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1. Gene name from Flybase or 9. Hit list (phenotype reproduced)
based on Blast homology search 10. Positive contol list (known mitotic genes)
2. Symbol from Flybase 11. Phenotype scored manually (see Suppl. fig 2-4)
3. CG number 12. Phenotype revealed by computation
4. Well information (plate, row, column) 13. Phenotype & other remarks
5. RNAI probe information link (see Suppl. fig 2-2) 14. Gallery link (see Suppl. fig 2-5)
6. Repeated RNAI link (see Suppl. fig 2-3) 15. GFP localization gallery link (see Suppl. fig 2-5)

7. Cell density (numberfimage) based on DAPI signals 16. Modification of information
8. Mitotic index based on phospho-Histone staining

Searches in the database can be carried out on any of the columns shown, and search statements in
multiple columns are executed using a logical 'AND'. Data can be sorted on any column using the up- and
down-arrows in the column titles. Searches in numeric fields can be implemented using a range (i.e.
30-40) or using multiple, comma-separated numbers (31,37,38). Hyperlinks link to the spindle galleries
(column 14), information on the RNAi probe used (column 5) and repeats (column 6). The columns
contain the following information:

(Link 5) Screenshot of the web page describing the RNAi reagents. Primer sequences for every gene
tested are given. The hyperlink in the 'plate' field leads to an image of the gel run with dsSRNA from that
particular plate. Loading was with alternating rows (i.e., order is A1 B1 A2, etc..).

(Link 6) Selecting 'Repeat' in the main page starts a search for all instances in which this gene was tested
in the screen.

(Link 11) Searches can be performed on a specific phenotypic description (in this case: Anastral - Clear),
by selecting the phenotype and clicking the 'Search' button or pressing Enter.

(Link 14) Galleries (jpg version of the data used to perform the analysis) can be directly accessed from
the web interface. Note that the image quality is reduced from the original images due to conversion to
the jpg format.

(Link 15) Figures showing the localization of GFP-fusion proteins (if prepared).
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Supplemental Figure 2-2
Link 5 RNAi probe information
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(Link 5) Screenshot of the web page describing the RNAi reagents. Primer sequences for every gene
tested are given. The hyperlink in the 'plate' field leads to an image of the gel run with dsRNA from
that particular plate. Loading was with alternating rows (i.e., order is A1 B1 A2, etc..).
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Supplemental Figure 2-3
Link 6 Repeat RNAI
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Note: computational phenotype scoring is not done for repeat plates

(Link 6) Selecting 'Repeat' in the main page starts a search for all instances in which this gene was
tested in the screen.
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Supplemental Figure 2-4
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(Link 11) Searches can be performed on a specific phenotypic description (in this case: Anastral -
Clear), by selecting the phenotype and clicking the 'Search' button or pressing Enter.
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Supplemental Figure 2-5

Link 14 Metaphase spindle gallery Link 15 GFP gallery

CG7242-GFP/RFP-Ndc80

(Link 14) Galleries (jpg version of the data used to perform the analysis) can be directly accessed
from the web interface. Note that the image quality is reduced from the original images due to

conversion to the jpg format.
(Link 15) Figures showing the localization of GFP-fusion proteins (if prepared).
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