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Figure S1. 2-D gels of total protein extracts from Brunfelsia flowers at D0 (left) 

and D2 (right) after opening. The first IEF dimension was on 13 cm dry strips 

(pH3-10), and the second dimension was on 12% acrylamide SDS-PAGE. Each 

gel is a computed average of five 2-D gels. The seven marked protein spots 

showed  at least 3- fold increased intensity after Coomassie staining.  
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