HE gene HM gene
Locus tag number number LG* Brood® Pop® Probe” Pos*® Primer Intron GB Acc.G

Gn47 HEC0300001 - HECO03 vyes no yes 1 GACGCGTGAAGAAATTCAATTCCG yes in submission
GTACAACACGCGACTGTTGTGAG

Cytadhesion HEC0300002 - HEC03 no yes  yes 91,726 GGCCTATACCCAAACGGTTGAG no in submission
AGCGTAGTACCAATACCCAATG

Gn12 HEC0300003 - HECO03 vyes no no 109,416 GGATTGTCAGTCGCAAGTCA yes in submission
GGATTTCGCGGTGAACTAAG

Dna-J HEC0300004 HMO1006 HEC03 yes yes yes 165,009 GTGCTCGGTGTCACAAGAGA no in submission
CTTCCAAAGCCATCTTGCAT

3P HEC0300005 - HECO03 no yes no 237,736 GCCATTTCCTATCTGCATACC yes in submission
CAACCATCGCTTTTAGTC

Slu7-exon9 HEC0300006 HMO01019 HEC03 no yes no 283,611 AAGCTCTGAAAGCAGTTCCGAC no in submission
TTAACATGCCTTCTTCAGTTTG

Slu7-exon2 HEC0300006 HMO01019 HEC03 no yes no 287,640 GGAGCAAAATTCACAAGTGCAG no in submission
TCTTGGCTCTCAATTCCCT

kinesin HEC0300007 HMO01018 HEC03 no yes no 299,335 TTTATTGAACCTAGGCCACC no in submission
AGTTAAGTCTATCAGCACCTCT

GPCR HEC0300008 HMO01017 HEC03 yes yes yes 309,248 GTTACACATGCCCGGTGATAA no in submission
CGTCTCTCAGCCTCATTG

Abhydrolase  HEC0300009 - HEC03 no yes yes 322,422 GCCCATAAATCAACTGTTTCTG yes in submission
GGTTTGTGGCAAGTAATCC

VanGogh HEC0300010 HMO01038 HEC03 yes yes yes 513,028 TAGCTTGTGCCTTCCTCTGAGA no in submission
GGGATGGGCAAGAAGTTA

Gene 6 HEC0300011 - HEC03 no yes yes 517,433 AAGACTTGTACGAATGGCACCT no in submission
AAGCTCCGAAATCAGAAGA

THAP HEC0300012 - HEC0O3 vyes vyes vyes 552,580 TACCAAAGCAATGATGAACG no in submission
AGCTCAACGACACTTTACAGGA

Gene 18 HEC0300013 - HECO03 no yes no 579,264 AACGACCGAGCACCTACCATTA no in submission
GTCTTCTAAAAGTCCCATCGC

Has1 HEC0300014 - HECO3 vyes yes vyes 1,442,402 CTAGAAGCCAAATCTGTCGCAAAT no in submission
TTCAGGTCGTGCCACATGA

D23/24 - - HECO03 vyes no no 1,751,244 AGTACTAAGTCTGAGCACGTGTGA NA in submission
CCATTCTAAGCACCGATAACA

Forkhead HEC0500001 HEC05 no yes no 1 TTCGCCTAAATTAAATAAAACGGTA no in submission
TCATCATGCACATAACATCAGG

BESS HEC0500002 - HEC05 no yes no 54,672 GAACTCCGACAGCGTTCAG no in submission
ATTCTACGGAGCCCTCCAC

Trehalase (A) HEC0500003 HMO00004 HEC05 no yes no 66,809 TGTACTCTCCACCACCACCA no in submission
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A = linkage group for each marker from [33-35]; B = locus used in pedigree-based linkage mapping; C = locus used for population

sampling; D = locus used for BAC library probing; E = approximate location of locus along BAC tile path; F = forward and reverse
primers used for PCR amplificaiton and sequencing; G = Genbanck accession numbers.
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