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Figure S1
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Figure S1. Dependence of kinase activity on the concentration of the 3’-CMP phosphate acceptor.

Kinase assays with were performed as described in Table |. The extents of [a**P]pCp product
formation by wild-type and mutant Pnkp proteins are plotted as a function of 3’-CMP concentration.
The curves represent nonlinear regression fits of the data to the Michaelis-Menten equation. The

amount of input Pnkp protein is specified in each plot.



