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Figure S1. UV-vis absorption data acquired at 620 nm (60°C) over a 28 minute time period for N-
homocysteinylation of a) Cyt c-GNPs. UV-vis absorption data acquired at 750 nm (25°C) over a 28

minute time period for N-homocysteinylation of b) Cyt c-GNPs. Each data point represents the average
of triplicate measurements.
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Figure S2. UV-vis absorption data acquired at 620nm (60°C) over a 28 minute time period for N-
homocysteinylation of a) HSA-GNPs and b) serum-GNPs illustrate the growth of GNP assemblies. Each
data point represents the average of triplicate measurements.
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Figure S3. Representative transmission electron microscopy images of unmodified PGNs. a) Cyt c-PGNs,
b) HSA-PGNs, and c) serum-GNPs. Note that some PGNs are irregularly shaped due to the protein
adlayer. GNP assembly is not indicated by these images.
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DLS data for modified Cyt c-PGNs contiued on next page
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Pkl Pk2 Pk3

Mean Mean Mean Pkl Area Pk2 Area Pk3 Area

Z-Ave Pdl intensity  intensity  intensity  intensity intensity  Intensity
d.nm d.nm d.nm d.nm % % %
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55.06 0.184 68.96 0 0 100 0 0
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DLS data for modified HSA-PGNs contiued on next page
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