
Not significant correlation, nor overlap

Significant correlation, not overlap

Significant overlap, not correlation

Significant overlap and correlation

Pairs with top overlap in group Common pathway

2335 FN1; fibronectin 1
50509 COL5A3; collagen, type V, alpha 3   hsa04512 ECM-receptor interaction 

7058 THBS2; thrombospondin 2 
2335 FN1; fibronectin 1 hsa04512 ECM-receptor interaction 

7043 TGFB3;  transforming growth factor, beta 3
7058 THBS2;  thrombospondin 2 hsa04350 TGF-beta signaling pathway 

12005 TPD52; tumor protein D52 
12005 TPD52; tumor protein D52   Probe sets mapping to same gene 

Figure S2.The overlap between pairs of seed clusters (ie. the S score) is plotted as a function of the correlation between the expression 

values for the same pair of seeds. The seeds were set to the ‘literature list’ (http://cancerres.aacrjournals.org/cgi/data/67/7/3441/DC1/1); 

Vice125 dataset was used (Table 1). 
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