* 20 * 40 * 60 * 80 * 100 * 12

MM_10 : MAGQA 5
HS_10 : MKAEA 5
BT_10 : MAAAANEASTVTA : 13
0A_10 : MANEDNC : 7
HS_18 : MAFKT--LESCPSIPLP-TMSKSQLSSLSVNGSYLELTKFRHPFTHSSNAKHLPLQOLYTMTE : 60
BT_18 : MMEQGVGANTVPGVTAPGNVYMIQARNPVAPGSKGQPVG-MATYLTSR-VTESDAGRANLQTP 61
MM_18 : MSNQ----ENVSAVTVPSNVQVMOPTYAVVSGSHEQPLGKTTTYPASATMLOYNPGSANFQNP 59
MD_8B : MTSNPEINNVEQVPPSTDSSMV 22
HS_8B : MNSMT 5
BT_8B : MNPTT 5
MM_8A : MEPEQERLTRQPGTVSMNTVT 21
OA_8A : MT @ 2
MM_13 : -
BT_13 -
HS_13 : -
HS_12 : MMSSKPTSHAEVNETIPNPY----PPGSFMAPGFQQPLG 35
MM_12 : MTSSQTTYPGTRG-IPNPC----PPTRSMA 25
TG_MS4A15 : -
AC_MS4Ax1 : MASGTVVFLA 10
AC_MS4Ax2 : MA ;2
DR_17A.15 : Ms ;2
DR_17A.3  : MS 2
DR_17A.2  : MA 2
DR_17A.5  : -
DR_17A.1  : -
DR_17A.12 : MS 2
DR_17A.4  : -
DR_17A.10 : Ms ;2
DR_17A.6  : -
DR_17A.11 : MS 2
DR_17A.7  : -
DR_17A.8  : MS 2
DR_17A.9  : -
DR_17A.13 : -
DR_17A.16 : ML 2
DR_17A.17 : MS 2
DR_17A.14 : MS 2
DR_17B.1  : MSS 3
DR_17B.2  : MSS 3
DR_17C.2  : MTGVLVFLEGIVLTTSDYNYPNSSFSVISGLTYWGSEVYISAGSLSVAAQNKLHP 55
DR_17C.1  : MKQNTIEFIISSF--ISGCAWKASYNRFHK-—————— HKQTPE 34
oM_17C : MSS 3
TN_MS4Ax3  : -
TN_MS4Ax2  : s -
SA_MSdAxl -
AT_MS4Ax1 -
XT_MS4Ax2 -
BT_1 -
HS_1 -
MM_1 : MSGP--— 4
MD_1 -
MD_15 : MT 2
OA_15 : MT 2
HS_15 : MS 2
BT_15 : MS 2
MM_15 : MWERRGRGESAAGTAAVASRLRPPGSLNTMS 31
MM_5 : -
HS_5

BT_S : -
HS_14 : s -
BT_14 : -
MM_2 -
HS_2 -
BT 2 -
HS_6A -
HS_6E : -
MM_6D : s -
MM_11 : s -
MM_6B : -
MM_6C : -
HS_7 -
MM_7 -
BT_7 -
HS_3 -
MM_3 : -
MM_4B : s -
MM_4C : -
MM_9

MM_4D :

HS_4E : MGAVGE

HS_d4A

MM_4x :

AC_MS4Ax3 : MSSGPMES
BT_TM176B : MA
HS_TM176B  : MT
MM_TM176B : MV
OA_TM176B : MTDQVSGIP
TN_TML1.3B

HS_TM176A

BT_TM176A

MM_TM176A : MS
DR_TMLx : MNAIKQKQSHVIFTVDRLRRAIQTCHKSKETGDSAVVTCGKE ITPVYNMP
DR_TML1.2 : MS

DR_TML1.3A : MSVIVSHGEGTMIITVSSNPKSKWPMLCQILGSLCYGPVCFVPEDMRETLSSTQRVFGIVQIIFAILNLMLGCFGLIFSFKSCDLFYSSNTFGGQCNDVRVLFILQLIVAISFCAMTAK
TN_TML1.3A :

DR_TML1.3B : MS
BT_12
TN_MS4Ax1
XT_MS4Ax1
TN_MS4Ax4 -
SP_out : MAEPPVYTPPEQQKTAYPPPGVYPQGOPARYPQGOPGAYPQGOPVAYPQGOPVAYPQGOP : 60




MM_10
HS_10
BT_10
0A_10
HS_18
BT_18
MM_18
MD_8B
HS_8B
BT_8B
MM_8A
OA_8A
MM_13
BT_13
HS_13
HS_12
MM_12
TG_MS4A15
AC_MS4Ax1
AC_MS4Ax2
DR_17A.15
DR_17A.3
DR_17A.2
DR_17A.5
DR_17A.1
DR_17A.12
DR_17A.4
DR_17A.10
DR_17A.6
DR_17A.11
DR_17A.7
DR_17A.8
DR_17A.9
DR_17A.13
DR_17A.16
DR_17A.17
DR_17A.14
DR_17B.1
DR_17B.
DR_17C.
DR_17C.
oM_17C
TN_MS4Ax3
TN_MS4Ax2
SA_MS4Ax1
AT_MS4Ax1
XT_MS4Ax2
BT_1

HS_1

MM_1

MD_1

MD_15
0A_15
HS_15
BT_15
MM_15

MM_5

HS_5

BT_S

HS_14
BT_14

MM_2

HS_2

BT 2

HS_6A
HS_6E
MM_6D
MM_11
MM_6B
MM_6C

HS_7

MM_7

BT_7

HS_3

MM_3

MM_4B
MM_4C

MM_9

MM_4D
HS_4E
HS_d4A
MM_4x
AC_MS4Ax3
BT_TM176B
HS_TM176B
MM_TM176B
OA_TM176B
TN_TML1.3B
HS_TM176A
BT_TM176A
MM_TM176A
DR_TMLx
DR_TML1.2
DR_TML1.32
TN_TML1.32
DR_TML1.3B
BT_12
TN_MS4Ax1
XT_MS4Ax1
TN_MS4Ax4
SP_out

[EENEN

0 * 140 * 160 * 180 * 200 *

PTAVPGSVTG---EVSRWONLGPA. QPAQKVAQPQONLVPDGHL
TVIPSRCAR----GLPSWQVLSPV: QPWQTSAPONTTQPKLLAPHQHD
RSEAEGHPSEKALSPTPPGLTDLP QKVTQPDLPPPNWHQ
RDADSPAPIIDGTFRDQGEYLTPS QPVWKAPCGSQQVIALGIQPGEN
QVIGANSVP----GIIAPDNVHVIQPS—————————— NPVASGNHLQPSEVTTYPISPKVIHCDTG

—~VNATQGPPTALQHP—

TAVAS--LQTPPGEIQYSLGTTDLQTQPG——

-TTGLQAGPTGLQYS— —-AGMAG--VQAPPGVIQYSPEVTSVQIPPG- - DPONPLNTVPGPTQTSSLPQWNMSFMTFPEFNPKKFINEEVRTH 154
—-QPIPLYSNTQSIPPYP— -NIQPIPPYPNNQPQVHLYPACHSQV VLTNGNGNS ASKVRND-GQVFfg 93
—-IMSHVPLYPNSQPQVHLVPG-NPPS LVSNVNGQP VOKALKE-GKT# 73
—-GVSQVPIYP-NQSQVHVIHG-NPP 'VSQQP TERTLKE-GKAHe 68
-YVNAPPNSYPGVPG; -TVPQMPIYPSNQPQVHVISG-HLPG LVPAMTEPP AQRVLKK-GQV# 89
-VLTPPGNGVT---- -ITIQMGSNVAQGNQQVPLYSGNQFQG VVQLVNSNL TTGVLKEYGQVF] 67
ME RNPKVSSANITVS 17
SINLENQAQ----GAQRAQPYGITSPG-—————————— IFASSQPGQGNIQMINPSVGT AVMNFKEEAKAR 92
PHPPQPLNF----LNVRNQVQTGQVSF-———————— ITSPGIFPNTQLGRENVPTVNPALGA ATISNVKDAATIANE 87
MOGMGSLRLGSRAVMYT AETLPKGKNRVI 30
PNGVNQDSQGVPGVTMTQPPGMIQYVQYE— —--GPQFGSPSRPLQQNLRVSP MVKFLNVAKT#e 70
SGIVVHIPFDGDNAYQAGQGFPGTGTG: -VQOLGQQFGSPGNPPEQNPPLG PLEKLAKVELKT|#e 65
TVGAMNPST----IVIQLQPLTQTA-— —-TVTSSSVPVRIQHVAGVSP LORTHLFLRGQPKAS 58
——-TVTSSSVPVHIQHVAGVSP LQGIQLFLRGQPKA|Ne 58
—--TGTSSSVPVRIQHVAGVSP RQGIQAFLKGQOPKAN 58
——-TVTSSSVPVRIQRVAGVSP RQGNQAFLKGQPKA e 52
—--TGTSSSVPVRIQHVAGVSP LQGIQAFLKGQOPKAN 52
——-TVTSSSVPVRIQHVAGVSP LQGIQAFLKGQPKA|Ne 58
—-TVTSSSVPVRIQRVAGVSP LQGIQAFLRGQOPKAIN 52
—-TGTSSSVPVQIQHVAGVSP LQGNQAFLKGQPKAS 58
-VTGTSSSVPVHIQHAAGVSP LQGIQAFLKGQOPKANR 55
TVGAMNPST----IVIQLOPPTQTAPT- ~VTGTSSSVPVYIQHVAGVSP LQGIQAFLKGQOPKAN 61
MTSSSVPVHMQHAAGVSP HQGIQLFLQGQPKViHE 34
TVGAMNPST----YVIQAQPPTPTAPV-—————————~ VTATSSSVPVFIQHAAGVSP HOGIQAFLKGQPKAM 61
- MNPSS—----YVIQLQQPTQMAPV: -VTATSSSVPVRIQHAAGVSP LLGIQAFLKGQPKA|Ne 55
—-IVIQLQPQTQTA-T -VTGTSFSEPVYMQHEAGVS IQAFLKGQPKANE 50
-VVIKLQPPTQTAPI -VTGTSSPVPVYIQHEAGVLT LEGIQAFLKGHTKT)® 61
—-IVIQIQPPTQTAPT -VTGTSSPAPVYIRRVARVLP QGIKAFVKGQPKANE 61
-YAIQLPPRTPTAPP- -VTGTSSSVPVHMQHVARVLS PHGVQAFLKGHPKAS 61
———AGHANVPVSLQQLAGAPS LTELKAFLKSQPKA|Ne 58
——--AGHANVPVSLQQLAGAPS LTELKAFLKSQPKAIS 58
—-KIISTEKATVVIQVNPQLTQONTFVSDDGQE RGSYHYMALKEFFKAQPKAINe 129
-KIISTEKATVVIQINPQVTQ--LSSDDGQE AN--——- TPLQGFFKSQPKAM 102
fffffffffffff LGMGAPSPPTCMGRVGPVVS SVMERFREGHPKA#e 59
MAAEDKRLPEAADRETGLSP FSKMEPKT|# 30
LVAITFQKNADRKK: KYLEAEPKAM 36
~YKADPSTPATTFATAPHNAY: AQKFLEGEPKAR 49
—-IPAGNAYLPEQNAQMGQTPG: FLOKFLKGEPKAS 49
-MVPMQADSSSFVIIS —-RVGPQDNSADITGLSSRGPKD: LPVPIQKFLKGQPTViHe 53
—-MTTPRNSMVGA--— —~FPAEPLKGPTIAMHAAQKV VPRRVPVVVGPT-QSFFMREAKAIN 53
-MTTPRNSVNGT- -FPAEPMKGPIAMQSGPKP LFRRMSSLVGPT-QSFFMRESKT|Hel 53
—-GPLAMQPAPKV- ——-—--NLKRTSSLVGPT QSFFMRESKAS 46
-MTTPRNSISGT- —~FLDDSIKGTNIIQPGQKV: ILRRGSQVQSPTLQGFFRRESKANE 54
—-VVIPPNNASGIRPG -PAMLPRTLCQSPGTLQFEETPLGAQPSG: SVPHQRLPP AETFLNGEPKANe 75
—~VVIPPNNSSGIQPV— -PAGLPRTLCHPPGIMQFEDQPLGMQPPR: PPRSASLRP LETFLNGEPKA 75
-VVIPPNNASGLCPP- -PAILPTSMCQPPGIMQFEEPPRGAQTPR: ATQPPDLRP VETFLTGEPKV|#e 75
-VVIPPSNASGLRSP— -PAILPTSLCQPPGIMQYEEPPLGAQTPR: VTQPPDLRP ETFLTGEPKAS 75
APPASNGVF----VVIPPSNASGLRPP-—————————— PAILPTSMCQPPGIMQFEESQLGAQAPR: ATQPPDLRP METFLTGEPKANe 104
MDSKNVHSPL FLVFPPEVITQEYQTTE LTATAYNPONRVQKITIRKLEI|® 51
MDSSTAHSPV FLVFPPEITASEYESTE LSATTFSTQSPLOKLFARKMKI|#e 51
MDSRAAHSPV FLVFPPDITMPEFQSGD ITGTTYDSSMPFPKLLATRMKI S 51
MESTSQDRRA THVITIKPNETVLT AFPYRPHSSLLDFLKGEPRVS 46
ME EVKRS THVISVQPNETVLT ALPYGPHSSLLEFLKGEPKVS 46
MDTENRSRAD LALPNPQE PDIELLEASP AKAAPPKQTWRTFLKKELEF S 54
MDTESNRRAN LALP--QEPSSVPAFEVLEISPQEVSSGR LLKSASSPPLHTWLTVLKKEQEF |#ef 62
MEAESRSRTE LALPTPQEPASASEIELAEISLQES--VL LERPVPTAPRQTWLTVLKRELEF S 62
—-SQPVPNETIIVLPS— —-NVINFSQAEKPEPTNQGQDS LKKHLHAETKVle 49
—SQPISNETIIMLPS —-NVINFSQAEKPEPTNQGQDS LKKRLQAKVKVjile| 49
—-PQVVTSETVIVISP -NGISFPQTDKPQPSHQSQDS LKKHLKAETKVUA 49
—-PQVVTSETVIVISP -NGISFPQTDKPQPSHQSQDS LKKHLKAETKVUA 49
—-NGMSLPQTDKPQPFHQWQDS LKKHLKAETKVUA 49
-NGINFPQKDESQPTQQRQDS LKKHLKAEIKVE 49
-LQSQTMGVSHSFTP— -KGITIPQREKPGHMYQNEDY: LONGLPTETTV S 49
-LOLGTKNIGWDCFP— —~KDITIHKREKTGHTYEKEDD: LLIGVPSEATVHE 49
—~LKLMTNRALDAFTP— —-KGVIISKREKPGHVYQKDD LPKGLPKEATVS 50
SHEV----DNAELGSASAHGT----—-—--—-——— PGSETGPEELNTSVYHPING: SPDYQKAKLQV|ie 52
MKPEETGGSVYQPLDE SRHVQRGVLQAIN 29
MOGQEQTTMAVV PGVAVPSKNSVMTSQMWNEK: KEKFLKGEPKVS 45
MOGQEQTTMAVV PGGAPPSENSVMKSQMWNEN: KEKFLKGEPKVS 45
MOGQEQTTMAVV PGGAPPSENSDMKSQMWNEN: KEKFLKGEPKVS 45
MOGLAQTTMAVV- PGGAPPSENSVIKSQMWNKN: KEKFLKGEPKVHel 45
WCLREDRNY----AKLTFSAAMTTMQG-—————————~] MEQTTPGAGPDVPQLGNIDVIHSYLCKGL QEKFFKRKPKVS 71
MDVPQLGN- MAVIHSHLWKGL QEKFLKGEPKVHe 33
ffffffff M----LVIQGTEQSALEAG---- —YGAQONGQPLYVNSHSWKRM: TEKFLKGEPKI S 48
ANGNIVIIAPNGAKTIQAGEQIPSTLMDYIR- —SGGQONGSLSSQPQQKHCVG: AFEKIIKLEAKTHE 73
ONTLTVNGV----DVGSVLSQPTHIDI- —~HIHQESALAQLLKAGSSLVER-LSHR: PAKARIGYGQLANE 64
ONTVIVNGV----AMASRPSQPTHVNV- —-HIHQESALTQLLKAGGSLKKF-LFHPGDT VPSTARIGYEQLAS 68
QSTVIVNGV----KVASTHPQSAHISI- —~HIHQKSALEQLLGAVGSLKKF-LSWP QARIHYGQLSHe 62
TSTVEEDGM----EVASGDAGPAQLNI- —-HIHQESALAQLVKSGCSLFQRGFKSTRQA SASRARIGRAQLAN 76
fffffffffff HIHQESALAKLLLTCCSALR: PRA T-QARGSSRLLVASW
-HFHHESGLAKLLLGGCSLLQPLLLPRPRA TSRALGRHRLLATSW
-HIHQESALAKLLLAGCSLLR----IPASA STQSQGSSRVLVASW
—TIVMVNSNPKSKWP— -VLCQILGYLCYSP-VCSVSRI MIGELANIHIGHE
—~TVITVTSNPKSKWP— -ILCQILGTLCYTP-VYSVSQA VKEKLKSVYTAR
—-KLVEDTKSETQRVG— —-ICTQSYSYFKSCNMTFAGTQD LKDKLTGTHKA
—-TVLTLTADPNSACP- —-PLCQILNGLCCSPRCCTASQQ LKENQGTSQSL#e
LSVCODDGT----IVITISTNPKSKWP- -ILCQILGTLCYSP-VCSESQN SKTKMMNNYTAS
MTRRFPLRTEARA|NE
MVV] : 5
M. SEEVPADGPRSHRLFPWFDP ESAAVVTIL) : 33

VAYPQGQPV----AYPQGQPVVYAQGQ—————————— PGVVYPPGQQVVITQGAATHVYQTGSSSGS NSTSEHYNQKAGFAT/ : 130



MM_10
HS_10
BT_10
0A_10
HS_18
BT_18
MM_18
MD_8B
HS_8B
BT_8B
MM_8A
OA_8A
MM_13
BT_13
HS_13
HS_12
MM_12
TG_MS4A15
AC_MS4Ax1
AC_MS4Ax2
DR_17A.15
DR_17A.3
DR_17A.2
DR_17A.5
DR_17A.1
DR_17A.12
DR_17A.4
DR_17A.10
DR_17A.6
DR_17A.11
DR_17A.7
DR_17A.8
DR_17A.9
DR_17A.13
DR_17A.16
DR_17A.
DR_17A.
DR_17B.1
DR_17B.
DR_17C.
DR_17C.
oM_17C
TN_MS4Ax3
TN_MS4Ax2
SA_MS4Ax1
AT_MS4Ax1
XT_MS4Ax2
BT_1

HS_1

MM_1

MD_1

MD_15
0A_15
HS_15
BT_15
MM_15

MM_5

HS_5

BT_S

HS_14
BT_14

MM_2

HS_2

BT 2

HS_6A
HS_6E
MM_6D
MM_11
MM_6B
MM_6C

HS_7

MM_7

BT_7

HS_3

MM_3

MM_4B
MM_dC

MM_9

MM_4D
HS_4E
HS_4A
MM_4x
AC_MS4Ax3
BT_TM176B
HS_TM176B
MM_TM176B
OA_TM176B
TN_TML1.3B
HS_TM176A
BT_TM176A
MM_TM176A
DR_TMLx
DR_TML1.2
DR_TML1.32
TN_TML1.32
DR_TML1.3B
BT_12
TN_MS4Ax1
XT_MS4Ax1
TN_MS4Ax4
SP_out

[EENEN

ITHIFSAINPV-
ITHIFTAINPS

[HIGF

INIFL]
TOIAR
FHIAL
FHIAL
FHITL)
FHFGL|
TYISF|
TYISF|
THLGF]
THLGF]
THLGF]
MNF SF|
MTF SF|

I IVGF
IIAGT|
ICLCF|
IICLCF|
IYLYF

LS

(YHVLMWYFLLLLYMGQI-
[FCIFMWYLLLILYMGQI-
[FHVFMWYFLLVLYMGQI-

*
~CWYPLWGTVS

LYYYPF--—--VTW-

—--LYRQYS----YSA-
-LYNTQF----FVVPLLG-

VSGYLIWGGLS

TSVIGGHISISFWG----GYPYWGGIS

TVLVGEYLSISFYG—
TVLMGNYTAVSFYG—

TNLFSHYTPVYLYG-

TEVTIVRYLSLAFYG-

KGVFGTYEPVTYKM—
KGVFGTYEPITYKT—
——-KGAFGTYEPVTYKT-
-LISFSFREVLGFASTAV-

-LLSTSYNMTWAFSSVAF—

TLTNVYTSVEVIG-

—-FPCIISIAVVG-

ENKIN.

ENKIN.

ENKIN.

ENKIN.

ENKIN.

-FTLLKPYPRF--PFIFL

FTLEDPYPRF--PFIFI
———-LNYIGFSQRLPLVVL-
—-LNYFNFAQRFPLVFL—-
—-SVLYVSDFDEEVLLLYK-
—-SVLDISHIEGDIFSSFK—

LSL|
LSL|
LSL|
(TVLAL|
ILISSL
ILASF|

VHSSLAGST
~SVPSNLHFT-SVFSILL--ESGYPEVGALFFAT

L

—SGPSNLHFT-SVVSILL- ESGYPFVGALVH I

~SVPSNLHFT-SVFSVLL--KSGYPFIGALF |38
~SVPPVPYFN-SVFSVLL--KSGYPF IGALF 3t

~-FAPYPSHFN-PAISTTL--MSGYPFLGALCEGT
-SA---SYFN-PEVSTTL--ISGYLFIGSLCHAT

~SVPNSSQLS-PAISSIL--MTGYPFFGALCHAT
~SLQYPYHFQKHFFFFTF--YTGYPIWGAVFECS
CLQHVSHHFRHFFFFTF YTGYPLWGAVF3MS
ELPTSV--MLMVPIWGSIM

--EPLISV--VLMAPIWGPIM|

--EPLIYA--VLMAPSWGPIML

—-ERFMSV--LLLAPEWGS IMigRiF

~EEHPIFV--YVAYTIWGSVMEaRIT

IGFFY

IRD-——-

IGFLYIFS—
(ILNIAM|
ILCIVLEVL-——————————— IDRLWYWN--NLTGCD—-————. AVEWFGGTAMVE
ITVEFFGFG SELIGGV]
ILNILLSVILCAGG--——————— RYPWPIRESYFP-—————————— FWIGGMy@IL T|
ILSLGTENQ FLR FWLGSV]
FHYTLEFLCA-—————— VLFLGEEDVKVTGSVPVLLT---LGYIIWSSPF AT
MGRPLLTEDVMYFG---SYIPEWQGFL)| (e
IL CAGISIV - —AFRRESTLGRTR- —-APLWAGLIMTI
LF]| ILSALLINTEGPVP KLFV LBLLLGILIf
IVH] A!LSVI YGIWSAFIGQYIPTG

KQSTKPFDLSS
KISTKPFALSS
KKSNKPFAINS

*

IAKDLFLEGPFP-—-—— 150
ISKDLFLESPFE-——— 153
IAKDLFLETPFE-——— 157
F IKDLFLENVFP---— 161
IITDLSLYY-— - 237
ILLVDLIRNP-— - 243
IIVOLSIYPSEI-——— 248
ILITDFSINWGRY-——— 187
FITDLSIPHP-Y-——— 166
FIVELIINST-Y-—-—— 161
FITDISISSG-Y-——— 182
ILIAELCLNHP- - 158
ITIVELSHFRS -
ITIVELSTFKS -
ITITELSHFNS— 93
ILLVDMCINGVAG— 190
FLCDLNINGYYY-——— 185
122
164
147

[LSLSLAFGPTR-—
LSVQLALGSIH-—
ILSVDLALGPFSP—
[LSQAMAFARIVT-———
[LSQGLAFDRINS---—
LSLGLAFGRIIS-—--—
LSLGLTIGP-YT-
ILSVDLGNGPLYL—
ISMDMLTGQFYG—
-AIAAGIAITIFLSLDLVNGPNCR-—-——
ILVMDLSVNSMYS—--—
ILAMDLTVNSMYS—---—

SIELFAGDNYH----
ILGIDFGLLISPS—-———
[YSUDA--TGVFY-—-——

SKHLPYRQDSY—
'A-CGATLFNIISSMAKYEIMPSYC-—-——
-SFLAVYGAITYFIDIMLTPSCE-———
-AVASGIELIMCIIDLVISRYAYR-——
-CVCAATIAVINMYIVIILDIRYYRAHQA
-LFAATSGITIFLIMDIFNMTISH---—
SIMDILNIKISH--——
STMDILNMTLSH-
ILIMDIFNLTVSH—-
ILLMDFGVTNWD
ILLMDFGVTNWD
ILLMDF GVTNRD
ILLMDFGVTNWD
ILLMDFGVTNWD—-—--—
ILIFGFLLDGEFICG-—
-ALGATAGITMLTFGFILDONYICG-—
-AVAAAAGITMLITIGFLIDRDFLCG-—
-SLVAITGITFTILSYRHQDKYC————
- SVVAVAGITMTIISYRYQHKYC————
-SIAAGTGIAULILNLTNNFAYM-———
-SIAGGTGITMLIINLKKSLAYI-———
-GVAAGTGVGMLISNLKQSATYI-———
-ALSALVGFIMLSVKQATLNPAS————
--LOCKLDEKDIPTRLLL---—
-VLSALTGIAMLSVSLAALEPAL—
R-VLSALTGIAMLSVRLAALEPAL-
-VSFAFMGIIMISVSLAGLHPAS————
-VSFAFVGITMISVSLAGLHPAS————
-SVTAGAGLFMLADSMVALRTAS————
-SVVAVIGLFMFTYCLIALGSAF————
- SVAAGVGLIMLAGSLVALRTAS————
-ATIALVGTAFLSLNIAVNIQSL---—
-TTIAFVGTVFLSVHLAFNTQAF -
-SVLAATASINIGVMSVAVGSQFP————
-SVLAATASINIGVMSVAVGSQFP————
-SALAATASINIGVMSVAVGSQVP————
-SVLAVAASIMGVISVISGVFRQ-———
-SVLAISGILMNATISLTFYSFRY-———
-SVLAASGILMNTF SLAFYSFHH-———
- SVFAFSGIVSSLSPGIYSFHV—
-AIMASLGIIWYIFDIAQIVRLP—

—-TIASFAGTA]
—-VMAAFAGTA)
—~AMAAFAGTA)
—-AMAAFAGTA)
~ALGAAAGIT]

ICVNSFIWQTEP
IGVNSLIRQTSVPYYVE
ICINSFVWQPDG—————
IYINSVADTWLE
IWNEDFRYGYS—
GAGRFYEYHF I
IGSRELNFYWYF
IYAKDLSYGHDQ
ICSIDLVRGNYL
'Y SLDLAMGNNF
[YSOSLADLYIR
-ALLAMMGLAF SASDMAS———

-GALAITTVV}
-AAMATISAVV)




360 * 380 * 400 * 420 * 440 * 460 *

MM_10 : {PIWRPYP

HS_10 :

BT_10

0A_10

HS_18

BT_18

MM_18

MD_8B

HS_8B

BT_8B

MM_8A

OA_8A

MM_13

BT_13

HS_13 :

HS_12 : QDY

MM_12 : QDY

TG_MS4A15 :

AC_MS4Ax1 ~YSYDHDHYY
AC_MS4Ax2

DR_17A.15

DR_17A.3

DR_17A.2

DR_17A.5  :

DR_17A.1 & —————- SC-RDS

DR_17A.12 : ———-—- sc

DR_17A.4  : FCGHPD

DR_17A.10 : ———-—- SYCTDT

DR_17A.6  : —————- YYCRDS

DR_17A.11 : RYCGDSY

DR_17A.7  : RCRDAH

DR_17A.8  : HCIDFR

DR_17A.9  : QCTDFH

DR_17A.13 :

DR_17A.16

DR_17A.17

DR_17A.14

DR_17B.1

DR_17B.2

DR_17C.2

DR_17C.1

oM_17C :

TN_MS4Ax3 : ---HCEHCRRLEQHAVQHCFRKCT
TN_MS4Ax2  : TYSSYEN
SA_MS4Axl : - ~TAS

AT_MS4Axl : - -SDCSYSN
XT_MS4Ax2 : MCVCYELNSTCK

BT_1 : FFK MENLNLIKTQVPYININNCERA-————-——~
HS_1 : FLK MESLNFIRAHTPYINIYNCEPA- -
MM_1 : FLK MRRLELIQTSKPYVDIYDCEPS— -
MD_1 : FLK LKSLNLGQTATPYVNIYNCEQN- -
MD_15 :

OA_15

HS_15

BT_15

MM_15

MM_5

HS_5

BT_S :

HS_14 : - ~QMPSFEEICVFSRTLF IVLFFLPSDVTQNSEQPAPEENDQLQFVLQEEFSSDDSTTNAQSVIFGGYAFFKLTLSRSPLVS
BT_14 P HGPSLEGICVIGRVLYNGILSVLLIISIAELSIAVTIASFRSNCWINSNEIVFFLPSDVTQESELSVPDENAVIQFELQEESTSADSTTNIKPVFFGGYSFFKLRVTKNQFTF
MM_2 : N

HS_2 : HIH

BT 2 P e

HS_6A P LQCELDKNNIPTRSYV
HS_6E :

MM_6D : - ~QQCKLAFTQLDT-TQD
MM_11 :

MM_6B P EQCLQSKELRPT-EYH
MM_6C ;- ~EQCKQSKELSLI-EHD
HS_7 : - ~QHCGSEMDYLSSLPYS
MM_7 ;- ~PHCNSEKKFLSLLSYL
BT_7 : - ~QQCDSGRDYLSSMPYS
HS_3 : RSCHSSSE

MM_3 : KGCOSSP

MM_4B : FRYNY

MM_4C : FRYNY

MM_9 P IRDNY

MM_4D : FRSQP

HS_4E : HYCNHDQL

HS_d4A : PYCNYYGN

MM_4x P YYCTYRGS
AC_MS4Ax3 : KQLISSS
BT_TM176B : -FYDISSVCDSLVPVIPTSW
HS_TM176B : -FLYIDTVCDRSDPVEPTT
MM_TM176B : IFSTCNPLQSSMD-P
OA_TM176B : -FYYMDSVCESPSPTSWTPR
TN_TML1.3B : IMCDHD

HS_TM176A : ---YYNSACR-ISSSSDWN
BT_TM176A : ---FYKGICN-VSPS--WRP
MM_TM176A ~LGDDVCQ-RDSSYGWST
DR_TMLx

DR_TML1.2

DR_TML1.32 :

TN_TML1.32 : {ICERDY
DR_TML1.3B :

BT_12 : EDYVWS

TN_MS4Ax1 : RHLSFS

XT_MS4Ax1 DIFSSPP

TN_MS4Ax4

SP_out



MM_10
HS_10
BT_10
0A_10
HS_18
BT_18
MM_18
MD_8B
HS_8B
BT_8B
MM_8A
OA_8A
MM_13
BT_13
HS_13
HS_12
MM_12
TG_MS4A15
AC_MS4Ax1
AC_MS4Ax2
DR_17A.15
DR_17A.3
DR_17A.2
DR_17A.5
DR_17A.1
DR_17A.12
DR_17A.4
DR_17A.10
DR_17A.6
DR_17A.11
DR_17A.7
DR_17A.8
DR_17A.9
DR_17A.13
DR_17A.16
DR_17A.17
DR_17A.14
DR_17B.1
DR_17B.2
DR_17C.2
DR_17C.1
oM_17C
TN_MS4Ax3
TN_MS4Ax2
SA_MS4Ax1
AT_MS4Ax1
XT_MS4Ax2
BT_1

HS_1

MM_1

MD_1
MD_15
0A_15
HS_15
BT_15
MM_15
MM_5

HS_5

BT_S
HS_14
BT_14
MM_2

HS_2

BT 2
HS_6A
HS_6E
MM_6D
MM_11
MM_6B
MM_6C
HS_7

MM_7

BT_7

HS_3

MM_3
MM_4B
MM_4C
MM_9
MM_4D
HS_4E
HS_d4A
MM_4x
AC_MS4Ax3
BT_TM176B
HS_TM176B
MM_TM176B
OA_TM176B
TN_TML1.3B
HS_TM176A
BT_TM176A
MM_TM176A
DR_TMLx
DR_TML1.2
DR_TML1.32
TN_TML1.32
DR_TML1.3B
BT_12
TN_MS4Ax1
XT_MS4Ax1
TN_MS4Ax4
SP_out

480 500 520 540 * 560 * 580 *
EPTTYIQREELT@FCETF@EIF@SGSTAT
NSTVHIQRLELAWICETVMELF@PVPTAV
NDTVHIQRLVLAMICVTCYEVFIPGLMAT
FYILHIQOLEIVUVESAMEF LPATAMVI

VITYSKAVSGGMMPEALMEF I@TCVVSH
VIDVKTVSGGIMPEVLMEFCHTCVVSH

LMSSMKAAAGSIMSPFALMEF IMTCIASH

TSYYYY YYYSGVASAMGISAVMELESGEELVIYSTFSSH
DYYPY AWGVNPGMAISGVINRVECIMEF GMACASSH
LYDPP SHTWGRVPGMAVSGLIMIFCTMEVFMAS T SAH
SYYPY QENLGVRTGVAISSVIMIECLWEL VSSH
RYFTE QGHLNHRSGAVLSTGMULE SLWEF SACVASH

vSY RNYGQAKLGREVSRVMMCSYPEEFAMALLYST

vSY RNYGQAKLGRQISRVIMSEYPIE LTYST

VSY RNYGQAKLGREVSRIMMFEYGEEF SALTHST
TAVLSGKGISATIMUIE SIMEFF\UACATAH

IMVLSGRGIAGUWATE SLMEF SHAGAMAY
SSENYYSYMULLARPEV-———————
ECYLGRTILTGSSAVMLESF@EFGHTISTAH
DMIMIQYVTTRIYFLIMVENLWEF CHTVSAAH

YSYN HWNIFLRISG EFFMSISLSV
YCND YWSLFLGVIG! EVEMSISLSA
YCYN YTTLLSGING! FAIMEFFMSICLSY

¥s YTSLLSGISC EFCMSICLFA

YCYN YRSLFSGISC EFS@SICLSA

SLP YSCLFSGIRG! FAVMELLMSIFLSA

YYFS ERTLLSGISG! FAIMEF-MSISLSV
ey HLTLLSGISG FAIMEFCMSISLSV
YCYD NWSLLSGISG] FAIMELCMSICLSV
YCYN YKTLFLGIRG! FAIMEFFMSLSLSA

YN DVTIFIGISG! FAIMEFCMSISLSV

YN DVTIVLGIKAVFMLESIMEFCMSIYLSA

YE DTTIVLGINGIFMLESIMEFCMSISLSA

YCED YFNLLSGEF—--[RSLESIMELFMSTWLSA
YCGEIE R--MYMTLFSGISG OFFMSVYLCG
YCAEME L--KYTTLETGINV OFFMSISLSA
SSTDNI ERQYRKALFAGISV ELVMSICLSG
YDYQ FRYLYRTLSMGISG ECIMSIFLSA
YDY, YRYFYLTLSMGISG ECIMSIFLSA
CGN. LMKNKLGILGNWVESIWOF IMSICISG

NVG ICEFRQGIFGIMAIESTMOF IMSICISG

LCYQ YWAQHQGISGIMMLESLMEMMYTISVSA
LIEQKCKQHCFRKCTGL-——————— TEQKCKLLIDGILGTIYTFLVMELLMCITAML
FTLHYET TCRNIQNNQSHLFVEGUVIQVTLIAMAVTLAA
THCD TIVVSA
YNYYCVQP——————————— === AIATSA
SLSTSI

NPDENNSQSVE TAGTVE
NPSEKNSPSTQ IAGIVE
NSSEKNSPSTQ TAGIVE
EPSKQSSPFHQ ONF@VACITE
EFFMAVIATY

EFFMAVVASH

[EFFTAVIAMH

EFFEAVIATH

EFFMAVIATH

M ELFMSLESSV

NS ELFMSLPFSI

Vs [EFLESLSFSV
QPG-——————— NKGREFVPDEQKQSILPSPKFSEEEIEP--LPPTLEKKPSENMS IQLDSTFKQMKDEDLQSAIVQ-—————————— PSQMOTKLLODQAASMOVEPSHSALKLEDISP
QHAGRRGSNSFNTSSLEMEDERQKYVPQTLSLYGEEVEVKHSPPILEQKSSE-——IMMNT-~EPLKDEDLQAAITQ-———————-—— SPEEKPPLLQDQASKIOLEPSYSVKSVHDLPP
NCKNVTE DDGCFVASFTTEEVLI FCSAVLFTI
SCOKFFETK-———————————— CFMASFSTELVVI GLGSAVSLTI
SCEEVEV] DYCSLACFSTEVVAMMMELTIMGFGSAVSLIA
SYFYHDSLYTT EF C@AVLTAV
SYDYH-SPYTM EFCWAVLTAV
AYHFFSPEPLN- ELGWAVLTAT
DT-TQD-——-

ELGEAVLTAM

ELGWALLSAM

ELLPAAYSSV

EVFMAGYSSI

ELLAAAYASV

SPD LCNYMGSISNGMVSLIBATIL TLMELCHTISTIA

SPD VCISLGSSSDGLVSLUMILTLMELSYTISISA
TITKGLDVLUMIFNMAEF CAVSVSA

TITKGLDILUIILNMAEF CHAVSISA

TITKGTDILUAYMINMMEICNAEPSLL

AIAS-EDVLUTILNMEEFCHATSVSA

ss NCYMTMSILMGTDGMURLLSVIMEF CHAVSLSA

SN EFCMAVSLSA

SE EFCHMGVSLSA
EFCMTVIVTH

Y--QRRSSY, RRYMOMLMDLFLGIRALIAICAMOVTIYSLASLG
YRWMRRSQENQWQKEECRAYMOMLRKLF TAIRALFAVCMKVIYSLVSLG
YGTVRYSDDSDWKTERCREYLNMMMNLFLAFCI EIVYSVASLG
YSWQRQSG-SNWRQENCRKNMVLLVKLF GAVRG] VFAWMLLAGSLASLG
YSTETP 1OKLFAQKCWEKTQSTEGMLKCHYSLLII
TPAPTQ SPEEVRRLHLCTSF[UDMLKAMFRTMOAMLLG
TGAPTLSP DLERLQQCTAYYNMLKAWF I SHNAMLLG
MPRTTPVPEEADRIALCHYYTSMEKTLIMSLOAM
YESRTPTPE-—————————~— ESQRQVICEYYNNLNKJZCGGEDIMUIVLSVL
DSSTPSPE QRSDRETCMKYMETNKUITGGMD IMBEMVLSVL
YYSPNNGF RGNSFDNCLYYRNLSKMILGGEDIMUIMLSVL
YSTESP 1QKLFEEKCREKIMLTEWMLRCHMIILLIT
DTTNN NWITRALEDIAUMIFLUMOF CYTLSFSV
QLAGGMLLQYMLESS|TELMVVSILL

TREQFVIWVQSEMAS SGCMLVMLICLCT

HVIH ARFILGKLVQGANIAUMIASFSSLCYALCIAY
FYSYHEQ MNYDCPTEVLEAYTWSYIFLLMLYNMGATIFLH
YSIDSI EYNRSVGAIFVHTIMAILGLIEF INCIVSAA

187
190
194
196
265
270
278
230
204
201
222
195
149
128
128
222
217
139
205
187
189
186
188
175
182
184
182
183
180
193
159
186
180
177
195
195
199
194
193
260
233
185
191
170
177
184
193
213
213
207
215
192
192
192
192
221
186
186
186
317
355
192
201
200
205
140
204
161
201
204
204
201
205
193
169
168
168
168
167
208
170
185
201
220
226
221
233
105
197
203
203
247
193
301
191
163
147
110
138
161
262



MM_10
HS_10
BT_10
oA_10
HS_18
BT_18
MM_18
MD_8B
HS_8B
BT_8B
MM_8A
OA_8A
MM_13
BT_13
HS_13
HS_12
MM_12
TG_MS4A
AC_MS4A
AC_MS4A
DR_17A.
DR_17A.
DR_17A.
DR_17A.
DR_17A.
DR_17A.
DR_17A.
DR_17A.
DR_17A.
DR_17A.
DR_17A.
DR_17A.
DR_17A.
DR_17A.
DR_17A.
DR_17A.
DR_17A.
DR_17B.
DR_17B.
DR_17C.
DR_17C.
oM_17C
TN_MS4A:
TN_MS4A:
SA_MS4A;
AT_MS4A
XT_MS4A:
BT_1
HS_1
MM_1
MD_1
MD_15
on_15
HS_15
BT_15
MM_15
MM_5
HS_5
BT_5
HS_14
BT_14
MM_2
HS_2
BT_2
HS_6A
HS_6E
MM_6D
MM_11
MM_6B
MM_6C
HS_7
MM_7
BT_7
HS_3
MM_3
MM_4B
MM_dC
MM_9
MM_4D
HS_4E
HS_4A
MM_dx
AC_MS4A
BT_TM17
HS_TM17
MM_TM17
OA_TM17
TN_TML1
HS_TM17
BT_TM17
MM_TM17
DR_TMLx

DR_TMLI.

DR_TML1
TN_TML1
DR_TML1
BT_12
TN_MS4A:
XT_MS4A:
TN_MS4A:
SP_out

15
x1
X2
15

%3
X2
x1
x1
X2

%3
6B
6B
6B
6B
.3B
6A
6A
6A

2

.3A
.3A
.3B

x1
x1
x4

600 * 620 * 640 * 660 * 680 * 700 *
———-TAYRMKRLQAEDKDDTPFIPDT- SLGPPPSYKDVAQ HSSSDTG
—~TAWRGDCPSAKN-DDACLVPNT— PVEPPPSYQSVIQ DAQHKQH
—~VAYRDARLSAEE-DDLPLVPDS— SMMPP
-FSCTAKSHSSDELETSFVDAGE— RHVDPPPS YEEVV
---FGCQATCCRQFENVAVIP---— PANTTTSPVNATTGPVNAA. TGPVSATNGPVNTTIH
——-FGCQATCWNQFVNRTEVP PANTPT PFNATYS
———FGCQAVCCAHFQNMTMFP TVNTTT PGNTTIP
——--AGCQV-VSSQTNQVAVAVAIPV----PGTHGAP PMGIPQ PAVNS
——-FGCQL-VCCQSSNVSVIY: PNIYAAN PVITPE PVTSP
—--FGCQL-TCYQTNNVGVVI PNVYVT PAVIPE PENSP
—-FGCQV-ACCHYNNPGVVI PNVYAAN PVVIPE PPNPI
———YGCLVGSCCGGGQVTMIT———————— PNDPTAT-———- PMMAPD PMPSA
—--SSCAYLPLSSIVKSLVRKTWRL----SSLAAWR-—--—— QMIWLEA NQEETL
—-—-FGCV LCRK: KEDAR
---YSCS NLFRR QONDL
———FANQANTT-TNMSVLVIP NMYESN- PVTPAS SSAPP
——-—-FAHQGILR-CNRSVPVAP AVYVAN PLMRES PSAPP
-FGCQAACCPSNQQPMVLYPTLS VEV
-FGCRATCCKSDPESVAYVPCTVS---GDAAMIP EIYPSAP
——--FACKVACCCKPK;
——--FACKATSCCKPKIPVDNNPLIQ- QQYIQCPQEVP EPCFQHP
——-FACKVTCCCKPKIHVSSNPLIQ- EPCFQHP
——-FACKVTCCCKPKIPVSSNPLIQ- EPCFQHP
———FACKVTCCYYPQIPVSSNPLIQ- QQYIQCPQEVP EPCFQHP
———FGCKVTCCYYPQIPVDSNLLIQ PQEIP EPCFQHP
—~FACKATSCCKPKIPVNSNPLIQ- PQYIQCPQEVP EPCFQHP
———FACKVTCCYYPQISVVNNPLIQ- EPCFQHP
———FACKVTCCYYPQIPVVNNPLIQ- EPYFQHP
———FGCKVTCCYYPQISVVNNPLIQ- EPCFQHP
——-FACKVACCCKPKIPVENNILIQ- EPYFQHP
———FACKVTSCCKPQIPEYRQPLIQ- QEYFQHP
———FACKVACCCKPKIPEDRDPLIQ----HPPAEIP-———— QOYIQYPQGIP QEYFQCP
—~FGCKVTCCNFP
—-FASKFTSCCHP--QVPSISPVA- Q--NTSEIPVAS NPFFQHP
—FACKVSCCCNPEVQVPTVSQVV- HGLNTSGIAVVS NHYVQQPPAESL
—---FACNADSCCNTQAPTVS QITYTSEVPVAS NPLIQHP
———SACKAT-CCSPQIAVISNPATH.
———SACKAT-CCSPQIAVISNPSIH PAESA
———FACKVTCNIDSAVVNVALNQAS----RDCDLRR-—-——— DDGNHRGLKEVV DHNPRLG
——--FACKATCNSES-VVNVALNQST
———FACKAVCHSPPEQVFIVGSHLP- QTTFDIPPNTYE TLRTPKG
-FGLSALAAGGNQASSRSPAYPQ— ARPRPAQVEVVVT EAVSEVL
———YCCKVANCCAPAPKMPVITVQA
——--FVCKSTRCCHPYSSMPTILLDT----SMTEEE
———FGCKSVCHAGSQASQPMITVQY- ANSQD
——--FACKGLCRTSFNEMTVVVYQTAT MTTDHS
——-NEWKKLCSRPKANVVLLSAEEK----KEQVIEI----- KEEVVEQIEVAEQIEISSL PKNEEDIEIIPVQEEE
——-NEWKRTCSRPKSNIVLLSAEEK----KEQTIEI-— KEEVVGLTETSSQ: PKNEEDIEIIPIQEEE
—~NEWKRMCTRSKSNVVLLSAGEK----NEQTIKM-— KEEIIELSGVSSQ PKNEEEIEIIPVQEEE
-NEWQTLCSGAQTSVILLSTEERKEQLVQLTVVPSQ---PKEEDDLETLPAQEEEKE PNFPDP
—-FGCQATRSNPNRSMVFLP NAFSTD FNIPSP AATPP
———FGCQAARSGSNAPVIFLP NAFSSD FGIPGP AATPP
——-—FGCQATHAQASAPVIFLP NAFSAD FNIPSP AAPAP
———FGCQATRAQAHAPVIFLP NAFSTD FNIPSP AASPP
———FGCQATRAQTNASVIFLP NAFGTD FNIPSP AVSPP
—---LGCYTEG---RGCC
—--LGCHSEDCDCEQCC
-MRGPTECGDCEEWDGAEL
—-EDLPSQALPVEGLSEQTMPSKS—————— TSSHVKQ---—— SSNLTANDLPPQGILSQDTSSQDMLFHDMTSQDMQSLDMLSQDTPSHAMPPQDIPSQDMLSQALSAHATILPEASTSHI
—-QODLPYQAPRAKTSPEQDLLSEA--—-—— STSHVIE---—— SHGITSQDKESQGIPLONT-—————————————— QSHDMLSDYLPSPDMPAQDLAFQ---RQALPLQAIPFGATSLLS
Y-RIGQELESKKVP--DDRLYEELN: VYS
C-GAGEELKGNKVP--EDRVYEELN IYs
Y-GIGEILEGNQIP--EDRLYEEVN IYA
———-LRWKQAYSDFPGSVLFLPHSYI----GNSGM KMTHD

—LOQWKQTV-
—~LWWKQSSSAFSGNVIFLSQNSK—

QSWSDW
———-LWWKQSHSNIPGNVMFLPHSSN----NDSNMES
—--LWLREG:
———FWWKQLYSNNPGSSFSSTQSQD
———FWWKQVYSNKPGGTFFLPQSQD H
——-FWWRR-—-———— STVTALRSSS----HE
——-MWCNANCCNSREE-ISSPPNSV
~MWCLGNVCGLREA-ITSPPNSV— ILPEGSD SE
—--FGCEASCCNSREVLVVLPSNPV— MTLQPLL-PSEHQ TNVP
—--FGCKASCCNSSEVLVVLPSNPA- VTLQPLP-PSEHQ KNVP
——--LDVKLAGVLQR-GLVVLPSNPA----VTGGGPPPGWTASTHWPPH-QETPK KKCS
—--FGCKASCCNSSEVLVVLPSNSA- MILQPLP-PSECQ KNVP
—--FGCKVLCCSPSEVVLITPSNSH- T
—--FGCKVLCCTPGGVVLILPSHSH- TP
—~FGCRVMCCNPGGVMIIMPSNPT— VTLQ
—~FGCRANCCTDDTAIVYVPCTIN ENTIP
-VGLQSFCGQSS-RALQDEEGSE— ENSVP
——--VGLRNLCGQSS-QPLN-EEGSE— ENSVP
——-—-LSLRSMYGRSS-QALN-EEESE- HPAP
—--LGLRCLCCRADNLELAGACPLR- PSAPGVTLWSINDTDKHMH SQPQHWTEFRVIASNS
—--LSFMEVFVSISSVVLGIKAFGS— ENRSNED
——-VWILLLLASLTPLWLYCWRMFP— KRD
——-VWVLLLLASLLPLCLCCWRRYR- KRD
~LLGIWVLLLLASLTPVCVYIWK-
—-——QLCVAISLCVLTLKTLCKKTE NAK--ED
———QLCVTISFCVLTGKVLCTKTE DAEMVKD
———QLCVTISFCVLTGKVLCNKSE DGEILED
—---LSVMELCVSVSSAVLGIKALRN----SSAR ENKSNED
—~LTLKEICEKN TVKH
-WIVRALKQSEPKKESYTLSESS----VSS
—FARLALKSTRNQVIVHHVRPSQ:
-MGCRSLPQCMCYDDITGMDWLH—- ERIFNSA
GFLSLSAIKTLKAT
—YCCGGHSCCCAKAPTNQGTAST----ATTVQYG-————— QAQP MTVAA

237
239
227
238
324
308
316
269
239
236
257
231
192
142
141
256
251

230
224
201
233
235
222
229
219
229
230
227
240
206
233
227
188
239
248
240
215
219
308
254
233
240
193
205
211
222
277
271
265
274
227
227
227
227
256
197
200
204
424
444
217
226
225
239
147
233
183
230
210
226
224
222
214
202
214
214
218
213
238
201
218
229
251
256
251
297
138
225
231
231
273
221
329
224
177
173
132
186
175
300



720 * 740 * 760 * 780 * 800 * 820 *

MM_10 : RALATSSG- ~LLLASDSFHQALLHTGPRTLRK
HS_10 : QRLREVKQ- ~-VAPDTWIVTDGAAIWAQTAN
BT_10 : PSYEDVTQ DQODEQERR

0A_10 : GEEKRDVN EGGLYP

HS_18 : PUNTTTSP--—-———=——=——~ VNTTTSPVNVTTGPVNANIGPVNVTTGPVNTTTAPAKATTSCVNATHTSNVPPNPRTKK
BT_18 : ~TTGHVNV- ~ITSSANPTSPTN--AAAMVPPVPS
MM_18 : NSTTSIPV- -QTTLPSNVPLEQ--VYQDVAQK
MD_8B : LVYSSEVN 500

HS_8B : PSYSSEIQ ANK

BT_8B : PNYSDVPR DK

MM_8A : PSYSEVVQ DSR

OA_8A : PDFSNTVG-----——==—=-—~ TTSSGHTLRA

MM_13 : ESVIEVVE NS

BT_13 : TADTEEVE DAF

HS_13 : TSVIEEAE STP

HS_12 : RCNNYSAN APK

MM_12 : IYDNIPDY ATTO

TG_MS4A15 :

AC_MS4Ax1l : WWLLEKA

AC_MS4Ax2 : PAYDVPELLLR MKNRWKKL

DR_17A.15 :

DR_17A.3  : PAEAPPAY TEGE

DR_17A.2  : PAETPPAY TEGK

DR_17A.5  : PAESPPAY TEGE

DR_17A.1  : PAEAPPAY TEGK

DR_17A.12 : PAEAPPAY TEANKCEST

DR_17A.4  : PAESPPAY TEANKCEST

DR_17A.10 : PAEAPLAY-————————————— TEANKCESTSKYEAR
DR_17A.6  : PAEAPPAY TEGKLM

DR_17A.11 : PAEAPPAY TEGK

DR_17A.7  : PAGFPPAY TEGK

DR_17A.8  : PAEAPPAY TEGKYM

DR_17A.9  : PAEAPPAY ASGKLM

DR_17A.13 :

DR_17A.16 : PAESPPEY AECN

DR_17A.17 : PQYSEQPP-—-——-———————— AESLLQYSQQPPAESLLQYSQQPAAETPPVYTERKLM
DR_17A.14 : PAGAPLQY SOYK

DR_17B.1  : PAESAPIY SNCE

DR_17B.2 PIYCNCE

DR_17C.2  : RILSTCCG-——=-———======— SHGGVQSMRP

DR_17C.1  :

oM_17C : AEEGLPAY--———————————~ DNNRPPQYSPAIIS
TN_MS4Ax3 : EEASTPG AQEPGISHA

TN_MS4Ax2 : PAQT

SA_MSdAxl

AT_MS4Ax1l : PREFHPTON AGILL

XT_MS4Ax2 : STAAGDMK PSQD

BT_1 : EEEAEMNF-————————————~ PEPPQDQEDSPIENDSVP
HS_1 : EEETETNF- ~PEPPQDQESSPIENDSSP
MM_1 : EEEAEINF- ~PAPPQEQESLPVENEIAP
MD_1 : PQ--ESSP TEDACSS

MD_15 : PAYDNVAY TSKETSE

OA_15 : PAYDNVAY LPKELNE

HS_15 : PAYDNVAY AQGVV

BT_15 : PAYDNVAY IPKESSE

MM_15 : PAYDNVAY MPKESSE

MM_5 :

HS_5

BT_S :

HS_14 : VQFPEIQHLLQQPPDLQPENTEPQNQQILOMSYQDIRSEVMEETKEWKSEEELHRRKSSRRHSLNQQTKALQYLRRHSLDVQAKGQKSSKRHSLDQQSKGWQSPKOKSLDQQIK-————
BT_14 : VQSSNMOHLDRRSLDFQLHNIQSQEQRAVHLLYQDIKSEVMLMTEEWKPEEELQSRRPSKQHSQLOQSKGCPCAKQKALDVY IQDQPHPRRKSLDKHIKSWLSPKKQF IDKEIQVSQTT
MM_2 : PIYSELED-----——-———-— KG----ETSSPVD s
HS_2 : ATYSELED- ~EMSPPID L
BT 2 : PIYSELEE- ~EPTSPAD s
HS_6A : CGYEELLT s

HS_6E :

MM_6D : ESLCNPTY ENILTS

MM_11 : §————- LF TDAK

MM_6B : KVLCNPSY EEQLVC

MM_6C : -VLTSLRM

HS_7 : ~HIQQVKK SSSRSWI

MM_7 : TQLVKS NLLO

BT_7 :

HS_3 :

MM_3 : NLNTQPQA SEE

MM_4B : -~GNVYKNH PGEIV

MM_4C : -~ENVYKNH SEEIV

MM_9 : RRNVYKET TOKK

MM_4D : -ENLYRNQ PGEIV

HS_4E : PLKTV

HS_d4A : LNEV

MM_4x : SGLMPPEH-——-—————————~ Q-ERNVP-ENMH
AC_MS4Ax3 : TEKMWLPS

BT_TM176B : PSPSKEKT TAVIVL

HS_TM176B : PSPSREQT STAIVL

MM_TM176B : ASPAKEKI PAIL

OA_TM176B : LEDKSNAL------———-———— SVSASLKVSLLGGWSSSSS
TN_TML1.3B : AERCTPLL AEASGDPTP

HS_TM176A : QKEMLEVS 1

BT_TM176A : LPLEETVR SE

MM_TM176A : ETEEKKLL ARVI

DR_TMLx : LEHGKPLL DDDIAGAA

DR_TML1.2 : PELNKPLL EDATAAN

DR_TML1.3A : PELKKGLL EDATATIA

TN_TML1.3A : PEQCTPLL AEASGDPTP

DR_TML1.3B : LEFYKPLK EELTVSHLC

BT_12

TN_MS4Ax1 : --TTITSY

XT_MS4Ax1 : SQFTDCNT- ~ETEEEFSRPPPYVRFS
TN_MS4Ax4

SP_out : NRYAPGPE SGK:



MM_10
HS_10
BT_10
oA_10
HS_18
BT_18
MM_18
MD_8B
HS_8B
BT_8B
MM_8A
OA_8A
MM_13
BT_13
HS_13
HS_12
MM_12
TG_MS4A
AC_MS4A
AC_MS4A
DR_17A.
DR_17A.
DR_17A.
DR_17A.
DR_17A.
DR_17A.
DR_17A.
DR_17A.
DR_17A.
DR_17A.
DR_17A.
DR_17A.
DR_17A.
DR_17A.
DR_17A.
DR_17A.
DR_17A.
DR_17B.
DR_17B.
DR_17C.
DR_17C.
oM_17C
TN_MS4A:
TN_MS4A:
SA_MS4A;
AT_MS4A
XT_MS4A:
BT_1
HS_1
MM_1
MD_1
MD_15
on_15
HS_15
BT_15
MM_15
MM_5
HS_5
BT_5
HS_14
BT_14
MM_2
HS_2
BT_2
HS_6A
HS_6E
MM_6D
MM_11
MM_6B
MM_6C
HS_7
MM_7
BT_7
HS_3
MM_3
MM_4B
MM_dC
MM_9
MM_4D
HS_4E
HS_4A
MM_dx
AC_MS4A
BT_TM17
HS_TM17
MM_TM17
OA_TM17
TN_TML1
HS_TM17
BT_TM17
MM_TM17
DR_TMLx

DR_TMLI.

DR_TML1
TN_TML1
DR_TML1
BT_12
TN_MS4A:
XT_MS4A:
TN_MS4A:
SP_out

15
x1
X2
15

w

%3
X2
x1
x1
X2

%3
6B
6B
6B
6B
.3B
6A
6A
6A

2

.3A
.3A
.3B

x1
x1
x4




MM_10
HS_10
BT_10
oA_10
HS_18
BT_18
MM_18
MD_8B
HS_8B
BT_8B
MM_8A
OA_8A
MM_13
BT_13
HS_13
HS_12
MM_12
TG_MS4A
AC_MS4A
AC_MS4A
DR_17A.
DR_17A.
DR_17A.
DR_17A.
DR_17A.
DR_17A.
DR_17A.
DR_17A.
DR_17A.
DR_17A.
DR_17A.
DR_17A.
DR_17A.
DR_17A.
DR_17A.
DR_17A.
DR_17A.
DR_17B.
DR_17B.
DR_17C.
DR_17C.
oM_17C
TN_MS4A:
TN_MS4A:
SA_MS4A;
AT_MS4A
XT_MS4A:
BT_1
HS_1
MM_1
MD_1
MD_15
on_15
HS_15
BT_15
MM_15
MM_5
HS_5
BT_5
HS_14
BT_14
MM_2
HS_2
BT_2
HS_6A
HS_6E
MM_6D
MM_11
MM_6B
MM_6C
HS_7
MM_7
BT_7
HS_3
MM_3
MM_4B
MM_dC
MM_9
MM_4D
HS_4E
HS_4A
MM_dx
AC_MS4A
BT_TM17
HS_TM17
MM_TM17
OA_TM17
TN_TML1
HS_TM17
BT_TM17
MM_TM17
DR_TMLx

DR_TMLI.

DR_TML1
TN_TML1
DR_TML1
BT_12
TN_MS4A:
XT_MS4A:
TN_MS4A:
SP_out

15
x1
X2
15

w

%3
X2
x1
x1
X2

%3
6B
6B
6B
6B
.3B
6A
6A
6A

2

.3A
.3A
.3B

x1
x1
x4

1000

1020

1040

1060




MM_10
HS_10
BT_10
oA_10
HS_18
BT_18
MM_18
MD_8B
HS_8B
BT_8B
MM_8A
OA_8A
MM_13
BT_13
HS_13
HS_12
MM_12
TG_MS4A
AC_MS4A
AC_MS4A
DR_17A.
DR_17A.
DR_17A.
DR_17A.
DR_17A.
DR_17A.
DR_17A.
DR_17A.
DR_17A.
DR_17A.
DR_17A.
DR_17A.
DR_17A.
DR_17A.
DR_17A.
DR_17A.
DR_17A.
DR_17B.
DR_17B.
DR_17C.
DR_17C.
oM_17C
TN_MS4A:
TN_MS4A:
SA_MS4A;
AT_MS4A
XT_MS4A:
BT_1
HS_1
MM_1
MD_1
MD_15
on_15
HS_15
BT_15
MM_15
MM_5
HS_5
BT_5
HS_14
BT_14
MM_2
HS_2
BT_2
HS_6A
HS_6E
MM_6D
MM_11
MM_6B
MM_6C
HS_7
MM_7
BT_7
HS_3
MM_3
MM_4B
MM_dC
MM_9
MM_4D
HS_4E
HS_4A
MM_dx
AC_MS4A
BT_TM17
HS_TM17
MM_TM17
OA_TM17
TN_TML1
HS_TM17
BT_TM17
MM_TM17
DR_TMLx

DR_TMLI.

DR_TML1
TN_TML1
DR_TML1
BT_12
TN_MS4A:
XT_MS4A:
TN_MS4A:
SP_out

15
x1
X2
15

w

%3
X2
x1
x1
X2

%3
6B
6B
6B
6B
.3B
6A
6A
6A

2

.3A
.3A
.3B

x1
x1
x4

1080 * 1100 * 1120 *
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