 

115.1?

117.1?

145.1?
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parent+2H-98

parent+2H+2-98
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1,375.73 AMU, +2 H (Parent Error: 25 ppm)
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PCTK2_HUMAN: RASLpSEIGFGK 
 
 

114.1?

117.1?

im m(I)

im m(F)

b3-H2O+2H

a4-H2O+2H

b5-H2O-98+2H b3-H2O
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1,531.77 AMU, +3 H (Parent Error: -17 ppm)
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PCTK2_HUMAN: RLpSLTLR 
 
 

114.1?

115.1?

117.1?

198.1?

201.1?

501.8?

823.5?

im m(L)

y2-NH3

b1-NH3

b5-H2O-98+2H
b2-NH3

b3-98

y5-98

b4-NH3-98

y5-NH3+1
b5-H2O-98
b5-NH3-98

y6-98
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1,081.62 AMU, +2 H (Parent Error: 2.1 ppm)
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PCTK3_HUMAN: ApSLSDIGFGK 
 
 

115.1?

117.1?

145.1?
a1

b2-98

a3-98

b3-98

b4-H2O-98

b5-98
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parent+2H-98
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1,361.72 AMU, +2 H (Parent Error: 23 ppm)
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PCTK3_HUMAN: RFpSLSVPR 
 
 

115.1?

117.1?

200.1?
212.1? 789.5?

806.5?

926.5?

y2-NH3

a1-NH3
b1-NH3

b3-98

y5-H2O

y6-98

b5-H2O-98
a4

b5-98

y7-98
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1,184.62 AMU, +2 H (Parent Error: 4.9 ppm)
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PRPK_HUMAN: ApTTPADGEEPAPEAEALAAAR 
 
 

298.1?

b3-98
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2,261.06 AMU, +3 H (Parent Error: 13 ppm)
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PRPK_HUMAN: ATpTPADGEEPAPEAEALAAAR 
 
 

356.2?

401.2?
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b3-98

parent+2H-H2O-98
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2,261.06 AMU, +2 H (Parent Error: 10 ppm)
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RIOK2_HUMAN: AEVYGpSENESER 
 
 

114.1?

117.1?

1,351.7?
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1,592.66 AMU, +2 H (Parent Error: 7.8 ppm)
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RIOK2_HUMAN: EGSEFSFpSDGEVAEK 
 
 

115.1?
b3-H2O

a4
y8-98

parent+2H-98
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1,984.90 AMU, +2 H (Parent Error: 21 ppm)

 
 
 

 
 


