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Alignment of mammalian RIN1 promoters 
 
P. capensis  GGATTCTGGTGCAGCTGCTGTGTGTCTTC-ATTTACCTGGCAAAGGAGTTGGGGCTGTCGTGA-G 
L. africana  GGATTCTAGTGTGGCCTGTGTGTGTCTA--ATTTACCTGG--GGGGAATTGGGGCTTCTGTGG-G 
D. novemcinctus  GGACTCTGTCCTGCCCTGTGTGTGTCTC--ATTTACCTGGCAGTGGAATCACGGCTCCCATGGAG 
M. mulatta  GGACTCTGGCATGACCCGCCTGTGTCTA--ATTTACCGTGCAAGGGAATCAGGACTCTGGTGGAA 
B. taurus  GGACTCTGGCATGACCCGCCTGTGTCTA--ATTTACCGTGCAAGGGAATCAGGACTCTGGTGGAA 
T. truncatus  GGACTCTGGCGTGACCGGCGTGTGTCTA--ATTTACCTTGCAAGGGAATCGGGGCTCTCATGGAG 
C. familiaris  GGACCCTAGCATGACCTGTGTGTGTCTG--ATTTACTTTGCGAGGGAATCAGGGCTCCCCTGGGG 
H. sapiens  GGACTCTGGCGTGCCCTGTGTGTGTGTGTGATTTACCTTGCAAGAGAATCAGGGCTCCCGTGGGG 
R. novegicus  GGACCTGGATATGACTGCTGTGTGGTTG--TTGTATCTTACAAGGGAATCAAGGCTTTTGTGGGG 
M. musculus  GGACCTTGGTGTGGCTGATGTGTGGCTG--CTGTATCTTAAAAGGGAATCAAGGCTTT-GTGGG- 
             ***   :    :: *     ****  *    * ** :       :** *   * **    **: 
 
Pc  AGTACCTGAGACAGGTGGACTTGTCTGGAGGGCCCGAGG--------CACCTCTTCCTGTCCCATGGGAGCCAGGCAC-T 
La   AGTACCTGAGACAGGCAGACTCTCTTGGTGGCCCTGGGGTATGACACCACCTCTCCCTGGCCCACGAGAGCCCGCCAC-T 
Dn  AGCGCCTGAGACCGGCAGACCCTCT--GGGGGCCTGGCGGATGGCACCTCCCCTCACCACCCAGCAGGAGCCTACCACCT 
Mmul  AGTGCTTGAGACAGGCAGTCTCTTCTGGGGGCCCTGGTA-------TCTCCTC-CAGTGAGT----GGAGCCTACCCCTT 
Bt   AGTGCTTGAGACAGGCAGTCTCTTCTGGGGGCCCTGGTA-------TCTCCTC-CAGTGAGT----GGAGCCTACCCCTT 
Tt    AATGCTTGTGACAGGCAGTCTCTTCTGGGGTCCCTGGTA-------CCTCTTCTCACTGCCTAGCGGGAGCCTACCCACT 
Cf    AGTGCCTGAGTCAGGTGGGCTCTCCTGGAGTCCCTGGTA-------CCTCCTCTCTCTACCTGGCAGGAGCCCACCTACT 
Hs    AGCACCTGAACCAGGCCGACT--TCTAGGGTGCCTGCAG-ATTGCCACTCCTCACACTACCCAGCAGAGGCTAGAGCACT 
Rn   AGCACCTAAGACAG----ACTT--CTGGGGTCCCTACAG--------TTTGAGACATTAGTTCTTAGAGAAAAGCC---T 
Mmus  AGCACCTAAGACAG----ACTTTGCTGGGGTCCCTGTAG--------TTTGTGAC--------TTAGAGAAAAGCC---T 
     *:  * * :: *:*     *:      * *  **::                  :           :        :   * 
 
Pc  GTGACCTGGGGTAAAGCCTGGGGA-CAGGGTGCTCTTCTATGCACTGTACCCC-ACAGGT--GGGGGCTGGGTCCTAG-- 
La CCGACGTAGAGTACAGC-TGGAGA-CAGAGTGCTCTTCCATACACCGCCCCCCTAGAGGT--GAGAGCTGGGCCCTAGAG 
Dn    GGGACCTGGGGTGCGGGCTGGGTA-GGGGATGCTCCTCC-----CCACTGCCCGGAAGTG--GGGGGCTGGGCCTTGGA- 
Mmul  ATGACTTGGGGTATAGGCTGGGGAAGGAGGCATTCCCCCACACATCTGCTCC--AGATGT-GGGGGGCTGGG-------- 
Bt    ATGACTTGGGGTATAGGCTGGGGAAGGAGGCATTCCCCCACACATCTGCTCC--AGATGT-GGGGGGCTGGG-------- 
Tt    CGAACTTGGAGTATAGGCTGGGGAAGGGGG-GTTCTCCCACTTGCCTGCTCCCCAGAGGTTGGGGGGCTGGGCCCTGGAC 
Cf    CTGAGTTGGGGTATGGG--------GGGGGCCCTC-CCAGCACACCTCCC----AGAGGT-GGGGG-------------- 
Hs   GTG-CGTGGGGC-CAGGCTGGGGA-GGGGGAGGTGGGCGCTGGGCTGCCT-------------GGCGCTGGG-------- 
Rn   GAGGAAGGAAGTTGGGACCAGGG--CAGG-------------------C--------------AAA-------------- 
Mmus  GGGAGAGGAAGTTGGGACCAGAG--CAGGAAGCGCCGCATGGCACAGGC--------------AAG-------------- 
        :    :  *:   *    :       :        : 
 
Pc  -----------GCTGC--------TGA-GCAACATGTGGCTGTGCCGGGCCAGCACGTGACCTCGGGTGGGGAAGAGGCT 
La  ---CTACTGGTGCTGCCGGGAGTCTGA-GCAACGTATGGCGGCACAGGCAGAGCATGTGACCTCGGGTGGGGAAGGGGGC 
Dn  --------CGCCCTGCAGAG---TGAA-GCAACACGTGGCC---CAGGCCGAGCACATGGCCTGGGGTGGGGAAAGGGA- 
Mmul  -------TGCTGGTGAGCAAAGTCTGAGGCAACTTGGGGCA---CAGGCCGAGCACGTGGCCT----------------- 
Bt  -------TGCTGGTGAGCAAAGTCTGAGGCAACTTGGGGCA---CAGGCCGAGCACGTGGCCT----------------- 
Tt   TGCCTGGTGCTGGTGAGCAACGTCTGAAGCAACATGTGGCA---CAGGCAGAGCACGTGGCCTTGGGTGGGGACGGGGAC 
Cf  -----------AGTGAGCAAAGTCTGAAGCAACATGTGGCA---CAGGCCGATCATGTGTCGGGGGTGGGG----AGGGT 
Hs  -----------------------CAGAGTCAACATATGGCA---CCGGGAGAGTGCCTCGGCGGGGAGGG---------- 
Rn   -----------------------CAGTCGAAGCACGTGGCC---TCGGGTGGGGAAGGGGCTTC---------------- 
Mmus  -----------------------CCAGAGAAGCACATGGCC---TTGTGTGGTGAAGGGACTTT---------------- 
                                  * *    ***      *:  :   :   : : 
 
Pc   GAGTGCGCTGTGTGCTTGGAGAC--CGTCATGTCTGCACCTGCCCCAGTCACTTGGCAGATTGG---------CAGGG-- 
La  -AGGGTGCTCTGTGCTTGGAGAT--GGTCATGTCTGCACCTGCCCCAGTCGCTTGGCAGATTGG---------CAGGA-- 
Dn    -GGGGTGCCCAATTTGGGGGCTG--GGTCATGCCTGCACCTGCCCGGGT-GTTTGGCAGATTGGTGCGGCAGGCAGGG-- 
Mmul --GGGTGCTCCGTGCCTAGAGACTGGATCGTGTCTGCACCTGCCCCAGTCTCTTGGCAGATTGGCAAGGCAGGCTG---- 
Bt    --GGGTGCTCCGTGCCTAGAGACTGGATCGTGTCTGCACCTGCCCCAGTCTCTTGGCAGATTGGCAAGGCAGGCTG---- 
Tt   -TGGGTACTCGGTGCTTGGAGACTGGATCATGTCTGCACCTGCCCCAGTCACTTGGCAGATTGGCAAGGCAGGCTGGCAG 
Cf   -TGTGTGCTCTGTGCTTGGAGCCTGGGTCATGTCTGCACCTGCCCCAGTCACTTGGCAGATTGGTAAGGCAGGCTGGCGG 
Hs   -TGGATGC-GTGTGCTTGGAGCCTGGGTCATGTCTGCACCTGTCCCAGTTGCCTGGCAGATTGGCAAGGCAGGCTGGCAG 
Rn   ---TGCAC---ATTTCTGGAGGTCAGGTCATGTCTGCACCTGCCCCAAACACTTGGCAAATTGGCAAGGCGGGCTAGCTA 
Mm   ---TGGAC---ATGCCTGGAGGCCAGGTCATGTCTGCACCTGCCCCAGACACTCGGCAGATTGGCAAGGCAGGCTAGCTA 
         :  *    *   : *::    : ** **:*********:**:::   :::****:*****         * 
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Pc  ------CCTGTGCGTGGGAGGCAGCCAGCAGCAGCGCCGTGTGCTGACGACCTCACAGCCAGACTCCCCC---------C 
La  ------CCTGTGCGTGGGAGGCAGCCGGCAGCAGCGCCATGTGCTGACGACCTCACAGCCAGACTCCCCC---------C 
Dn    ------CCTGTGCGTGGGAGGCAGCCGGCAGCAGCGCCGCGGGCTGACGACCTCGCAGCCAGACTCCCCC---------C 
Mmul --------TGTGCGTGGGAGGCAGCCAGCAGCAGCGCCGTGTGCCGATGACCTCACAGCCAGACTCCCCC---------C 
Bt    --------TGTGCGTGGGAGGCAGCCAGCAGCAGCGCCGTGTGCCGATGACCTCACAGCCAGACTCCCCC---------C 
Tt    --AGCCTGTGTGCGTGGGAGGCAGCTGGCAGCAGCGCCATGTTCTGACGACCTCACAGCCAGACTCCCCC---------C 
Cf    --GGCCTGGGAGTGTAGGAGGCAGCTGGCAGCAGCACCATGTGCTGACGACCTCACAACCAAACTCCCCCACCCCCATCC 
Hs   --AGCCTGCGTGCGTGGGAGGCAGCCGGCAGCACCGCCATGTGCTGACGACCTCACAGCCAGACTCCCCC---------- 
Rn   GCAGGGTCTGTGTGTGGGAGACAGCTAGCAGCAGCACCATGTGCTGTCGACCTCACAGCCACACGCCCCC--------TC 
Mm   GCAGGGCCTGTGTGTGGGAGGCAGCTAGCAGCAGCACCAAGTGCTGTCGACCTCACAGCCACACTCCCCC--------TC 
              *:* **:****:****  ******** **  *::* *  ******:**:*** **:*****         : 
 
Pc  TGTTTA-GTGCTGAGTGCTAGAACCACCCCCAGAACCTCAGTTAAGCAAAGGGGTTAGTTTCCATGGAGACAGGGCATCC 
La  TGTTTA-GCGCCGAGTGCTAGAACCACCCCCAGAACCTCAGTTAAGCAAAGGGGCTAGTTGCCATGGAGACAGAGCATCC 
Dn  TGTTAAAGCGCTGAGTGTTAGAACCACCCCCAGAACCTCAGTTAAGCAAAGAGGTTCGTTTCCTTGGAGACACGGCATCC 
Mmul  TGTTTA-GTGCTGAGTGTCAGAACCACCCCCAGAACCTCCACTAAGCAAAGGGGTTAGTTTCCATGGAGACACAGCATCC 
Bt  TGTTTA-GTGCTGAGTGTCAGAACCACCCCCAGAACCTCCACTAAGCAAAGGGGTTAGTTTCCATGGAGACACAGCATCC 
Tt  TGTTTA-GCGCTGACTGTTAGAACCGCCCCCAGAACCTCAGTTAAGCAAAGAGGTTAGTTTCCATGGAGACACAGCATCC 
Cf    CATTTA-GCGCCAAGTGTTAGAACCACCCCCAGAACCTCAGTTAAGCAAAGGGGTTAGTTTCCAAGGAGACACAGCATCC 
Hs  TGGTTA-GCACTGAGTGTCAGAACCACCCCCAGAACCTCAGTTAAGCAAATAGGTTGGTTTCCATGGAGACATGGCATAT 
Rn  TGCTTA-GCAGTGAGTGTCAGAACCACCCCCAGAACCTCAGTTAAGCAAAGAGCTTAGTTTCCATGGAGACACAGCATCC 
Mm  TGGTTA-ACAGTGAGTGTCAGAACCACCCCCAGAACCTCAGTTAAGCAAAGAGCTTAGTTTCCATGGAGACACAGCATCC 
     :: *:* :    :*:**  ******:*************   ********: *  * ***:**::*******  ****:: 
 
Pc   TTTCTCCATGGCAACCCTGCAATTCCAAAGCCCAGGTTAGACCTAGAAATGAGTCATCTGTTACCAGTAGGGGGCGCTGT 
La   TTTCTCCATGGCAACC-TGAAATTCCAAAGCCCATGTTAGATTCAGACGTGAGTCA--TGTTACCAGTAGGGGGCACTCT 
Dn  TTTCTCCATGGCAACC-TGAAATCTCAAAGTCCAGACTAGGCTAAGGGATGAGTCATCTGTAACCAGCAGGGGGCACACT 
Mmul TTTCTCCATGGCAACC-TGAAATCCCCAAAACCACGTTAAGCTCAGGCATGAGTCATCTGTGGCCAGTAGGGGGCACTCA 
Bt   TTTCTCCATGGCAACC-TGAAATCCCCAAAACCACGTTAAGCTCAGGCATGAGTCATCTGTGGCCAGTAGGGGGCACTCA 
Tt   TTTCTCCACGGCAACC-TGAAATCCCAAAACGCAAGTTAAGCTCAGGAATGCGTCATCGGTGACCTGTAGGGGGCGCTCT 
Cf   TTTCTCCATGGCAACC-TGAAAATCCAAAACCCAAGTTAGGCTCGAGAATGAGTCATCTGTGACCAGTAGGGGGTGCCCT 
Hs   TTTCTCCATGGCAACC-TAAAATCCTAAAACCCAGGTT-----CAGGAATGAGTCATCTATGGACAGTAGAGGGTGCTCT 
Rn  TTTCTCCATAGCAACC-TGAAATCACAAAACCCAAGTTAGATTCAGGAATGAGTCATCTGCAACCAGTAGGGGGTGCTCT 
Mm   TTTCTCCATAGCAACC-TGAAATCACAAAACCCAAGTTAGGTTCAGGAATGAGTCATCTGCAACCAGTAGGGGGTGCTCT 
   ********: ****** *::**:  : **  :**  :*:     ::  :**:****::::   :*:*:**:***  * : 
 
Pc  GCCACCAGGCTGACCTCCAGGCTTGGGAAAG-----------------------CTGAGCAACTGACCGGAGACTGAA-- 
La  GCCACTAGTCTGACCTCAAGGCCAGGGAAAG-----------------------ATGAGCAACTGACCACAGACTTAA-- 
Dn    CCCAGCAGGCTGACCCGGAGGCCTCGGAGAGTGGGAGAATGGGAGAATGGGAGAATGGGCCGTAGCCCAAGGACTTAA-- 
Mmul  CCCAAAAGGCTGACCTTAGGGCCAGGG-----------------------ACAGATGAGCAGTTGACCACAGACTTGA-- 
Bt    CCCAAAAGGCTGACCTTAGGGCCAGGG-----------------------ACAGATGAGCAGTTGACCACAGACTTGA-- 
Tt    CCCACAAGGCTGAGCTCAAGACCGTGG-----------------------ACAGATGAGCAGTTGACCACAGACCTAA-- 
Cf   CCCACTGGGCTGACGGGGGGCGGGGAGGGCAC------------------ACAAATGAGCAGTTGACCACAAACTTAATT 
Hs   CCCACAAGGCTGACCTGAGGCCAGGGG------------------------CAGATGAGCAACTGACCACAGAGCCAA-- 
Rn  CCCACAAGGCTGACC-----------CCGCCTTC-------AAGGCTGGAACAGATGAGCCAGTGACCACAGACTTCTT- 
Mm   CCCACAAGGCTGACCTTCCCCCCCCCCCGCCCCCCCTTTGCAAGGCTGGAGCCGATGAGCCAGTGACCACAGACTTCTT- 
    ***  :*:****::                                       :**:**   :*:**: ::*: 
 
Pc  --AGGTACCTCAAGGACA-GGCTGGAGCTCGCTAGAACTTTGACATG-CTCATTTAACCCCTTCCCACCTCCGTGTGTAG 
La    --AGGTTCCTCAAGGGCT-GTCTGGGGCCCGTAGGGACCTAGACGCG-CCT-CTTAACCCCTTCCCGCCCAAGTGTGTAG 
Dn  --AGGTGCTCCGAGGGCG-GGGCTCTGGCCTCTGGGCTTAAGGCCTGACCTGTTTAACCCCTTCCCGCCCAGGGGTGTGG 
Mmul  --AGGTGCCCCAAGGGCG-A-----GGCCCGTGGAGACCTTGGCGGGCACAGCTTAACCCCTTCCTGTCCACCTGTGCGT 
Bt    --AGGTGCCCCAAGGGCG-A-----GGCCCGTGGAGACCTTGGCGGGCACAGCTTAACCCCTTCCTGTCCACCTGTGCGT 
Tt   --AGATGCCCCAAAGGCG-A-----GGCCTGTGGGGACCTAGATAGGCCCTGCTTAACCCCTTTCTGCCCACCTGTATGA 
Cf    AAAGGTGCCCCATGGGCA-AACTTGGGCCTGTGG-GACCCAGATGGGCCCAGCTTAACCCCTTCCCGCCTGCTCGTGTGC 
Hs   --AGGTGCCCCCAGAGCATGGCTGGGGCCTGTGGGGACTGAGG------CCGCTTAACCACTTCCCGCCCACGTGTGCAA 
Rn    -AAGGTGACCCAGGGGTGCGGCTTGGGCCTGTGGGAACTT-GGTTGGCCGTGTTTAACCCCTCCCTATCCCACTGCATAG 
Mm  -AAGGTGACCCAGGGGTGTGGCTTGGGTCTATGGGAACTT-GGCTGATCCAGCCTAACCCCTCCCTCCCCCACTGCCTAG 
       **:*  : *  :::          * :    :  ::   *           :*****:** :*   *     * 
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Pc  TTTGAGGGGGCGAGAGAGGCTACAGGGAAGCTCTGTGAGGAGGCGGCACCCCTCCGAAGCTGGGGCGCTCACAGTGGCGC 
La   TTTGAGGGAGCCAGCGAGGCTTC-GGGAATCTCTGTGAGGAGGTGGCACCCCCAC--TGCTGGGGCCCTCAGAGTGGCAG 
Dn    CTTGAGGG---CAGCGAAGCTGC-AGGGAGCACAGTGTGGAGGGGGCACCCCAG---AGCAGGTGCCCTCGGTGAGGCGC 
Mmul  TTTGAGGAGTCTGGCAAGGCTGC-AGGAAGCGCCGTGTGGAGGTGGCAGCCCCAC--AGCTAGAACTCTGGGCAGGCCAC 
Bt  TTTGAGGAGTCTGGCAAGGCTGC-AGGAAGCGCCGTGTGGAGGTGGCAGCCCCAC--AGCTAGAACTCTGGGCAGGCCAC 
Tt    TTCGAGGAGGCTGGCAAGGCTTT-AGGACGCACTGTGTGGAGGTGGTAGCCCCAC--AGCTGGGGCCCTCGGAGGGCCAC 
Cf  CTCGAGGAGGCTGGCGAGGCTTC-AGGATGCGCTGTGTGGAGGTGGCAGCCCCAC--AGCCGGGGCTCGTGGAGTGGCAC 
Hs  TGTGAGTAG-CTGGTGAGGCTGC-AGGAGGCCGTGTGTGGAGGTGGCATCCCCC---AGCTGGGGCCCTCAGAGCAGGGC 
Rn  TGTGAGG---------AGGCTAC-AGGAAGTGCTGTGTGGAGGTGCTCCTCCCAC--AGCGGGGGCCCTGATA--GACTC 
Mm   TGTGAGG---------AGGCTGC-AGGAGGTGCTGTGTGGGGGTGGTCCTCCCTT--AGNNGGGGCC-TGATGATGACAC 
     ***:         *:*** :  **: :  : *** **:** *:    **     :*:  *  * ::      : : : 
 
Pc   TAGGACGGAGGAG-TCCCAGCCCCGCGTGGCTGTGCGCACA-ACAGAGGCTGCGGGCGCCGCCCCGACCAGGTGGACACC 
La   TAGCACGGAGGGGGTCCCAGCCCCCTGAGGGTGGGCCCAAA-ACGAGAGGAGGCGGCACGGCCCTGACAGAGTGGACACA 
Dn   TGGCCCGAAGG---------CCCCTTGAGGCCGTACCCAGA-ACAGAGGACGTGGGCGGGGCCCGGGCAGGGTGGACACC 
Mmul CTGCATGGAATGGATCCCTGCCCCCAGAGGCTGGGCCCAGA-GCAGAGGAAGCAGGCACTGCCCGGGCTGAGTGGACACA 
Bt  CTGCATGGAATGGATCCCTGCCCCCAGAGGCTGGGCCCAGA-GCAGAGGAAGCAGGCACTGCCCGGGCTGAGTGGACACA 
Tt  TTGCATGGAGACGATCCCTGCCCCCAGAGGCTGGGCCCAGA-ACAGAGGAAGCAGGCACTGCCCGG-CTGAGTG-ACACA 
Cf  -TGCACGGAGAGGACCCTTGCTCCCTGAGGCTGGGCCTGAACACGGAGGAAGCGGGCACTGCCCGGGCTAAGGGGACACA 
Hs  TAGCATGGAGGGGACCCCTGACCCCCAAAGCAGGGTCCAGA-ACAGAGGAGGCGGGCACTGGCCAGGCAGGGTGGACACA 
Rn  TAGTGTGGAAG---CCTCTGCCATTCAAGACTGGGCCAAGA-GCAAAAGAAGTGGACACTGGCTACATGGAGTGGACATA 
Mmus  TGGCATGGAGGGCTTCTCTGCCATTCAAGACTGT-CTAAGA-GTAGAAGAAGTGGACACTGGCTACATGGAGTGGACATA 
     *   *:*      :   :::     :: : *  :  : *  :  : *  *  * * : * *        *:*:*** 
 
Pc   GAAGAGTTAACGGGCGGGGTGTGTCAGGGCGCAC------CGCCCTCAGGAAGTGTTACTCACCGCCGGGAATGTGAGCG 
La  CAAG 
Dn   CAAGAGTTAACTGGTGCGGTGTGACAGGGCGGGCGCACCGCCCTCTCAGGAAGTGTTACTCACCGCTGGGAATGTGAAGT 
Mmul AAAGAGTTAACTGGC-GGGTGTGACCGGGCGAAC------CGCCCTCAGGAAGTGTTACTCACCACTGGGAATGTGAGTG 
Bt AAAGAGTTAACTGGC-GGGTGTGACCGGGCGAAC------CGCCCTCAGGAAGTGTTACTCACCACTGGGAATGTGAGTG 
Tt  CAAGAGT--ACTG---CGCTGTGACAGGGCGAAC------CGCCCTCAGGAAGTGTTACTCACCACTGGGAATGTGAGTG 
Cf  CAAGAGTTAACTGGCGGGGCGTGACAGGGCGAAC------CGCCCTCAGGAAGTGTTACTCACTGCTGGGAATGTGAGCG 
Hs  CAAGAGTTAACTGGC-GGGTGTGACAGG-CGGAC------CGCCCTCAGGAAGTGTTACTCAC---TGGGGATGTGCGTG 
Rn  CAAGAGTTAACTGGCGGGGTGTGACCGGGCGAAC------CGCCTTCAGGAAGTGTTACTCACCGCCAGGAATGTGCACG 
Mmus CAAGAGTTAACTGGCGGGGTGTGACAGGGCGAAC------CGC-TTCAGGAAGTGTTACTCACCGCCAGGAATGTGCACG 
   ******::**:*:   *::***:* **:** :*      *:*  ******************  :  **:*****   : 
 
Pc  --CTGTGCCTCGGGGGCTGGTTTCTCTTCCTGCGTCCCGGCGGGAGCAGC-------CGGCTGAGCGCCCAGACATGGAA 
La          
Dn  GCCTGTGCCTCGGGGGCTGGATTCTCTTCCTGAGTCCCGGGAGAAGCCG-----------CAGAGCTCCCAGCCATGGAA 
Mmul CTCT-CGCCTTGGGGGCTGGCTTCTCT----GAGTCCCGGGAGAGACTGG----------AGGAGCTCCCAGCCATGGAT 
Bt   CTCT-CGCCTTGGGGGCTGGCTTCTCT----GAGTCCCGGGAGAGACTGG----------AGGAGCTCCCAGCCATGGAT 
Tt  CTCT-TGCATTGGGGGCTGGATTCTCTTC-TGAGTCCCCGGAGATACCGA----------AGGAGCTCCCAGCCATGGAA 
Cf   CTCT-TGCCTTGGGGGCTGGATTCTCTTCCTGAGTCCTGGGAGAAACCGGGAGAAACCAAAGGAGCTCCCAGCCATGGAA 
Hs  CCTT--GCCTTGGGA-CTGGATTCTCT-------TCCTGAAGCGAA---------------GGAGCTCCCAGCCATGGAA 
Rn C-CTGTGCCTTGGGGGTTGGATTCTCTTCCTGAGTCCCAGGAGAAGCTGA----------AGGAGCTCCCAGCCATGGAA 
Mmus  C-CTGTGCCTTGGGGGTTGGATTGTCTTCCTGAGTCCCAGGAGAAGCCGA----------AGGAGCTCCCAGCCATGGAA 
       :*  **:* ***:: *** **:***    : :***  :  :   : :             ****:*****:****** 


