
 

 

 

AtbHLH030   AQEIMDAKALA-A-SKSH-------SEA-E-----RRR---RER---IN-NH-LAKLR-------------S-ILP-----------------------------------------------NT-TK-TD--------------KAS-LL-AEVIQHVKELKRETSVISETNLVPTES  

OsbHLH043   ECLAAAPRWTR-A-RRSH-------SEA-E-----RKR---RER---IN-AH-LDTLR-------------G-LVP-----------------------------------------------SA-SR-MD--------------KAA-LL-GEVVRYVRKLRSEAAGSAAVVPGEGDE  

AtbHLH051   DCVGGIEKAES-L-SRSH-------RLA-E-----KRR---RDR---IN-SH-LTALR-------------K-LVP-----------------------------------------------NS-DK-LD--------------KAA-LL-ATVIEQVKELKQKAAESPIFQDLPTEA  

AtbHLH106   GETMAQDRALA-A-LRNH-------KEA-E-----RRR---RER---IN-SH-LNKLR-------------N-VLS-----------------------------------------------CN-SK-TD--------------KAT-LL-AKVVQRVRELKQQTLETSDSDQTLLPS  

AtbHLH032   AQEVMDAKALA-A-SKSH-------SEA-E-----RRR---RER---IN-TH-LAKLR-------------S-ILP-----------------------------------------------NT-TK-TD--------------KAS-LL-AEVIQHMKELKRQTSQITDTYQVPTEC  

SmbHLH046   SAQADNAKALA-A-SKSH-------SEA-E-----RRR---RER---IN-KH-LSTLR-------------T-LLP-----------------------------------------------NT-AK-TD--------------KAS-LL-AEVIERIKELKQQVAEISQFGPVPSDA  

SmbHLH049   SAQADNAKALA-A-SKSH-------SEA-E-----RRR---RER---IN-KH-LSTLR-------------T-LLP-----------------------------------------------NT-AK-TD--------------KAS-LL-AEVIERIKELKQQVAEISQFGPVPSDA  

SmbHLH056   PQEIIDAKALA-A-SKSH-------SEA-E-----RRR---RER---IN-NH-LNTLR-------------G-LLP-----------------------------------------------ST-TK-TD--------------KAS-LL-AEVIEHVKDLKRQAAEIAEGGPVPTDV  

SmbHLH063   PQEIIDAKALA-A-SKSH-------SEA-E-----RRR---RER---IN-NH-LNTLR-------------G-LLP-----------------------------------------------ST-TK-TD--------------KAS-LL-AEVIEHVKDLKRQAAEIAEGGPVPTDV  

OsbHLH036   SSGRSAAAQAT-A-MTIH-------SEA-E-----RRR---RER---IN-AH-LATLR-------------R-ILP-----------------------------------------------DA-KQ-MD--------------KAT-LL-ASVVNQVKHLKTRATEATTPSTAATIP  

AtbHLH107   FATVYEDKALA-S-LRNH-------KEA-E-----RKR---RAR---IN-SH-LNKLR-------------K-LLS-----------------------------------------------CN-SK-TD--------------KST-LL-AKVVQRVKELKQQTLEITDETIPSETD  

OsbHLH040   AQEIMDAKALA-A-SKSH-------SEA-E-----RRR---RER---IN-AH-LARLR-------------S-LLP-----------------------------------------------NT-TK-TD--------------KAS-LL-AEVIQHVKELKRQTSEITEEACPLPTE  

OsbHLH041   AAAAAQDRALA-A-SRNH-------REA-E-----KRR---RER---IK-SH-LDRLR-------------A-VLA-----------------------------------------------CD-PK-ID--------------KAS-LL-AKAVERVRDLKQRMAGIGEAAPAHLFP  

OsbHLH035   SGSGRSATEAR-A-LKIH-------SEA-E-----RRR---RER---IN-AH-LTTLR-------------R-MIP-----------------------------------------------DT-KQ-MD--------------KAT-LL-ARVVDQVKDLKRKASEITQRTPLPPET  

OsbHLH038   AKEIMDAKALA-A-SRSH-------SEA-E-----RRR---RQR---IN-GH-LARLR-------------S-LLP-----------------------------------------------NT-TK-TD--------------KAS-LL-AEVIEHVKELKRQTSAMMEDGAAGGEA  

OsbHLH042   SAAAVRKGGSP-A-VRSH-------SEA-E-----RKR---RQR---IN-AH-LATLR-------------T-LVP-----------------------------------------------SA-SR-MD--------------KAA-LL-GEVVRHVRELRCRADDATEGADVVVPG  

OsbHLH037   CGGGREEKAAM-A-LKSH-------SEA-E-----RRR---RER---IN-AH-LATLR-------------T-MVP-----------------------------------------------CT-DK-MD--------------KAA-LL-AEVVGHVKKLKSAAARVGRRATVPSGA  

OsbHLH039   AREIMDAKALA-A-SRSH-------SEA-E-----RRR---RQR---IN-GH-LARLR-------------S-LLP-----------------------------------------------NT-TK-TD--------------KAS-LL-AEVIEHVKELKRQTTAIAAAAAAGDYH  

PpbHLH027   ASSRPKRRNVRIS-KDPQ-------SVA-A-----RHR---RER---IS-DR-IRVLQ-------------R-LVP-----------------------------------------------GG-TK-MD--------------TAS-ML-DEAIHYVKFLKLQLQTLEQIGNNGCDP  

PpbHLH074   EGRSYNGKPVATS-VEPQ-------SVA-A-----RHR---RKK---IS-ER-IRVLE-------------K-LIP-----------------------------------------------GG-NK-MD--------------TAT-ML-DEAIEYVKFLQLQVQILES--------  

AtbHLH088   AVKPPKRRNVRIS-KDPQ-------SVA-A-----RHR---RER---IS-ER-IRILQ-------------R-LVP-----------------------------------------------GG-TK-MD--------------TAS-ML-DEAIHYVKFLKKQVQSLEEQAVVTGGG  

OsbHLH122   AAPRPRRRNARVS-SEPQ-------SVA-A-----RLR---RER---VS-QR-MRALQ-------------R-LVP-----------------------------------------------GG-AR-LD--------------TAS-ML-EEAIRYVKFLKGHVQSLERAAAALHMH  

AtbHLH140   GNTKRSRSTSTLS-TDPQ-------SVA-A-----RDR---RHR---IS-DR-FKILQ-------------S-MVP-----------------------------------------------GG-AK-MD--------------TVS-ML-DEAISYVKFLKAQIWYHQNMLLFINDH  

OsbHLH117   AGERPRRRNVRIS-SDPQ-------TVA-A-----RQR---RER---IS-ER-LRVLQ-------------K-LVP-----------------------------------------------GG-AK-MD--------------TAS-ML-DEAANYLRFLKSQIRELQTLDRRNYPN  

OsbHLH121   TVRPPKRRNVRIS-TDPQ-------SVA-A-----RMR---RER---IS-ER-IRILQ-------------R-LVP-----------------------------------------------GG-TK-MD--------------TAS-ML-DEAIHYVKFLKTQVQSLERAAAANGHR  

AtbHLH037   SVKPPKRKNVRIS-KDPQ-------SVA-A-----RHR---RER---IS-ER-IRILQ-------------R-LVP-----------------------------------------------GG-TK-MD--------------TAS-ML-DEAIHYVKFLKKQVQSLEEHAVVNGGG  

OsbHLH123   RGGGRRRPGAKLS-TDPQ-------SVA-A-----RER---RHR---IS-DR-FRVLR-------------S-LVP-----------------------------------------------GG-SK-MD--------------TVS-ML-EQAIHYVKFLKAQVTLHQAALVQHEEG  

PpbHLH081   EGRLCNGKPAATS-VEPQ-------SVA-A-----RHR---RKK---IS-ER-IRVLE-------------K-LIP-----------------------------------------------GG-NK-MD--------------TAT-ML-DEAIEYVKFLQLQVQILESDTLDNAPL  

OsbHLH119   PPQRPRRKNVRIS-SDPQ-------TVA-A-----RLR---RER---VS-ER-LRVLQ-------------R-LVP-----------------------------------------------GG-SK-MD--------------TAT-ML-DEAASYLKFLKSQLEALETLGNGNGNG  

PpbHLH035   VQLRPKRRNVRIS-KDPQ-------SVA-A-----RHR---RER---IS-DR-VRVLQ-------------H-FVP-----------------------------------------------GG-TK-MD--------------TAS-ML-DEAIHYVKFLQQQLQTLERIGNMSDPR  

AtbHLH040   TVPKPNRRNVRIS-DDPQ-------TVV-A-----RRR---RER---IS-EK-IRILK-------------R-IVP-----------------------------------------------GG-AK-MD--------------TAS-ML-DEAIRYTKFLKRQVRILQPHSQIGAPM  

AtbHLH052   WTEQGDTKKRELS---AQ-------SIA-A-----RKR---RRR---IT-EK-TQELG-------------K-LIP-----------------------------------------------GS-QK-HN--------------TAE-MF-NAAAKYVKFLQAQIEILQLKQTKMQTL  

AtbHLH053   RGDQDDSKKPTLS---SQ-------SIA-A-----RGR---RRR---IA-EK-THELG-------------K-LIP-----------------------------------------------GG-NK-LN--------------TAE-MF-QAAAKYVKFLQSQVGILQLMQTTKKGS  

OsbHLH178   DDHDDGRHHHHHN-QAVQ-------SAA-A-----RER---RRR---IS-SK-TAELS-------------R-LIP-----------------------------------------------GA-AR-MNS-------------TAE-ML-QAAARHVRLLQAQVGMLALIHSSGEAK  

OsbHLH120   AVRPPKRRNVRIS-KDPQ-------SVA-A-----RLR---RER---IS-ER-IRILQ-------------R-LVP-----------------------------------------------GG-TK-MD--------------TAS-ML-DEAIHYVKFLKSQVQSLERAAAATGAA  

OsbHLH124   TIKKPRRRNVRIS-DDPQ-------SVA-A-----RHR---RER---IS-ER-IRILQ-------------R-LVP-----------------------------------------------GG-TK-MD--------------TAS-ML-DEAIRYIKFLKRQVQELQHQPGPPPPP  

PpbHLH096   ASSRPKRRNVRIS-IDTQ-------SVA-A-----RHR---RER---IS-DR-IRVLQ-------------R-LVP-----------------------------------------------GG-TK-MD--------------TAS-ML-DEAIHYIKFLKQQLQTLEQLGIDGCDP  

AtbHLH043   TVKKPKRRNVRIS-DDPQ-------SVA-A-----RHR---RER---IS-ER-IRILQ-------------R-LVP-----------------------------------------------GG-TK-MD--------------TAS-ML-DEAIRYVKFLKRQIRLLNNNTGYTPPP  

PpbHLH045   AQTRPKRRNVRIS-SDPQ-------SVA-A-----RHR---RER---IS-DR-VRVLQ-------------H-FVP-----------------------------------------------GG-TK-MD--------------TAS-ML-DEAIHYVKFLQQQLQVLQHPATTRCFP  

PpbHLH069   ASSRPKRRNVRIS-KDPQ-------SVA-A-----RHR---RER---IS-DR-IRVLQ-------------R-LVP-----------------------------------------------GG-TK-MD--------------TAS-ML-DEAIHYVKFLKLQLQ------------  

PpbHLH026   AQSRPKRRNVRIS-KDPQ-------SVA-A-----RHR---RER---IS-DR-VRVLQ-------------H-FVP-----------------------------------------------GG-TK-MD--------------TAS-ML-DEAIHYVKFLQQQLQTLEQIGNMSDPR  

OsbHLH118   AADKPRRKNVRIS-SDPQ-------TVA-A-----RLR---RER---VS-DR-LRVLQ-------------K-LVP-----------------------------------------------GG-NK-MD--------------TAS-ML-DEAASYLKFLKSQVQKLETLGTTTTTS  

AtbHLH087   IVEKPKRKNVKIS-TDPQ-------TVA-A-----RQR---RER---IS-EK-IRVLQ-------------T-LVP-----------------------------------------------GG-TK-MD--------------TAS-ML-DEAANYLKFLRAQVKALENLRPKLDQT  

SmbHLH044   GGHGSFSYRFKET-VEPQ-------SIA-A-----RQR---RKK---IS-ER-VRELE-------------K-LVP-----------------------------------------------GG-NK-LD--------------TAS-ML-DEAIRFVKFLQIQVQLLEAVGNGGHGN  

SmbHLH051   GGSKPKRRNVRIS-SDPQ-------TVA-A-----RHR---RER---IS-TK-IRILQ-------------R-LVP-----------------------------------------------GG-TK-MD--------------TAS-ML-DEAIHYVKYLKSQVQAMEMLEQSSGDQ  

SmbHLH071   GGHGSFSYRFKET-VEPQ-------SIA-A-----RQR---RKK---IS-ER-VRELE-------------K-LVP-----------------------------------------------GG-NK-LD--------------TAS-ML-DEAIRFVKFLQIQVQLLEAVGNGGHGN  

SmbHLH074   GGSKPKRRNVRIS-SDPQ-------TVA-A-----RHR---RER---IS-TK-IRILQ-------------R-LVP-----------------------------------------------GG-TK-MD--------------TAS-ML-DEAIHYVKYLKSQVQAMEMLEQSSGDQ  

AtbHLH117   -NSTSSSTTSGSP-TASN-------DGG-I-----ITK---RRK---IS-DK-IRSLE-------------K-LMP-----------------------------------------------WE-RK-MN--------------LAM-TL-EESHKYIKFLQSQIASLRWMPLESVYN  

AtbHLH109   DEESYRMAKRQRS-MEYR-------MMM-E-----KKR---RKE---IK-DK-VDILQ-------------G-LMP----------------------------------------------NHC-TK-PD--------------LAS-KL-ENIIEYIKSLKYQVDVMSMAYTTTPVY  

AtbHLH108   KRVKTQCVIKSSD-KSDHD------TLL-K-----KKR---RER---IR-RQ-LETLK-------------E-ITP-----------------------------------------------NC-PQ-SD--------------INA-IL-DCVIEYTNNLRLAHYKGSQGICDDWRL  

OsbHLH176   FFSSILAFADAIA-AVFH-------LQV---------R---REK---IS-ER-MKLLQ-------------D-LVP-----------------------------------------------GC-NKVAKFSQKINLNFTLVTGKAV-ML-DEIINYVQSLQRQVEFLSMKLSTVNPQ  

AtbHLH074   ENYIHMRARRGQA-TNSH-------SLA-E-----RVR---REK---IS-ER-MRLLQ-------------E-LVP-----------------------------------------------GC-NKITG--------------KAV-ML-DEIINYVQSLQQQVEFLSMKLATVNPE  

AtbHLH044   REVVHVRARRGQA-TDSH-------SLA-E-----RVR---RGK---IN-ER-LRCLQ-------------D-MVP-----------------------------------------------GC-YKAMG--------------MAT-ML-DEIINYVQSLQNQVEFLSMKLTAASSF  

PpbHLH065   QDYIHVRARRGQA-TDSH-------SLA-E-----RVR---REK---IS-ER-MKFLQ-------------D-LVP-----------------------------------------------GC-SKITG--------------KAV-ML-EEIINYVQSLQRQIEFLSMKLAAVDPR  

OsbHLH086   EDYIHVRARRGQA-TNSH-------SLA-E-----RVR---REK---IS-ER-MKYLQ-------------D-LVP-----------------------------------------------GC-SKVTG--------------KAV-ML-DEIINYVQSLQRQVEFLSMKLASVNPT  

AtbHLH075   KDVVHVRAKRGQA-TDSH-------SLA-E-----RVR---REK---IN-ER-LKCLQ-------------D-LVP-----------------------------------------------GC-YKAMG--------------MAV-ML-DVIIDYVRSLQNQIEFLSMKLSAASAC  

AtbHLH076   DGYIHMRARRGQA-TNSH-------SLA-E-----RVR---REK---IS-ER-MKFLQ-------------D-LVP-----------------------------------------------GC-DKVTG--------------KAV-ML-DEIINYVQSLQCQIEFLSMKLSAVNPV  

AtbHLH078   KDYIHVRARRGQA-TDSH-------SLA-E-----RVR---REK---IG-ER-MKLLQ-------------D-LVP-----------------------------------------------GC-NKVTG--------------KAL-ML-DEIINYVQSLQRQVEFLSMKLSSVNDT  

AtbHLH031   KDYIHVRARRGQA-TDSH-------SLA-E-----RAR---REK---IS-ER-MKILQ-------------D-LVP-----------------------------------------------GC-NKVIG--------------KAL-VL-DEIINYIQSLQRQVEFLSMKLEAVNSR  

OsbHLH095   -----------------------------------------------------MELLK-------------E-LVP-----------------------------------------------GC-SKVSG--------------TAL-VL-DEIINHVQSLQRQVEYLSMRLAAVNPR  

AtbHLH079   KDYIHVRARRGQA-TDRH-------SLA-E-----RAR---REK---IS-EK-MTALQ-------------D-IIP-----------------------------------------------GC-NKIIG--------------KAL-VL-DEIINYIQSLQRQVEFLSMKLEVVNSG  

OsbHLH087   EGYSHVRARKGQA-TNNH-------SLA-E-----RLR---REK---IS-ER-MKLLQ-------------D-LVP-----------------------------------------------GC-SKVTG--------------KAL-ML-DEIINYVQSLQRQVEFLSMKLSAVNPR  

AtbHLH049   DGYIHVRARRGQA-TNSH-------SLA-E-----RVR---REK---IS-ER-MKFLQ-------------D-LVP-----------------------------------------------GC-NKVTG--------------KAV-ML-DEIINYVQSLQRQVEFLSMKLATVNPQ  

AtbHLH050   REVVHVRARRGQA-TDSH-------SIA-E-----RVR---RGK---IN-ER-LKCLQ-------------D-IVP-----------------------------------------------GC-YKTMG--------------MAT-ML-DEIINYVQSLQNQVEFLSMKLTAASSY  

AtbHLH064   LDYIHVRARRGQA-TDRH-------SLA-E-----RAR---REK---IS-KK-MKYLQ-------------D-IVP-----------------------------------------------GC-NKVTG--------------KAG-ML-DEIINYVQCLQRQVEFLSMKLAVLNPE  

AtbHLH048   LPYVHVRARRGQA-TDNH-------SLA-E-----RAR---REK---IN-AR-MKLLQ-------------E-LVP-----------------------------------------------GC-DKIQG--------------TAL-VL-DEIINHVQTLQRQVEMLSMRLAAVNPR  

AtbHLH062   KDYIHVRARRGQA-TDSH-------SLA-E-----RVR---REK---IS-ER-MKLLQ-------------D-LVP-----------------------------------------------GC-NKVTG--------------KAL-ML-DEIINYVQSLQRQVEFLSMKLSSVNTR  

OsbHLH079   TDYIHVRARRGQA-TDSH-------SLA-E-----RVR---RER---IS-ER-MRYLQ-------------E-LVP-----------------------------------------------GC-NKVTG--------------KAG-ML-DEIINYVQSLQKQVEFLSMKIAASNPV  

AtbHLH077   KDYIHVRARRGQA-TDSH-------SLA-E-----RAR---REK---IS-ER-MTLLQ-------------D-LVP-----------------------------------------------GC-NRITG--------------KAV-ML-DEIINYVQSLQRQVEFLSMKLATVNPR  

AtbHLH060   LPYVHVRARRGQA-TDSH-------SLA-E-----RAR---REK---IN-AR-MKLLQ-------------E-LVPGCDKGTDFGGKIKIKVCFGVHLLMISGKKVAIFLWKVSCEDLIDCSFSP-PRIQG--------------TAL-VL-DEIINHVQSLQRQVEMLSMRLAAVNPR  

AtbHLH137   TDYIHVRARRGQA-TDSH-------SLA-E-----RVR---REK---IS-ER-MRTLQ-------------N-LVP-----------------------------------------------GC-DKVTG--------------KAL-ML-DEIINYVQTLQTQVEFLSMKLTSISPV  

OsbHLH080   KGYIHVRARRGQA-TDSH-------SLA-E-----RVR---RER---IS-ER-MRMLQ-------------A-LVP-----------------------------------------------GC-DKVTG--------------KAL-IL-DEIINYVQSLQNQVEFLSMRIASMSPV  

PpbHLH051   QDYIHVRARRGQA-TDSH-------SLA-E-----RVR---REK---IS-ER-MKYLQ-------------D-LVP-----------------------------------------------GC-SKVTG--------------KAV-ML-DEIINYVQSLQRQVENLSMKLASVNPG  

AtbHLH063   TDYIHVRARRGQA-TDSH-------SIA-E-----RVR---REK---IS-ER-MKFLQ-------------D-LVP-----------------------------------------------GC-DKITG--------------KAG-ML-DEIINYVQSLQRQIEFLSMKLAIVNPR  

AtbHLH058   PDYIHVRARRGEA-TDRH-------SLA-E-----RAR---REK---IS-KK-MKCLQ-------------D-IVP-----------------------------------------------GC-NKVTG--------------KAG-ML-DEIINYVQSLQQQVEFLSMKLSVINPE  

PpbHLH076   -----VRARRGQA-TDSH-------SLA-E-----RVR---REK---IS-ER-MKYLQ-------------D-LVP-----------------------------------------------GC-RKVTG--------------KAV-ML-DEIINYVQSLQRQVE------------  

OsbHLH084   EDYVHVRAKRGQA-TNSH-------SLA-E-----RLR---RKK---IS-ER-MKLLQ-------------D-LVP-----------------------------------------------GC-SKITG--------------KAV-ML-DEIINYVQSLQRQVEFLSMKLATVNPE  

OsbHLH094   QDYIHVRARRGQA-TDSH-------SLA-E-----RAR---REK---IS-ER-MKILQ-------------D-LVP-----------------------------------------------GC-NKVIG--------------KAS-VL-DEIINYIQSLQHQVEFLSMKLEAVNSH  

PpbHLH073   QDYIHVRARRGQA-TDSH-------SLA-E-----RVR---REK---IS-ER-MKFLQ-------------D-LVP-----------------------------------------------GC-SKITG--------------KAV-ML-DEIINYVQSLQRQIEFLSMKLAAVNPR  

OsbHLH090   KDYIHVRARRGEA-TDSH-------SLA-E-----RVR---REK---IS-QR-MKLLQ-------------D-LVP-----------------------------------------------GC-NKVVG--------------KAV-ML-DEIINYVQSLQRQVEFLSMKLATVNPQ  

PpbHLH007   QGFIHVRARRGQA-TNSH-------SLA-E-----RAR---REK---IS-NR-MKFLQ-------------A-LVP-----------------------------------------------GC-SEVTG--------------KAV-ML-EEIINYVKSLQRQIEFLSMKLAAVDPR  

PpbHLH077   -----VRARRGQA-TDSH-------SLA-E-----RVR---REK---IS-ER-MKYLQ-------------D-LVP-----------------------------------------------GC-RKVTG--------------KAV-ML-DEIINYVQSLQRQVE------------  

OsbHLH091   KDYVHVRARRGQA-TDSH-------SLA-E-----RVR---RER---IS-QR-MKVLQ-------------D-LVP-----------------------------------------------GC-NKVIG--------------KAL-ML-DEIINYVQSLQRQVEFLSMKLATVNPL  

OsbHLH085   EEYIHVRARRGQA-TNSH-------SLA-E-----RLR---REK---IS-ER-MKLLQ-------------D-LVP-----------------------------------------------GC-SKVTG--------------KAV-ML-DEIINYVQSLQRQVEFLSMKLATVNPR  

OsbHLH088   EEYVHVRAKRGQA-TNSH-------SLA-E-----RFR---REK---IN-ER-MKLLQ-------------D-LVP-----------------------------------------------GC-NKITG--------------KAM-ML-DEIINYVQSLQRQVEFLSMKLSTISPE  

OsbHLH089   QDYIHVRARRGQA-TDSH-------SLA-E-----RAR---REK---IS-ER-MKILQ-------------D-LVP-----------------------------------------------GC-NKVIG--------------KAS-VL-DEIINYIQALQRQVEFLSMKLEAVNAH  

PpbHLH070   QDYIHVRARRGQA-TDSH-------SLA-E-----RVR---REK---IS-ER-MKFLQ-------------D-LVP-----------------------------------------------GC-SKVTG--------------KAV-ML-DEIINYVQSLQRQIEFLSMKLAAVNPP  

PpbHLH071   QDYIHVRARRGQA-TDSH-------SLA-E-----RVR---REK---IS-ER-MKYLQ-------------D-LVP-----------------------------------------------GC-NKVTG--------------KAV-ML-DEIINYVQSLQRQVESLSMKLASVNPG  

PpbHLH072   QDYIHVRARRGQA-TDSH-------SLA-E-----RVR---REK---IS-ER-MKYLQ-------------D-LVP-----------------------------------------------GC-KKVTG--------------KAV-ML-DEIINYVQFLQRQVE------------  

OsbHLH081   QGFIHVRARRGQA-TDSH-------SLA-E-----RVR---RER---IS-ER-MRMLQ-------------A-LVP-----------------------------------------------GC-DKVTG--------------KAL-IL-DEIINYVQSLQNQVEFLSMRIASLSPV  

PpbHLH088   QGFIHVRARRGQA-TDGH-------SLA-E-----RAR---REK---IS-NR-MKFLQ-------------A-LVP-----------------------------------------------GC-SEVTG--------------KAV-ML-EEIINYVKSLQRQIEFLSMKLAAVDPR  

OsbHLH083   AGYIHVRARRGQA-TDSH-------SLA-E-----RVR---REK---IS-ER-MKMLQ-------------S-LVP-----------------------------------------------GC-DKVTG--------------KAL-ML-DEIISYVQSLQNQVEFLSMKLASLSPL  

PpbHLH001   QHYIHVRARRGQA-TDSH-------SLA-E-----RVR---REK---IS-ER-MKFLQ-------------D-LVP-----------------------------------------------SC-SKVTG--------------KAV-ML-DEIINYVQSLQRQIEFLSMKLAAVDPR  

OsbHLH092   KDYVHVRARRGQA-TDSH-------SLA-E-----RVR---REK---IS-QR-MKVLQ-------------D-LVP-----------------------------------------------GC-NKVVG--------------KAL-ML-DEIINYVQSLQQQVEFLSMKLATVNPQ  

PpbHLH068   QDYIHVRARRGQA-TDSH-------SLA-E-----RVR---REK---IS-ER-MKFLQ-------------D-LVP-----------------------------------------------GC-SKVTG--------------KAV-ML-DEIINYVQSLQRQIEFLSMKLAAVNPR  

PpbHLH017   QDYIHVRARRGQA-TDSH-------SLA-E-----RVR---REK---IS-ER-MKFLQ-------------D-LVP-----------------------------------------------GC-SKVTG--------------KAV-ML-DEIINYVQSLQRQVEFLSMKLATVNVP  

OsbHLH093   KDYIHVRARRGQA-TDSH-------SLA-E-----RVR---RER---IS-ER-MKLLQ-------------S-LVP-----------------------------------------------GC-NKITG--------------KAL-ML-DEIINYVQSLQRQVEFLSMKLATMNPQ  

SmbHLH010   QDYIHVRARRGQA-TDSH-------SLA-E-----RVR---REK---IS-ER-MKTLQ-------------D-LVP-----------------------------------------------GC-SKVTG--------------KAM-ML-DEIINYVQSLQRQVEFLSMKLAAVKPA  

SmbHLH023   QDYIHVRARRGQA-TDSH-------SLA-E-----RVR---REK---IS-ER-MKFLQ-------------D-LVP-----------------------------------------------GC-SKVTG--------------KAV-ML-DEIINYVQSLQRQVEFLSMKLAAVNPR  

SmbHLH028   KDYIHVRARRGQA-TDSH-------SLA-E-----RVR---REK---IS-ER-MKFLQ-------------D-LVP-----------------------------------------------GC-NKVTG--------------KAV-ML-DEIINYVQSLQRQVEFLSMKLAAVNPR  

SmbHLH039   QDYIHVRARRGQA-TDSH-------SLA-E-----RVR---REK---IS-ER-MKTLQ-------------D-LVP-----------------------------------------------GC-SKVTG--------------KAM-ML-DEIINYVQSLQRQVEFLSMKLAAVKPA  

SmbHLH045   QDYIHVRARRGQA-TDSH-------SLA-E-----RVR---REK---IS-ER-MKFLQ-------------D-LVP-----------------------------------------------GC-SKVTG--------------KAV-ML-DEIINYVQSLQRQVEFLSMKLAAVNPR  

SmbHLH093   KDYIHVRARRGQA-TDSH-------SLA-E-----RVR---REK---IS-ER-MKFLQ-------------D-LVP-----------------------------------------------GC-NKVTG--------------KAV-ML-DEIINYVQSLQRQVEFLSMKLAAVNPR  

OsbHLH139   RDGSSPDSTCSSS-YGGG-------QAR-P-----GRK---KER---MK-KM-VRTLK-------------G-IIP-----------------------------------------------GG-NQ-MD--------------TPA-VL-DEAVRYLKSLKVEVKKLGVRGSDN---  

AtbHLH148   VVSSSSNRSRK-R-RVSV-------LRL-N-----KKS---IPD---VN-RK-VRVLG-------------R-LVP-----------------------------------------------GC-GK-QS--------------VPV-IL-EEATDYIQALEMQVRAMNSLVQLLSSY  

AtbHLH145   CGSCDNTRISF-L-KRSK-------LSS-N-----KIG---EEK---IF-ET-VSLLR-------------S-VVP-----------------------------------------------GE-EL-VD--------------PIL-VI-DRAIDYLKSLKMEAKNREA--------  

AtbHLH144   NNNNSRKQ-SLSG-SASS-------SNN-D-----GKG---RKK---MK-KM-MGVLR-------------R-IVP-----------------------------------------------GG-EQ-MN--------------TAC-VL-DEAVQYLKSLKIEAQKLGVGHFSNQS-  

OsbHLH140   CSSGASRSDCGGGRKPEA-------GGG-E------RK---KER---MK-KM-MRTLK-------------G-IIP-----------------------------------------------GG-DR-MD--------------TPA-VL-DEAVRYLKSLKVEVKKLGVRGSSS---  

SmbHLH024   SYSNRKRQ-RSLV-VRRR-------KEM-K-----KQR---KER---IR-QT-VKALQ-------------S-IVP-----------------------------------------------GG-DS-MD--------------PAI-VL-DEAILYMKVLQMRVRQLETTRQEDLSN  

SmbHLH029   SYSNRKRQ-RSLV-VRRR-------KEM-K-----KQR---KER---IR-QT-VKALQ-------------S-IVP-----------------------------------------------GG-DS-MD--------------PAI-VL-DEAILYMKVLQMRVRQLETTRQEDLSN  

SmbHLH054   GRSSRRSRDCRLS-VRST-------RSS-K-----KSR---RQT---IK-YK-IQVLR-------------N-IIP-----------------------------------------------GG-AG-ME--------------AAS-VL-EETIRYITSLESMILQFKAMKSEQPRP  

SmbHLH079   GRSSRRSRDCRLS-VRST-------RSS-K-----KSR---RQT---IK-YK-IQVLR-------------N-IIP-----------------------------------------------GG-AG-ME--------------AAS-VL-EETIRYITSLESMVRSTRFFAVQSHEK  

AtbHLH147   TTLTTGSIRSKKQ-RATV-------LRL-K-----AKG---LPA---VQ-RK-VKVLS-------------R-LVP-----------------------------------------------GC-RKQS---------------LPV-VL-EETTDYIAAMEMQIRTMTAILSAVSSS  

AtbHLH149   HRKAKKSTGNCKS-RKGL-------TET-N-----RIK---LPA---VE-RK-LKILG-------------R-LVP-----------------------------------------------GC-RKVS---------------VPN-LL-DEATDYIAALEMQVRAMEALAELLTAA  

AtbHLH150   ---------AAAI-RGSG-------GSG-R-----RRK---LSA---VG-NR-VRVLG-------------G-LVP-----------------------------------------------GC-RRTA---------------LPE-LL-DETADYIAALEMQVRAMTALSKILSEL  

OsbHLH157   VRRRCKSIVRRRT-PLMS-------SSS-E------VA---RRL---VK-KR-DKVLR-------------R-MIP-----------------------------------------------GG-ELIAD--------------EIS-LL-HEAMDYVVHLHAQVDVLRRVSRAAVAR  

AtbHLH156   AKPANNRKRLK---PGEN-------PRP-R-----PKD---RQM---IQ-DR-VKELR-------------E-IIP-----------------------------------------------NG-AK-CS--------------IDA-LL-ERTIKHMLFLQNVSKHSDKLKQTGESK  

AtbHLH155   DIPKKNKKRAK---PGES-------SRP-R-----PRD---RQL---IQ-DR-IKELR-------------E-LVP-----------------------------------------------NG-SK-CS--------------IDS-LL-ERTIKHMLFLQNVTKHAEKLSKSANEK  

OsbHLH151   TPSKANRKRSR---PGES-------PKP-R-----PKD---RQL---IQ-DR-IKELR-------------E-MVP-----------------------------------------------NG-AK-CS--------------IDA-LL-EKTVKHMLFLQSVTKHADKLKDSTESK  

OsbHLH149   EIGKSNRKRSR---PGES-------ARP-R-----PKD---RQM---IQ-DR-IKELR-------------E-IVP-----------------------------------------------NS-AK-CS--------------IDT-LL-EKTIKHMLFLQNVAKHADKLKGSGEPK  

OsbHLH150   TANKANRKRSR---PGES-------PKP-R-----PKD---RQL---IQ-DR-IKELR-------------E-LVP-----------------------------------------------NG-AK-CS--------------IDA-LL-EKTIKHMVFLQSVTKHADNLKDSNESK  

AtbHLH157   HEEGVKKKRAK---AGES-------RRP-R-----PKD---RQM---IQ-DR-IKELR-------------G-MIP-----------------------------------------------NG-AK-CS--------------IDT-LL-DLTIKHMVFMQSLAKYAERLKQPYESK  

SmbHLH016   ---MTGRKRLR---PGEA-------PRP-R-----PKD---RQQ---IQ-DR-VRELR-------------D-IVP-----------------------------------------------NA-TK-CS--------------IDA-LL-EKTIRHMKFLQSVTQHGDKWKAGGDVK  

SmbHLH060   ------RKRLR---PGEA-------PRP-R-----PKD---RQQ---IQ-DR-VRELR-------------D-IVP-----------------------------------------------NA-TK-CS--------------IDA-LL-EKTIRHMKFLQSVTQHGDKWKAGGDVK  

SmbHLH102   EQQPTGVKRAR---PQEE-------GKP-Q-----SRG---RPQ---IL-DR-VKELR-------------G-IVP-----------------------------------------------NA-EK-CS--------------IDA-LL-EKTIDHVRFLQAVLQQIGSSSRQEVDN  

OsbHLH138   SDHQFALREGEEA-EGDD-------GPD-D-----RKR---RRER--IQ-ET-VAALR-------------K-IVP-----------------------------------------------GG-IA-KD--------------ATA-VL-DEAICYLKYLKLKVKTLGAVSL-----  

OsbHLH158   GRIVRRCCGRKTR-SGAG-------GGG-E-----MAR---RLQ---VR-RR-AMALR-------------K-VIP----------------------------------------------GGG-DA-MD--------------EAA-LL-REAMDYVVHLRAQVDVLRRVSEAVQLQ  

OsbHLH159   --MPPPASNHGAA-CKNSG------SNK-E-----RRR---MRRCVEVR-RK-MEALR-------------R-LVP---------------------------------------------GGGG-GE-DS--------------GEE-LL-FRAADYIARLQVQVKVMQLMVDVLEQT  

AtbHLH159   KIVRRSKKILRRK-SKSAS------EEA-A-----AKA---KRL---VK-RR-TQGLR-------------N-VVP---------------------------------------------GGEL-MS-ND---------------VL-LL-QETLDYIVSLQTQVNVMRSIVDAAEAE  

AtbHLH151   RARRALVKKIMIR-PRKS-------VEA-S-----RRP---CRA---IH-RR-VKTLK-------------E-LVP-----------------------------------------------NT-KT-SE--------------GLDGLF-RQTADYILALEMKVKVMQTMVQVLTET  

AtbHLH158   RADKDDNKIVRFS-RRKW-------KIS-S-----KRRRSNQRAPV-VE-EA-AERLR-------------N-LVP-----------------------------------------------GG-GG-ME--------------TSK-LM-EETAHYIKCLSMQVKVMQCLVDGLSPK  

AtbHLH143   NLPESNISSKQ-E-TGSG-------LSD-E-----QSR---KDK---IH-TA-LRILE-------------S-VVP-----------------------------------------------GA-KG-KE--------------ALL-LL-DEAIDYLKLLKQSLNSSKGLNNHW---  

AtbHLH142   -----KTISTKED-TGSG-------LSN-E-----QSK---KDK---IR-TA-LKILE-------------S-VVP-----------------------------------------------GA-KG-NE--------------ALL-LL-DEAIDYLKLLKRDLISTEVKNQSSTTH  

SmbHLH012   SRCQGRLKRRIMQ-SQQQ-------RRS-S-----RDD---EQT---IQ-SR-VKALQ-------------G-LVP-----------------------------------------------GG-HD-MN--------------CSV-LL-GEAADYMMFLRFQEESNKGRNCTGDEN  

SmbHLH015   VWSCVSKRRSRVC-LRRS-------LRK-S-----RRQ---SCE---ITEGR-IEVLK-------------D-LIP-----------------------------------------------GG-RL-VKS-------------SAV-LL-QEAVDYMMFLEVQVGVLSSLAAGVIDL  



SmbHLH022   SRCQGRLKRRIMQ-SQQQ-------RRS-S-----RDD---EQT---IQ-SR-VKALQ-------------G-LVP-----------------------------------------------GG-HD-MN--------------CSV-LL-GEAADYMMFLRFQEPAAGYFRTRTRAK  

OsbHLH134   GGNGKVPARRRSA-TIAQ-------SLY-A-----RRR---RER---IN-GR-LRILQ-------------K-LVP-----------------------------------------------NG-TK-VD--------------IST-ML-EEAVHYVKFLQLQIKVEVQIVCHDQML  

OsbHLH130   TSKGKSRAGRGAA-TDPQ-------SLY-A-----RKR---RER---IN-ER-LKTLQ-------------N-LVP-----------------------------------------------NG-TK-VD--------------IST-ML-EEAVHYVKFLQLQIKLLSSDEMWMYAP  

OsbHLH129   HGGAKARAGRGAA-TDPQ-------SLY-A-----RKR---RER---IN-ER-LKILQ-------------N-LIP-----------------------------------------------NG-TK-VD--------------IST-ML-EEAVHYVKFLQLQIKLLSSDDMWMFAP  

AtbHLH085   NLNGKTRASRGAA-TDPQ-------SLY-A-----RKR---RER---IN-ER-LRILQ-------------N-LVP-----------------------------------------------NG-TK-VD--------------IST-ML-EEAVHYVKFLQLQIKLLSSDDLWMYAP  

AtbHLH139   SLKRKAKANRGIA-SDPQ-------SLY-A-----RKR---RER---IN-DR-LKTLQ-------------S-LVP-----------------------------------------------NG-TK-VD--------------IST-ML-EDAVHYVKFLQLQIKLLSSEDLWMYAP  

PpbHLH034   PPAPKQRRRHGTA-TDPQ-------SIA-A-----RTR---REK---FT-DR-IRILQ-------------S-LVP-----------------------------------------------NG-ER-LD--------------TVH-ML-SQTFEYVRFLQHKVWDLYNNKDSISEV  

PpbHLH050   PPAPKQRRRHGTA-TDPQ-------SIA-A-----RTR---REK---FT-DR-IRILQ-------------G-LVP-----------------------------------------------NG-ER-LD--------------TVH-ML-SQTFEYVRFLQHKVWDLYNNKDSMSEV  

OsbHLH131   KSNGKAQSGHRSA-TDPQ-------SLY-A-----RKR---RER---IN-ER-LKILQ-------------N-LVP-----------------------------------------------NG-TK-VD--------------IST-ML-EEAMHYVKFLQLQIKLLSSDEMWMYAP  

AtbHLH086   TNGKIKPKATTSP-KDPQ-------SLA-A-----KNR---RER---IS-ER-LKVLQ-------------E-LVP-----------------------------------------------NG-TK-VD--------------LVT-ML-EKAIGYVKFLQVQVKVLAADEFWPAQG  

AtbHLH083   VTGKTKPKPTTSP-KDPQ-------SLA-A-----KNR---RER---IS-ER-LKILQ-------------E-LVP-----------------------------------------------NG-TK-VD--------------LVT-ML-EKAISYVKFLQVQVKVLATDEFWPAQG  

OsbHLH127   ELHEYSKKQRANN-KETQ-------SSA-A-----KSR---RER---IS-ER-LRALQ-------------E-LVP-----------------------------------------------SG-GK-VD--------------MVT-ML-DRAISYVKFMQMQLRVLETDAFWPASD  

AtbHLH054   SVKGKTRATKGTA-TDPQ-------SLY-A-----RKR---REK---IN-ER-LKTLQ-------------N-LVP-----------------------------------------------NG-TK-VD--------------IST-ML-EEAVHYVKFLQLQIKLLSSDDLWMYAP  

PpbHLH043   NTNLKPRARQGSA-NDPQ-------SIA-A-----RVR---RER---IS-ER-LKVLQ-------------A-LIP-----------------------------------------------NG-DK-VD--------------MVT-ML-EKAISYVQCLEFQIKMLKNDSLWPKAL  

PpbHLH063   NTNGRPRAKRGSA-TDPQ-------SVY-A-----RHR---REK---IN-ER-LKTLQ-------------R-LVP-----------------------------------------------NG-EQ-VD--------------IVT-ML-EEAIHFVKFLEFQLELLRSDDRWMFAD  

PpbHLH095   NTNGKPRAKRGSA-TDPQ-------SVY-A-----RHR---REK---IN-ER-LKNLQ-------------N-LVP-----------------------------------------------NG-AK-VD--------------IVT-ML-DEAIHYVKFLQTQVELLKSDEFWMFAN  

OsbHLH126   KAGKAKSAPTTPT-KDPQ-------SLA-A-----KNR---RER---IS-ER-LRILQ-------------E-LVP-----------------------------------------------NG-TK-VD--------------LVT-ML-EKAISYVKFLQLQVKVLATDEFWPAQG  

OsbHLH132   KQSDNSRGHKQCS-KDTQ-------SLY-A-----KRR---RER---IN-ER-LRILQ-------------Q-LVP-----------------------------------------------NG-TK-VD--------------IST-ML-EEAVQYVKFLQLQIKLLSSDDTWMFAP  

AtbHLH084   NLNGKTRASRGAA-TDPQ-------SLY-A-----RKR---RER---IN-ER-LRILQ-------------H-LVP-----------------------------------------------NG-TK-VD--------------IST-ML-EEAVQYVKFLQLQIKLLSSDDLWMYAP  

OsbHLH128   SKKMGTRANRGAA-TDPQ-------SLY-A-----RKR---RER---IN-ER-LRILQ-------------N-LVP-----------------------------------------------NG-TK-VD--------------IST-ML-EEAVQYVKFLQLQIKLLSSDDTWMYAP  

PpbHLH083   NRNGRPRVQRGSA-TDPQ-------SVH-A-----RAR---REK---IA-ER-LRKLQ-------------H-LIP-----------------------------------------------NG-GK-VD--------------IVT-ML-DEAVHYVQFLKRQVTQSDADGGPDFEI  

OsbHLH125   PSPSPSPSPSPNK-EQPQ-------SAA-A-----KVR---RER---IS-ER-LKVLQ-------------D-LVP-----------------------------------------------NG-TK-VD--------------LVT-ML-EKAINYVKFLQLQVKVLATDEFWPAQG  

PpbHLH028   NTNGKPRARRGSA-TDPQ-------SVY-A-----RHR---REK---IN-ER-LKTLQ-------------H-LVP-----------------------------------------------NG-AK-VD--------------IVT-ML-DEAIHYVQFLQLQVTLLKSDEYWMYAT  

OsbHLH133   MSVSKACKHSVSA-ESSQ-------SYY-A-----KNR---RQR---IN-ER-LRILQ-------------E-LIP-----------------------------------------------NG-TK-VD--------------IST-ML-EEAIQYVKFLHLQIKLLSSDEMWMYAP  

PpbHLH033   NTNLKPRARQGSA-NDPQ-------SIA-A-----RVR---RER---IS-ER-LKVLQ-------------A-LIP-----------------------------------------------NG-DK-VD--------------MVT-ML-EKAITYVQCLELQIKMLKNDSIWPKAL  

SmbHLH003   NTNFKPRARQGSA-NDPQ-------SIA-A-----RHR---RER---IS-DR-LKILQ-------------E-LVP-----------------------------------------------NS-TK-VD--------------LVT-ML-EKAINYVKFLQLQVKVLTSDDYWPSGA  

SmbHLH004   NTNFKPRARQGSA-NDPQ-------SIA-A-----RHR---RER---IS-DR-LKILQ-------------E-LVP-----------------------------------------------NS-TK-VD--------------LVT-ML-EKAINYVKFLQLQVKVGAS--------  

SmbHLH005   NTNLKPRAKQGCA-NDPQ-------SIA-A-----RQR---RER---IS-DR-LKILQ-------------E-LIP-----------------------------------------------NG-SK-VD--------------LVT-ML-EKAINYVKFLQLQVKVLMNDEYWPPKG  

SmbHLH006   NTNLKPRAKQGCA-NDPQ-------SIA-A-----RQR---RER---IS-DR-LKILQ-------------E-LIP-----------------------------------------------NG-SK-VD--------------LVT-ML-EKAINYVKFLQLQVKVLMNDEYWPPKG  

SmbHLH018   NTNGKPRAKRGSA-TDPQ-------SVY-A-----RHR---RER---IN-ER-LKTLQ-------------H-LVP-----------------------------------------------NG-AK-VD--------------IVT-ML-EEAIHYVKFLQLQVNMLSSDEYWTYAP  

SmbHLH042   NTDGKPRAKRGSA-TDPQ-------SIY-A-----RQR---RER---IN-ER-LRALQ-------------G-LVP-----------------------------------------------NG-AK-VD--------------IVT-ML-EEAINYVKFLQLQLLSSDEYWMYAPTN  

SmbHLH101   NTNLKPRSRQGTA-NDPQ-------SIA-A-----RQR---RER---IS-QR-LKILQ-------------D-LVP-----------------------------------------------NG-SK-VD--------------LVT-ML-EKAINYVKFMQLQLQASVVD-------  

SmbHLH103   NTNLKPRSRQGTA-NDPQ-------SIA-A-----RQR---RER---IS-QR-LKILQ-------------D-LVP-----------------------------------------------NG-SK-VD--------------LVT-ML-EKAINYVKFMQLQLQASVVD-------  

AtbHLH066   QSRTKIRARRGQA-TDPH-------SIA-E-----RLR---RER---IA-ER-MKALQ-------------E-LVP-----------------------------------------------NG-NK-TD--------------KAS-ML-DEIIDYVKFLQLQVKVLSMSRLGGAAS  

OsbHLH097   APKPRVRARRGQA-TDPH-------SIA-E-----RLR---REK---IS-DR-MKDLQ-------------E-LVP-----------------------------------------------NS-NK-TN--------------KAS-ML-DEIIDYVKFLQLQVKVLSMSRLGAAEA  

AtbHLH059   SIRPRVRARRGQA-TDPH-------SIA-E-----RLR---RER---IA-ER-IRALQ-------------E-LVP-----------------------------------------------TV-NK-TD--------------RAA-MI-DEIVDYVKFLRLQVKVLSMSRLGGAGA  

AtbHLH069   QTKPKVRARRGQA-TDPH-------SIA-E-----RLR---RER---IA-ER-MKSLQ-------------E-LVP-----------------------------------------------NG-NK-TD--------------KAS-ML-DEIIDYVKFLQLQVKVLSMSRLGGAAS  

AtbHLH082   RQKPRVRARRGQA-TDPH-------SIA-E-----RLR---RER---IA-ER-MKSLQ-------------E-LVP-----------------------------------------------NT-NK-TD--------------KAS-ML-DEIIEYVRFLQLQVKVLSMSRLGGAGS  

OsbHLH096   NAKPRTRARRGQA-TDPH-------SIA-E-----RLR---REK---IS-ER-MKNLQ-------------V-LVP-----------------------------------------------NS-NK-AD--------------KAS-ML-DEIIDYVKFLQLQVKVLSMSRLGAPGA  

PpbHLH012   GARPRVRARRGQA-TDPH-------SIA-E-----RLR---RER---IA-ER-MKALQ-------------E-LVP-----------------------------------------------NS-NK-TD--------------KAS-ML-DEIIDYVKFLQLQVKVLSMSRLGGAGA  

OsbHLH100   PPRQRVRARRGQA-TDPH-------SIA-E-----RLR---RER---IA-ER-MKALQ-------------E-LVP---------------------------------------------NANK-LMQTD--------------KAS-ML-DEIIDYVKFLQLQVKASTYTKLLIHVL  

OsbHLH098   APRPKVRARRGQA-TDPH-------SIA-E-----RLR---RER---IA-ER-MRALQ-------------E-LVP-----------------------------------------------NT-NK-TD--------------RAA-ML-DEILDYVKFLRLQVKVLSMSRLGGAGA  

PpbHLH013   GARPRVRARRGQA-TDPH-------SIA-E-----RLR---RER---IA-ER-MKALQ-------------E-LVP-----------------------------------------------NS-NK-TD--------------KAS-ML-DEIIDYVKFLQLQVKVLSMSRLGGAGA  

OsbHLH114   VYHSPTTFPFSPP-FFIA-------SMP-C-----CLR---RER---IA-ER-MKALQ-------------E-LVP-----------------------------------------------NA-NK-TD--------------KAS-ML-DEIIDYVKFLQLQVKVLSMSRLGGASA  

OsbHLH115   G---------GSG-GAGQ-------PPF-G-----QLR---RER---IA-ER-MKSLQ-------------E-LVP-----------------------------------------------NA-NK-TD--------------KAS-ML-DEIIDYVKFLQLQVKVLSMSRLGGAAG  

SmbHLH002   -----VRARRGQA-TDPH-------SIA-E-----RLR---REK---IA-ER-MKALQ-------------E-LVP-----------------------------------------------NA-NK-AR--------------SYP-IH-HQFWFLVLKFFAFFI------------  

SmbHLH057   AARPRVRARRGQA-TDPH-------SIA-E-----RLR---RER---IA-ER-MKSLQ-------------E-LVP-----------------------------------------------NS-NK-TD--------------KAS-ML-DEIIDYVKFLQLQVKVLSMSRLGNAGA  

SmbHLH058   --RPRVRARRGQA-TDPH-------SIA-E-----RLR---RER---IA-ER-MKALQ-------------D-LVP-----------------------------------------------NA-NK-TD--------------KAS-ML-DEIVDYVKFLQLQVKVLSMSRLGSAAA  

SmbHLH068   AARPRVRARRGQA-TDPH-------SIA-E-----RLR---RER---IA-ER-MKSLQ-------------E-LVP-----------------------------------------------NS-NK-TD--------------KAS-ML-DEIIDYVKFLQLQVKVLSMSRLGNAGA  

SmbHLH076   SARPRVRARRGQA-TDPH-------SIA-E-----RLR---REK---IA-ER-MKALQ-------------E-LVP-----------------------------------------------NA-NK-TD--------------KAS-ML-DEIIDYVKFLQLQVKVLSMSRLGGAGA  

SmbHLH085   --RPRVRARRGQA-TDPH-------SIA-E-----RLR---RER---IA-ER-MKALQ-------------D-LVP-----------------------------------------------NA-NK-TD--------------KAS-ML-DEIVDYVKFLQLQVKVLSMSRLGSAAA  

OsbHLH099   -----------------------------------------------------MRALQ-------------D-LVP-----------------------------------------------NT-NK-TD--------------RAA-ML-DEILDYVKFLRLQVKVLSMSRLGGAGA  

AtbHLH007   TIRPRVRARRGQA-TDPH-------SIA-E-----RLR---RER---IA-ER-IRSLQ-------------E-LVP-----------------------------------------------TV-NK-TD--------------RAA-MI-DEIVDYVKFLRLQVKVLSMSRLGGAGA  

PpbHLH015   ---MRARAKRGCA-THPR-------SIA-E-----RVR---RTR---IS-ER-MKKLQ-------------D-LVP-----------------------------------------------NM-EKTTN--------------TSD-ML-DETVEYVKSLQMKVKELTETIAQLKAA  

AtbHLH080   SVPCRVRAKRGCA-THPR-------SIA-E-----RVR---RTR---IS-DR-IRRLQ-------------E-LVP-----------------------------------------------NM-DKQTN--------------TAD-ML-EEAVEYVKALQSQIQELTEQQKRCKCK  

OsbHLH111   QVPFRVRAKRGCA-THPR-------SIA-E-----RER---RTR---IS-EK-LRKLQ-------------A-LVP-----------------------------------------------NM-DKQTS--------------TSD-ML-DLAVDHIKGLQSQLQTLKEDKEKCTCS  

OsbHLH110   QVPFKVRAKRGCA-THPR-------SIA-E-----RER---RTR---IS-EK-LRKLQ-------------E-LVP-----------------------------------------------NM-DKQTS--------------TAD-ML-DLAVEHIKGLQSQLQALKHEQEKCTCC  

OsbHLH112   AVPCKIRAKRGCA-THPR-------SIA-E-----RVR---RTR---IS-ER-IRKLQ-------------E-LVP-----------------------------------------------NM-DKQTN--------------TAD-ML-DLAVDYIKDLQKQVKGLNDSRANCTCS  

OsbHLH109   SVACRARAKRGCA-THPR-------SIA-E-----RER---RTR---IS-KR-LKKLQ-------------D-LVP-----------------------------------------------NM-DKQTN--------------TSD-ML-DIAVTYIKELQGQVEKLKHDQANCTCS  

PpbHLH006   YSPCKTRARRGYA-THPR-------SIA-E-----RNR---RSR---IS-ER-MKKLQ-------------D-LVP-----------------------------------------------NM-DKQTN--------------TAD-ML-DEAVEYVKHLQTQVKDLSETIVRLKNS  

AtbHLH081   SVAFRVRAKRGCA-THPR-------SIA-E-----RVR---RTR---IS-DR-IRKLQ-------------E-LVP-----------------------------------------------NM-DKQTN--------------TAD-ML-EEAVEYVKVLQRQIQELTEEQKRCTCI  

AtbHLH130   SVPCKIRAKRGCA-THPR-------SIA-E-----RVR---RTR---IS-ER-MRKLQ-------------E-LVP-----------------------------------------------NM-DKQTN--------------TSD-ML-DLAVDYIKDLQRQYKILNDNRANCKCM  

PpbHLH094   VYLKTLRANRGHA-THPR-------SIA-E-----RVR---RGK---IS-ER-MKKLQ-------------E-LVP-----------------------------------------------NS-DRQTN--------------TAD-ML-DDAVEYVKQLQLQVQELTNTVAELQLL  

AtbHLH128   SVPCKIRAKRGCA-THPR-------SIA-E-----RER---RTR---IS-GK-LKKLQ-------------D-LVP-----------------------------------------------NM-DKQTS--------------YSD-ML-DLAVQHIKGLQHQLQNLKKDQENCTCG  

AtbHLH129   SVPCRARAKRGFA-THPR-------SIA-E-----RER---RTR---IS-GK-LKKLQ-------------E-LVP-----------------------------------------------NM-DKQTS--------------YAD-ML-DLAVEHIKGLQHQVEVRP---------  

PpbHLH075   -VQMRARAKRGCA-THPR-------SIA-E-----RVR---RTR---IS-ER-MKKLQ-------------D-LVP-----------------------------------------------NM-EKTTN--------------TAD-ML-DETVEYVKSLQVKVSELQETIA-----  

PpbHLH047   TVPMRTRAKRGCA-THPR-------SIA-E-----RVR---RTK---IS-ER-MKKLQ-------------D-LVP-----------------------------------------------SM-DKQTN--------------TSD-ML-DETVEYVKSLQRQVQELSDTVVRLEAA  

AtbHLH122   SIPCKIRAKRGCA-THPR-------SIA-E-----RVR---RTK---IS-ER-MRKLQ-------------D-LVP-----------------------------------------------NM-DTQTN--------------TAD-ML-DLAVQYIKDLQEQVKALEESRARCRCS  

PpbHLH016   VPLKTIRANRGHA-THPR-------SIA-E-----RVR---RGK---IS-ER-MKKLQ-------------D-LVP-----------------------------------------------SM-DRQTN--------------TAD-ML-DDAVEYVKQLQQQVQELSKTVAELQQL  

OsbHLH143   AVPCKIRAKRGCA-THPR-------SIA-E-----RVR---RTR---IS-ER-IRKLQ-------------E-LVP-----------------------------------------------NM-EKQTN--------------TAD-ML-DLAVDYIKELQKQVKVLNDSRSSCTCS  

PpbHLH008   AVPMRTRAKRGCA-THPR-------SIA-E-----RVR---RTK---IS-ER-MKRLQ-------------D-LVP-----------------------------------------------NM-DKQTN--------------TSD-ML-DETVEYVKSLQRKVQELSDTVARLKAD  

SmbHLH009   SVPCRLRAKRGCA-THPR-------SIA-E-----RVR---RTR---IS-ER-MRRLQ-------------E-LVP----------------------------------------------NMD-KQ-TN--------------TSD-ML-DEAVEYMKFLQKQV-------------  

SmbHLH033   SVPCKLRARRGCA-THPR-------SVA-E-----RVR---RTK---IS-EG-IKRLH-------------D-LVP----------------------------------------------NMD-KQ-TN--------------TAD-ML-NHAMEYMKQLKEKIEQMKEV-------  

SmbHLH059   SVPCRLRAKRGCA-THPR-------SIA-E-----RVR---RTR---IS-ER-MRRLQ-------------E-LVP----------------------------------------------NMD-KS-LAVIQQTN--------TSD-ML-DEAVEYMKFLQKQVDDLQECREKCQGL  

SmbHLH091   SVPCKLRARRGCA-THPR-------SVA-E-----RVR---RTK---IS-EG-IKRLH-------------D-LVP----------------------------------------------NMD-KQ-TN--------------TAD-ML-NHAMEYMKQLKEKIEQMKEELRRCKEK  

OsbHLH175   -------MS--RR-SRSRA------SSA-A-----RIT---DEQ---IG-DL-VSKLQ-------------A-LLP------------------------------------------EARLRSN-DR-VP--------------SAR-VL-QETCSYIRSLHREVDDLSERLAELLAA  

AtbHLH134   -------MSSSRR-SRQA-------SSS-S-----RIS---DDQ---IT-DL-ISKLR-------------Q-SIP-----------------------------------------EIRQNRRS-NT-VS--------------ASK-VL-QETCNYIRNLNKEADDLSDRLTQLLES  

OsbHLH177   ---MSSSRRSRTS-SRL--------AAA-P-----PPT---DEQ---MA-EL-ISKLQ-------------A-VLP------------------------------------------TRGGEAN-AKQAS--------------SAE-VL-QEACRYIRRLHREADALSERLAELLLL  

OsbHLH174   -------MSSRRS-SRS--------SVS-------------EEE---IN-EL-ISKLQ-------------S-LLP------------------------------------------SSRRRGA-NQ-AS--------------TTK-LL-KETCSYIKSLHREVDDLSDRLSDLMAG  

OsbHLH173   -------MSSRRS-SRG--------SIS-------------EEE---IN-EL-ISKLQ-------------S-LLP------------------------------------------NSRRRGS-SQ-AS--------------TTK-LL-KETCNYIKSLHREVDDLSDRLSDLMAT  

AtbHLH161   ------MSSRKSR-SRQ--------TGA-S-----MIT---DEQ---IN-DL-VLQLH-------------R-LLP-----------------------------------------ELANNRRS-GK-VS--------------ASR-VL-QETCSYIRNLSKEVDDLSERLSQLLES  

AtbHLH135   ------MSGRRSR-SRQS-------SGT-S-----RIS---EDQ---IN-DL-IIKLQ-------------Q-LLP-----------------------------------------ELRDSRRS-DK-VS--------------AAR-VL-QDTCNYIRNLHREVDDLSERLSELLAN  

OsbHLH153   -----MSSRRGGG-GGGG-----------------RIT---DEE---IN-EL-ISKLQ-------------A-LLP-----------------------------------------ESSRSRGA-SR-SS--------------ASK-LL-KETCSYIKSLHREVDDLSDRLSELMST  

OsbHLH154   ---MSSSRRSRSR-RAGSSVPSSSSSSR-T-----SIS---EDQ---IA-EL-LSKLQ-------------A-LLP-----------------------------------------ESQARNGA-HR-GS--------------AAR-VL-QETCSYIRSLHQEVDNLSETLAQLLAS  

AtbHLH136   --------MSNRR-SRQS-------SSA-P-----RIS---DNQ---MI-DL-VSKLR-------------Q-ILP-----------------------------------------EIGQRRRS-DK-AS--------------ASK-VL-QETCNYIRNLNREVDNLSERLSQLLES  

AtbHLH113   NRKPGKKGKRNQE-KSS--------VGI-A-----KVR---KER---LG-ER-IAALQ-------------Q-LVS-----------------------------------------------PY-GK-TD--------------AAS-VL-HEAMGYIKFLQDQIQVLCSPYLINHSL  

OsbHLH069   LLQAMQPKPS-CS-SNAN-------TLL-A-----KVR---KEK---LG-DR-ITALQ-------------Q-LVS-----------------------------------------------PF-GK-TD--------------TAS-VL-HEAIEYIKFLHEQVASLSSPYLKNGNP  

SmbHLH013   ----------------EM-------EMQ-M-----QVR---KEK---LG-ER-ISALQ-------------Q-LVS-----------------------------------------------PF-GK-TD--------------TAS-VL-LEAIGYIKFLHEQVQVLSSPYMKPAGV  

SmbHLH014   -------------------------------------R---KEK---LG-ER-ITALQ-------------Q-LVA-----------------------------------------------PF-GK-TD--------------TAS-VL-LEAIGYIKFLHEQVQVMSQITLNTSPN  

SmbHLH064   ----------------EM-------EMQ-M-----QVR---KEK---LG-ER-ISALQ-------------Q-LVS-----------------------------------------------PF-GK-TD--------------TAS-VL-LEAIGYIKFLHEQVQVLSSPYMKPAGV  

SmbHLH067   -------------------------------------R---KEK---LG-ER-ITALQ-------------Q-LVA-----------------------------------------------PF-GK-TD--------------TAS-VL-LEAIGYIKFLHDQVQVMSQITLNTSPN  

OsbHLH074   ETGSALKKAR-VQ-ASSSA------QST-L-----KVR---KER---LG-DR-ITALH-------------Q-IVS-----------------------------------------------PF-GK-TD--------------TAS-VL-QETIGYIRFLLGQIEALSYPYLGQCCS  

OsbHLH073   ATGSALKKAR-VQ-ASSSA------QST-L-----KVR---KER---LG-DR-ITALH-------------Q-IVS-----------------------------------------------PF-GK-TD--------------TAS-VL-QETIGYIRFLLSQIEALSYPYMGDANG  

OsbHLH075   RGGGKAKKFK-SE-T-SHSTS----SPK-H-----QSP---KVK---LG-EK-ITALQ-------------Q-IVS-----------------------------------------------PF-GK-TD--------------TAS-VL-LETITYIKFLHEQIQLFSQPYMTNSTN  

OsbHLH077   GSEGSTKKSK-HE-ATS-PTS----SLK-S-----QVP---KVK---LG-DK-ITALQ-------------Q-IVS-----------------------------------------------PF-GK-TD--------------TAS-VL-YEAINYIKWLHEQVQLLSDPYMKSSSS  

OsbHLH071   ALPPSSKKPR-LE---SHSSSM---LPS-F-----KVR---KEK---LG-DR-IAALQ-------------Q-LVS-----------------------------------------------PF-GK-TD--------------TAS-VL-MEAIGYIKFLQDQVETLSGPYLRSSKN  

AtbHLH153   LGESSIKRHK-SD----L-------SFS-S-----KER---KDK---VG-ER-ISALQ-------------Q-IVS-----------------------------------------------PY-GK-TD--------------TAS-VL-LDAMHYIEFLHEQVKVLSAPYLQTVPD  

OsbHLH065   FGSMTSKKPR-NT-SPRDA------PVS-P-----KEK---KDK---IG-ER-VAALQ-------------Q-LVS-----------------------------------------------PF-GK-TD--------------TAS-VL-QEASGYIKFLHQQLEVLSSPYMRAPPV  

OsbHLH070   IIFNLSQMVI--D-FL---------PIK-F-----HVR---KEK---LG-DR-VTALQ-------------Q-LVS-----------------------------------------------PF-GK-TD--------------TAS-VL-HETIEYIKFLHDQVGALSAPYLKNRQQ  

OsbHLH076   RQESTVKKSK-QE-ASK--------ASPP------KQPV-PKVK---LG-EK-ITALQ-------------Q-IVS-----------------------------------------------PF-GK-TD--------------TAS-VL-FETIKYIKFLHEQVQLLSEPYTNSSRS  

AtbHLH123   DHQPAAKRAK-SE-AASP-------SPA-F-----K-R---KEK---MG-DR-IAALQ-------------Q-LVS-----------------------------------------------PF-GK-TD--------------AAS-VL-SEAIEYIKFLHQQVSALSNPYMKSGAS  

AtbHLH114   YSPRLLKRPR-LE-TLSP-------LPS-F-----KVR---KEK---LG-DR-ITALQ-------------Q-LVS-----------------------------------------------PF-GK-TD--------------TAS-VL-NEAVEYIKFLQEQVTVLSNPEQNTIGS  

AtbHLH103   ESSQPLKRPR-LE-TPSH-------FPS-F-----KVR---KEK---LG-DR-ITALQ-------------Q-LVS-----------------------------------------------PF-GK-TD--------------TAS-VL-HDAIDYIKFLQEQITEKVSTSPHLNSI  

OsbHLH068   KKETAFKKPR-LE-TPSP-------LPT-F-----KVR---KEK---LG-DR-ITALQ-------------Q-LVS-----------------------------------------------PF-GK-TD--------------TAS-VL-HETIEYIKFLHDQVGALSAPYLKNGAH  

AtbHLH068   IGGSTNKKPRLQP-SPSS-------QST-L-----KVR---KEK---LG-GR-IAALH-------------Q-LVS-----------------------------------------------PF-GK-TD--------------TAS-VL-SEAIGYIRFLQSQIEALSHPYFGTTAS  

AtbHLH110   AGENASKKPR-VE-SRSS-------CPP-F-----KVR---KEK---LG-DR-IAALQ-------------Q-LVS-----------------------------------------------PF-GK-TD--------------TAS-VL-MEAIGYIKFLQSQIETLSVPYMRASRN  

OsbHLH072   ASGAAFKKARTQE-PSPA-------QAT-V-----KVR---KEK---LG-DR-ITALH-------------Q-LVS-----------------------------------------------PF-GK-TD--------------TAS-VL-LEAIGYIRFLHGQIEALSSPYLGNGGS  

OsbHLH078   HGVKCHAKPR----NQTT-------KAT-C-----KKR---SQK---LG-DR-ITALQ-------------Q-LVS-----------------------------------------------PY-GK-TD--------------TAS-VL-HEAAACIRQLHQQIQILTAPYPGTSSS  

OsbHLH066   RGCDQRKATAPAA-ATTT-------NKR-P-----RVR---RER---LG-ER-IIALQ-------------Q-LVS-----------------------------------------------PF-GK-SD--------------TAS-VL-HEALGYIRFLHDQVQVLSSPYLQRLPP  

OsbHLH067   SPAAAKKPR--IE-APSP-------MPT-F-----KVR---KEK---LG-DR-ITALQ-------------Q-LVS-----------------------------------------------PF-GK-TD--------------TAS-VL-HEAIEYIKFLHDQVASLSSPYLRCGRP  

AtbHLH154   EDNKIKRHKSS-D-L----------SFS-S-----KER---KDK---LA-ER-ISALQ-------------Q-LVS-----------------------------------------------PY-GK-TD--------------TAS-VL-LEGMQYIQFLQEQVKVLSAPYLQATPS  

AtbHLH112   -ESAAKKPR--VT-TPSP-------LPT-F-----KVR---KEN---LR-DQ-ITSLQ-------------Q-LVS-----------------------------------------------PF-GK-TD--------------TAS-VL-QEAIEYIKFLHDQVTVLSTPYMKQGAS  

SmbHLH027   MRSEKTPHRTQFQ-RENH-------ILA-E-----RQR---REE---MN-EK-FTALK-------------A-LLP-----------------------------------------------KS-TK-KD--------------KAS-IV-GETINYVLELEKKLKELQSTANSKTSH  

SmbHLH038   FGSEKTPHRTQLQ-RESH-------ILA-E-----RQR---REE---MN-DK-FSSLR-------------A-MLP-----------------------------------------------KS-SK-KD--------------KAS-IV-GDTINYVVDLEKTLKRLQACRAKRKGC  

SmbHLH065   MRSEKTPHRTQFQ-RENH-------ILA-E-----RQR---REE---MN-EK-FTALK-------------A-LLP-----------------------------------------------KS-TK-KD--------------KAS-IV-GETINYVLELEKKLKELQSTANSKTSH  

SmbHLH080   FGSEKTPHRTQLQ-RESH-------ILA-E-----RQR---REE---MN-DK-FSSLR-------------A-MLP-----------------------------------------------KS-SK-KD--------------KAS-IV-GDTINYVVDLEKTLKRLQACRAKRKGC  

PpbHLH060   YATERSPHRSQFQ-RENH-------ILA-E-----RQR---REE---MN-EK-FSALR-------------A-MIP-----------------------------------------------KA-TK-KD--------------KAS-IV-GDTIDYVLELEKRLKHLQACKDTASGS  

PpbHLH024   TVASKCKRPN--E-QSEH-------ILR-E-----RQR---RDD---MT-SK-FAVLE-------------S-LLP-----------------------------------------------TG-TK-RD--------------RSA-IV-DDSIQYVNNLHHRIKELQNRKVELNQS  

PpbHLH038   FKQSVGSRIP--T-PEEH-------ILR-E-----RKR---RLD---MA-SK-FQVLE-------------S-ILP-----------------------------------------------AG-IK-RE--------------KAV-VV-EDAIKLVKMLQLRKEELLKRRSNLKLE  

PpbHLH093   AEPPKESRLP--T-QAEH-------IIR-E-----RQR---RDD---MA-AK-YSILE-------------S-LLP-----------------------------------------------PA-AK-RE--------------RAV-VV-EDAMSFVKNLQHKKSELLKRRAKLKLA  

PpbHLH059   VELSKEARLP--T-QAEH-------IIR-E-----RQR---RDD---MA-AK-YLILE-------------S-LLP-----------------------------------------------PA-AK-RE--------------RAV-VV-EDAISFVKSLQHKRTELLKRRVKLKVA  

PpbHLH061   KDQVVKGKRPT-D-AVGH-------IIR-E-----RQR---RDD---MT-NK-FLLLE-------------S-ILP-----------------------------------------------PA-PK-RD--------------RAT-VI-KDSIQYVKNLRHRVKNLHQKRSQMRSK  

PpbHLH064   TMDVKQKRPP--E-QSDH-------ILR-E-----RQR---RDD---MT-SK-FAILE-------------S-LLP---------------------------------------IGVKVLSSSW-FQ-RD--------------RST-IV-EDSIAHLKNLHHRIEELQGRRSDLQRA  

PpbHLH036   NTRTQKTRYF--D-KVEH-------IVR-E-----RWR---RDD---MA-GK-FLALE-------------S-LLP-----------------------------------------------PG-LK-RD--------------RST-IV-EDSVNLVKSLQHRKQEVLKRRSELRSA  

PpbHLH052   SIGPKGKRMN--E-QADH-------ILR-E-----RQR---RDD---MT-SK-FAILE-------------S-LLP-----------------------------------------------IG-TK-RD--------------RST-IV-DESIEYVKNLHHRIKELQDRKMLLIQS  

PpbHLH049   EKQVKSKRPS--E-QVDH-------ILR-E-----RQR---RDD---MT-SK-FAILE-------------S-LLP-----------------------------------------------IG-LK-RD--------------RST-IV-DDSIVHVKNLHHRIQILQQRRLQLQQA  

PpbHLH040   GPKTSFRRPN--D-QAGH-------IIR-E-----RQR---RDD---MT-NK-FLILE-------------S-LLP--------------------PGPKVNNMRCSRFRVSKGPFNALTGWTLP-QK-RD--------------RST-VV-DDSVEYVKNLHQRLKDTQKRRADILKA  

PpbHLH090   ANIRTQKTRYF-D-KVEH-------IVR-E-----RWR---RDD---MA-GK-FLALE-------------S-LLP-----------------------------------------------PS-TK-RD--------------RST-IV-EDSIKLVKSLQHRKDEILKRRHELRSA  

PpbHLH091   EQRMKSKRLT--D-QAEH-------ILR-E-----RQR---RDD---MS-NK-FLMLE-------------S-LLP------------------------------------------PGPKFLR-IK-RD--------------RST-IV-DHSVAYVKSLHECIKNLQEKRLEILKS  

OsbHLH055   ---------------MSH-------IAV-E-----RNR---RRQ---MN-DH-LKVLR-------------S-LTP---------------------------------------------AFYI-KR-GD--------------QAS-II-GGAIDFIKELQTLLQSLEAQKKRRQQP  

AtbHLH094   RNCKNKEEIENQ--RMTH-------IAV-E-----RNR---RKQ---MN-EY-LAVLR-------------S-LMP---------------------------------------------SSYA-QR-GD--------------QAS-IV-GGAINYVKELEHILQSMEPKRTRTHDP  

AtbHLH098   EAEEDNKQDGQQ--KMSH-------VTV-E-----RNR---RKQ---MN-EH-LTVLR-------------S-LMP---------------------------------------------CFYV-KR-GD--------------QAS-II-GGVVEYISELQQVLQSLEAKKQRKTYA  

AtbHLH096   RSSKNKEEIENQ--RMTH-------IAV-E-----RNR---RKQ---MN-EY-LAVLR-------------S-LMP---------------------------------------------PYYA-QR-GD--------------QAS-IV-GGAINYLKELEHHLQSMEPPVKTATED  

OsbHLH046   RAAKNKEEVESQ--RMTH-------IAV-E-----RNR---RKQ---MN-EY-LAVLR-------------S-LMP---------------------------------------------PSYA-QR-GD--------------QAS-IV-GGAINFVKELEQLLQSLEARKSSRQCA  

OsbHLH045   KAAKNREEIESQ--RMTH-------IAV-E-----RNR---RRQ---MN-EY-LAVLR-------------S-LMP---------------------------------------------PSYA-QR-GD--------------QAS-IV-GGAINYVRELEQLLQTLEARRTIKDHI  

AtbHLH067   KPSKNNEEIENQ--RINH-------IAV-E-----RNR---RRQ---MN-EH-INSLR-------------A-LLP---------------------------------------------PSYI-QR-GD--------------QAS-IV-GGAINYVKVLEQIIQSLESQKRTQQQS  

AtbHLH070   KPTKNIEEIESQ--RMTH-------IAV-E-----RNR---RRQ---MN-VH-LNSLR-------------S-IIP---------------------------------------------SSYI-QR-GD--------------QAS-IV-GGAIDFVKILEQQLQSLEAQKRSQQSD  

OsbHLH053   LAAAVGDGDGAA--KMSH-------ITV-E-----RNR---RKQ---MN-EH-LAVLR-------------S-LMP---------------------------------------------CFYV-KR-GD--------------QAS-II-GGVVDYIKELQQVLRSLEAKKNRKAYA  



AtbHLH045   ---------------MSH-------IAV-E-----RNR---RRQ---MN-EH-LKSLR-------------S-LTP---------------------------------------------CFYI-KR-GD--------------QAS-II-GGVIEFIKELQQLVQVLESKKRRKTLN  

OsbHLH049   KSCKSREETETQ--RMTH-------IAV-E-----RNR---RRQ---MN-EY-LAILR-------------S-LMP---------------------------------------------EPYV-QR-GD--------------QAS-IV-GGAIEFVKELEQQLQSLEAQKRTLLPH  

AtbHLH097   RTSKTSEEVESQ--RMTH-------IAV-E-----RNR---RKQ---MN-EH-LRVLR-------------S-LMP---------------------------------------------GSYV-QR-GD--------------QAS-II-GGAIEFVRELEQLLQCLESQKRRRILG  

OsbHLH052   EKRKKPEEAENQ--RMTH-------IAV-E-----RNR---RRL---MN-DH-LASLR-------------S-LIP---------------------------------------------SNYI-PR-GD--------------QAT-VV-GGAIDYVKQLEQQLVALQAAAAERSGV  

OsbHLH044   KVVKNKEEIECQ--RMTH-------IAV-E-----RNR---RRQ---MN-EY-LAVLR-------------S-LMP---------------------------------------------ASYS-QR-GD--------------QAS-IV-GGAINYVKELEQLLQSLEVQKSLKNRS  

AtbHLH057   RAPKNKDEVENQ--RMTH-------IAV-E-----RNR---RRQ---MN-EH-LNSLR-------------S-LMP---------------------------------------------PSFL-QR-GD--------------QAS-IV-GGAIDFIKELEQLLQSLEAEKRKDGTD  

SmbHLH083   KSCKNSEEVESQ--RQTH-------IAV-E-----RNR---RKQ---MN-EH-LNVLR-------------S-LMP---------------------------------------------GSYV-QR-GD--------------QAS-II-GGAIEFVKELEQLLQCLQAQKRRRLYS  

SmbHLH086   -----------------------------------------------MN-EH-LNVLR-------------S-LMP---------------------------------------------GSYV-QR-GD--------------QAS-II-GGAIEFVKELEQLLQCLQAQKRRRLYS  

SmbHLH087   ---------------MTH-------IAV-E-----RNR---RRQ---MN-EH-LRVLR-------------A-LMP---------------------------------------------GSYV-QR-GD--------------QAS-II-GGAIEFVKELQQLLQCLEEQKKRKMSF  

SmbHLH088   ---------------MTH-------IAV-E-----RNR---RRQ---MN-EH-LRVLR-------------A-LMP---------------------------------------------GSYV-QR-GD--------------QAS-II-GGAIEFVKELQQLLQCLEEQKKRKMSF  

SmbHLH094   RPCKSSEEVESQ--RMTH-------IAV-E-----RNR---RRQ---MN-EH-LRVLR-------------A-LMP---------------------------------------------GSYV-QR-GD--------------QAS-II-GGAIEFVKELQQLLQCLEEQKKRKMSF  

SmbHLH095   RPCKSSEEVESQ--RMTH-------IAV-E-----RNR---RRQ---MN-EH-LRVLR-------------A-LMP---------------------------------------------GSYV-QR-GD--------------QAS-II-GGAIEFVKELQQLLQCLEEQKKRKMSF  

SmbHLH100   KSCKNSEEVESQ--RQTH-------IAV-E-----RNR---RKQ---MN-EH-LNVLR-------------S-LMP---------------------------------------------GSYV-QR-GD--------------QAS-II-GGAIEFVKELEQLLQCLQAQKRRRLYS  

AtbHLH099   RSEKTIVDKENQ--RMNH-------IAV-E-----RNR---RKQ---MN-HF-LSILK-------------S-MMP---------------------------------------------LSYS-QP-ND--------------QAS-II-EGTISYLKKLEQRLQSLEAQLKATKLN  

OsbHLH050   RSCKSREDAESQ--RMTH-------IAV-E-----RNR---RRQ---MN-EY-LAVLR-------------S-LMP---------------------------------------------ESYV-HR-GD--------------QAS-IV-GGAIDFVKELEQLLQSLEAQKRTLLMQ  

OsbHLH051   RTVKTSEEVESQ--RMTH-------IAV-E-----RNR---RRQ---MN-EY-LRVLR-------------S-LMP---------------------------------------------GSYV-QR-GD--------------QAS-II-GGAIEFIRELEQLIQCLESQKRRRLYG  

AtbHLH071   RVCKNEEEAENQ--RMTH-------IAV-E-----RNR---RRQ---MN-QH-LSVLR-------------S-LMP---------------------------------------------QPFA-HK-GD--------------QAS-IV-GGAIDFIKELEHKLLSLEAQKHHNAKL  

OsbHLH047   RTVKNREEVESQ--RMTH-------IAV-E-----RNR---RKQ---MN-EY-LAVLR-------------S-LMP---------------------------------------------ASYV-QR-GD--------------QAS-II-GGAINYVKEMEQLLQSLEAHRHARRAR  

OsbHLH048   KVVKNKEEAESQ--RRNH-------IAV-E-----RNR---RRQ---MN-EY-LAVLR-------------S-LMP---------------------------------------------PSYA-QR-GD--------------QAS-IV-AGAINFVKELEQLLQSLEAQKRRAEHA  

PpbHLH054   RAPKQGDEVESQ--RMTH-------IAV-E-----RNR---RKQ---MN-EH-LAALR-------------A-LMP---------------------------------------------GSYV-QK-GD--------------QAS-IV-GGAIEFVKELEHLLHCLQAQKRRRAYN  

PpbHLH018   ---------------MTH-------IAV-E-----RNR---RKQ---MN-EH-LTALR-------------A-LMP---------------------------------------------GYFI-QK-GD--------------QAS-II-GGAIEFVRELEHLLHCLQAQKRQRAQS  

OsbHLH054   ESSTTDVAAATTP-KTAH-------IAV-E-----RNR---RKQ---MN-EN-LAVLR-------------S-LMP---------------------------------------------CFYV-KR-GD--------------QAS-II-GGVVDYIKELQQVLHSLEAKKQRKVYT  

PpbHLH048   QKKWNGKRPVSQ--RENH-------IWS-E-----RQR---RKG---MN-YL-FSTLR-------------S-LLP----------------------------------------------HPT-SK-TD--------------KST-VV-GEIIKYIESLQVKLDMLTKKRQQVMAA  

SmbHLH019   DLGVDTKSKSISP-RESH-------ILS-E-----RQR---RKG---MN-HL-FSTLA-------------S-LLP----------------------------------------------ETC-SK-SD--------------KST-IV-SEIISYIHLLRKDLEDLDKKRSDVLRS  

SmbHLH026   SPLCSSPSKMGEPDHEVH-------IWT-E-----RER---RKK---MR-SM-FVTLH-------------S-MLP----------------------------------------------KVP-SK-AD--------------KST-IV-DEAITYIKSLEQKMQRLLKKKSEKAKS  

SmbHLH032   DLGVDSKSKSISP-RESH-------ILS-E-----RQR---RKG---MN-HL-FSTLA-------------S-LLP----------------------------------------------ETC-SK-SD--------------KST-IV-SEIISYIHLLRKDLEDLDKKRSDVLRS  

SmbHLH048   PLCSSPSKMGEPD-HEVH-------IWT-E-----RER---RKK---MR-SM-FVTLH-------------S-MLP----------------------------------------------KVP-SK-AD--------------KST-IV-DEAINYIKSLEQKMQRLLKKKSEKVKS  

SmbHLH081   VQQKWPGKRPLAQ-RESH-------IWS-E-----RER---RKG---MN-RL-FCILR-------------S-LLP----------------------------------------------EPS-SK-TD--------------KST-VV-GEIIKYISFLRLSIEELTKKKSDILQR  

OsbHLH146   QGGGGGGGGRS-R-ERMH-------IFA-E-----RER---RRK---IK-NM-FTDLR-------------D-LVP----------------------------------------------SLT-NK-AD--------------KAT-IV-GEAISFIRSLEETVADLERRKRERNSL  

PpbHLH037   KSKGSGKRPVS-Q-RENH-------IWS-E-----RER---RKG---MN-CL-FTRLR-------------N-LLP----------------------------------------------HPT-SK-TD--------------KST-VI-GEIIKYIQSLQVKLEMLTKKRQQVMAA  

OsbHLH144   TNGKGKNAMDM-E-HALH-------IWT-E-----RER---RKK---MK-NM-FSTLH-------------G-LLP----------------------------------------------KIP-GK-TD--------------KAS-IV-GEAIGYIKTLEDVVQKLETIKTERVRA  

PpbHLH097   TTQAFLNKAVS-Q-RESH-------IWS-E-----RQR---RRS---MN-QL-YTTIR-------------A-LLP----------------------------------------------HQS-VK-TD--------------KAT-VV-MDIINYIRAMQADLEVLSRRRDQLLAA  

AtbHLH095   RNDKNHEEESP-D-HEIH-------IWT-E-----RER---RKK---MR-DM-FSKLH-------------A-LLP----------------------------------------------QLP-PK-AD--------------KST-IV-DEAVSSIKSLEQTLQKLEMQKLEKLQY  

PpbHLH092   ELGAASAKGEP-R-GVNH-------FAT-E-----RQR---REY---LN-EK-YQTLR-------------S-LVP-----------------------------------------------NP-TK-AD--------------RAS-IV-ADAIEYVKELKRTVQELQLLVQEKRRA  

OsbHLH141   CRRGKGEFGKG-K-GKAN-------FAT-E-----RER---REQ---LN-VK-FRTLR-------------M-LFP-----------------------------------------------NP-TK-ND--------------RAS-IV-GDAIEYIDELNRTVKELKILVEQKRHG  

SmbHLH037   KDFTFAKGAES-R-GINH-------FAT-E-----RQR---REY---LN-EK-YQTLR-------------S-LVP-----------------------------------------------NP-SK-AD--------------RAS-IV-ADAIDYVKELKRTVQELQLLVEEKRRG  

SmbHLH055   RDFTFGKGAEN-R-GINH-------FAT-E-----RQR---REY---LN-EK-YQTLR-------------S-LVP-----------------------------------------------NP-SK-AD--------------RAS-IV-ADAIEYVKELKRTVQELQLLVEEKRRG  

PpbHLH098   DHGAASGKGEP-R-GVNH-------FAT-E-----RQR---REY---LN-EK-YQTLR-------------S-LVP-----------------------------------------------NP-TK-AD--------------RAS-IV-ADAIEYVKELKRTVQELQLLVQEKRRA  

AtbHLH010   NNGVTRKGRGS-R-KSRT-------SPT-E-----RER---RVH---FN-DR-FFDLK-------------N-LIP-----------------------------------------------NP-TK-ID--------------RAS-IV-GEAIDYIKELLRTIEEFKMLVEKKRCG  

AtbHLH091   EFSKEIRRKGRGK-RKNKP------FTT-E-----RER---RCH---LN-ER-YEALK-------------L-LIP-----------------------------------------------SP-SK-GD--------------RAS-IL-QDGIDYINELRRRVSELKYLVERKRCG  

OsbHLH142   RSRATAGFHGGGP-ANGV-------EKK-E-----KQR---RLR---LT-EK-YNALM-------------L-LIP-----------------------------------------------NR-TK-ED--------------RAT-VI-SDAIEYIQELGRTVEELTLLVEKKRRR  

AtbHLH089   DDGLNRKGRGS-K-KRKI-------FPT-E-----RER---RVH---FK-DR-FGDLK-------------N-LIP-----------------------------------------------NP-TK-ND--------------RAS-IV-GEAIDYIKELLRTIDEFKLLVEKKRVK  

AtbHLH138   ERFKAEEGKGS-K-KSRT-------FLT-E-----RER---RAL---FN-DR-FFDLK-------------N-LIP-----------------------------------------------NP-TK-GG--------------EAS-IV-QDGIVYINELQRLVSELKYLVEKKKCG  

SmbHLH084   KRDFTFGKGAENR-GINH-------FAT-E-----RQR---REY---LN-EK-YQTLR-------------S-LVP-----------------------------------------------NP-SK-AD--------------RAS-IV-ADAIEYVKELKRTVQELQLLVEEKRRG  

AtbHLH146   --------------DGIR-------ILE-R-----PDKEGGNEEGG-IE-ER-LRELK-------------K-LLP-----------------------------------------------GG-EE-MN--------------VEE-ML-SEIGNYIKCLELQTIALKSIVQDST--  

SmbHLH052   SQEQAGENILKSL-FNED-------NES-E----------IDNA---IE-RQ-LRVLR-------------R-LIP-----------------------------------------------DG-NK-FH--------------NEE-ML-DKAIEYVHFLQRKIQIFESKWRCNLQE  

SmbHLH040   ENILKSLFNEDNE-SEID-------NGA-F------------EA---IE-SQ-LCVLR-------------R-LIP-----------------------------------------------DG-NK-FH--------------DEE-ML-DKAIEYVHFLQRKIQIFESKWQRNLQE  

SmbHLH047   EVEVEAGEAEISS-PPSV-------NIH-E-----------K-A---VD-SR-LELLQ-------------H-LIP-----------------------------------------------HS-SRQLD--------------EEQ-VL-EVAIDYVKRQGHLHVPTVNGGGNDNMT  

SmbHLH070   EVEVEAGEAEISS-PPSV-------NIH-E-----------K-A---VD-SR-LELLQ-------------H-LIP-----------------------------------------------HS-SRQLD--------------EEQ-VL-EVAIDYVKSLEEEIKMFGASKDGLSSE  

AtbHLH101   QEEDRGAVVLE-K-KLNH-------NAS-E-----RDR---RRK---LN-AL-YSSLR-------------A-LLP--------------------------------------------LSDQK-RK-LS--------------IPM-TV-ARVVKYIPEQKQELQRLSRRKEELLKR  

OsbHLH147   VAVHGGGGGGGNR-ACMF-------AVR-E-----RER---RRR---MN-DM-FAGIR-------------R-LVP--------------------------------------------NLPEK-GE-E--------------------V--RMEAQKQELQRERDRLAMEVAAAAGG  

AtbHLH055   EIMKGDDEPKN-K-RAKH-------KEL-E-----RQR---RQE---NT-SL-FKILR-------------Y-LLP--------------------------------------------SQYIK-GK-RS--------------SAD-HV-LEAVNYIKDLQKKIKEVSEKRDRIKRS  

AtbHLH036   ----------M-E-KMMH-------RET-E-----RQR---RQE---MA-SL-YASLR-------------S-LLP--------------------------------------------LHFIK-GK-RS--------------TSD-QV-NEAVNYIKYLQRKIKELSVRRDDLMVL  

AtbHLH120   MPQERDETKKE-K-KLLH-------RNI-E-----RQR---RQE---MA-IL-FASLR-------------S-QLP---------------------------------------LKYIKALSSQ-GK-RA--------------MSD-HV-NGAVSFIKDTQTRIKDLSARRDELKRE  

AtbHLH125   EANKNDDDRES-K-KMKH-------RDI-E-----RQR---RQE---VS-SL-FKRLR-------------T-LLP--------------------------------------------FQYIQ-GK-RS--------------TSD-HI-VQAVNYIKDLQIKIKELNEKRNRVKKV  

AtbHLH100   NRTLLDNPVVM-K-KLNH-------NAS-E-----RER---RKK---IN-TM-FSSLR-------------S-CLP--------------------------------------------PTNQT-KK-LS--------------VSA-TV-SQALKYIPELQEQVKKLMKKKEELSFQ  

OsbHLH056   SGYGSGGSGSH-R-KLSH-------NAY-E-----RDR---RKQ---LN-EL-YSSLR-------------A-LLP--------------------------------------------DADHT-KK-LS--------------IPT-TV-SRVLKYIPELQKQVENLERKKKELTTT  

AtbHLH038   GNEIDNNPVVV-K-KLNH-------NAS-E-----RDR---RKK---IN-TL-FSSLR-------------S-CLP--------------------------------------------ASDQS-KK-LS--------------IPE-TV-SKSLKYIPELQQQVKRLIQKKEEILVR  

AtbHLH039   GNEIDNNPVVV-K-KLNH-------NAS-E-----RDR---RRK---IN-SL-FSSLR-------------S-CLP--------------------------------------------ASGQS-KK-LS--------------IPA-TV-SRSLKYIPELQEQVKKLIKKKEELLVQ  

AtbHLH118   ----------M-E-KLVH-------KEI-E-----KRR---RQE---MA-SL-YASLR-------------S-LLP--------------------------------------------LEFIQ-GK-RS--------------TSD-QV-KGAVNYIDYLQRNIKDINSKRDDLVLL  

AtbHLH126   TAHETDDNKKK-K-KLLH-------RDI-E-----RQR---RQE---MA-TL-FATLR-------------T-HLP--------------------------------------------LKYIK-GK-RA--------------VSD-HV-NGAVNFIKDTEARIKELSARRDELSRE  

AtbHLH160   HEVDGSSSGAA-K-KQDH-------NAK-E-----RLR---RMR---LH-AS-YLTLG-------------T-LLP--------------DHSSSSSKVLFSLLLLQVRYVLLVVELYITFLADW-QK-KW--------------SAP-SIIDNVITYIPKLQNEVGELTLRKQKLVEL  

OsbHLH168   SGSGASSTAAA-A-AAER-------KEM-E-----RRR---RQD---MK-GL-CVKLA-------------S-LIP--------------------------------------KEHCSMSKMQA-AS-RT--------------QLG-SL-DEAAAYIKKLKERVDELHHKRSMMSIT  

OsbHLH169   GGGGNCYSSSS-S-KMER-------KDV-E-----KNR---RLH---MK-GL-CLKLS-------------S-LIP-------------------------AAAPRRHHHHYSTSSSSSPPSSTK-EA-VT--------------QLD-HL-EQAAAYIKQLKGRIDELKKRKQQAAAL  

OsbHLH170   CERSPGTAVEAAS-GRPP-------KAGSE-----RAR---RQT---MS-RL-YDELG-------------A-LLP----------------------------------------------NLP-PR-AS--------------TTR-IV-EEAIACVGELRARTAELEAYSAVAAAA  

AtbHLH162   MEPSHSNTGQS-R-SVDR-------KTV-E-----KNR---RMQ---MK-SL-YSELI-------------S-LLP--------------------------------------------HHSST-EP-LT--------------LPD-QL-DEAANYIKKLQVNVEKKRERKRNLVAT  

OsbHLH172   IPPPSAGGGGGGG-KPDR-------KTT-E-----RIR---REQ---MN-KL-YSHLD-------------S-LVR------------------SAPPTVNSIPSHSNSNSKYHQRKLRILGGAA-AA-TT--------------RPD-RL-GVAAEYIRQTQERVDMLREKKRELTGG  

AtbHLH042   DNTKDKRLPRE-D--LSH-------VVA-E-----RRR---REK---LN-EK-FITLR-------------S-MVP-----------------------------------------------FV-TK-MD--------------KVS-IL-GDTIAYVNHLRKRVHELENTHHEQQHK  

AtbHLH001   KLMLDSPEARD-E-TGNH-------AVL-E-----KKR---REK---LN-ER-FMTLR-------------K-IIP-----------------------------------------------SI-NK-ID--------------KVS-IL-DDTIEYLQELERRVQELESCRESTDTE  

AtbHLH002   KKEELLPDTPE-E-TGNH-------ALS-E-----KKR---REK---LN-ER-FMTLR-------------S-IIP-----------------------------------------------SI-SK-ID--------------KVS-IL-DDTIEYLQDLQKRVQELESCRESADTE  

AtbHLH003   KRGRKPANGRE-E-ALNH-------VEA-E-----RQR---REK---LN-QR-FYALR-------------A-VVP-----------------------------------------------NI-SK-MD--------------KAS-LL-ADAITYITDMQKKIRVYETEKQIMKRR  

AtbHLH004   KRGRKPANGRE-E-PLNH-------VEA-E-----RQR---REK---LN-QR-FYSLR-------------A-VVP-----------------------------------------------NV-SK-MD--------------KAS-LL-GDAISYISELKSKLQKAESDKEELQKQ  

AtbHLH005   KRGRKPANGRE-E-PLNH-------VEA-E-----RQR---REK---LN-QR-FYSLR-------------A-VVP-----------------------------------------------NV-SK-MD--------------KAS-LL-GDAISYINELKSKLQQAESDKEEIQKK  

AtbHLH006   KRGRKPANGRE-E-PLNH-------VEA-E-----RQR---REK---LN-QR-FYALR-------------A-VVP-----------------------------------------------NV-SK-MD--------------KAS-LL-GDAIAYINELKSKVVKTESEKLQIKNQ  

AtbHLH011   RGAEMVVEVKKEA-VCSQ------KAER-E-----KLR---RDK---LK-EQ-FLELGN------------A-LDP-----------------------------------------------NR-PK-SD--------------KAS-VL-TDTIQMLKDVMNQVDRLKAEYETLSQE  

AtbHLH012   HTKRMFPSQNS-G-LNQD-------DPS-D-----R-R---KE-----N-EK-FSVLR-------------T-MVP-----------------------------------------------TV-NE-VD--------------KES-IL-NNTIKYLQELEARVEELESCMGSVNFV  

AtbHLH013   KRGRRPANGRA-E-ALNH-------VEA-E-----RQR---REK---LN-QR-FYALR-------------S-VVP-----------------------------------------------NI-SK-MD--------------KAS-LL-GDAVSYINELHAKLKVMEAERERLGYS  

AtbHLH014   VAAATKEKHHP-A-VLSH-------VEA-E-----KQR---REK---LN-HR-FYALR-------------A-IVP-----------------------------------------------KV-SR-MD--------------KAS-LL-SDAVSYIESLKSKIDDLETEIKKMKMT  

AtbHLH017   KRGRKPANGRE-E-PLNH-------VEA-E-----RQR---REK---LN-QR-FYALR-------------S-VVP-----------------------------------------------NI-SK-MD--------------KAS-LL-GDAISYIKELQEKVKIMEDERVGTDKS  

AtbHLH018   RAQSLTRSQSNA--QD-H-------ILA-E-----RKR---REK---LT-QR-FVALS-------------A-LIP-----------------------------------------------GL-KK-MD--------------KAS-VL-GDAIKHIKYLQESVKEYEEQKKEKTME  

AtbHLH019   TCSHGTRSPVLA--KE-H-------VLA-E-----RKR---REK---LS-EK-FIALS-------------A-LLP-----------------------------------------------GL-KK-AD--------------KVT-IL-DDAISRMKQLQEQLRTLKEEKEATRQM  

AtbHLH020   VNNGGRREPHLL--KE-H-------VLA-E-----RKR---RQK---LN-ER-LIALS-------------A-LLP-----------------------------------------------GL-KK-TD--------------KAT-VL-EDAIKHLKQLQERVKKLEEERVVTKKM  

AtbHLH021   DPKYKKKSGKGSQ-AKN--------LMA-E-----RRR---RKK---LN-DR-LYALR-------------S-LVP-----------------------------------------------RI-TK-LD--------------RAS-IL-GDAINYVKELQNEAKELQDELEENSET  

AtbHLH022   QVTKEKEEDENFK-SPN--------LEA-E-----RRR---REK---LH-CR-LMALR-------------S-HVP-----------------------------------------------IV-TN-MT--------------KAS-IV-EDAITYIGELQNNVKNLLETFHEMEEA  

AtbHLH025   RAQPFSRNQSNA--QD-H-------IIA-E-----RKR---REK---LT-QR-FVALS-------------A-LVP-----------------------------------------------GL-KK-MD--------------KAS-VL-GDALKHIKYLQERVGELEEQKKERRLE  

AtbHLH027   SSSPDGAATSPAS-SKN--------VVS-E-----RNR---RQK---LN-QR-LFALR-------------S-VVP-----------------------------------------------NI-SK-LD--------------KAS-VI-KDSIDYMQELIDQEKTLEAEIRELESR  

AtbHLH028   KRGRKPAHGRD-K-PLNH-------VEA-E-----RMR---REK---LN-HR-FYALR-------------A-VVP-----------------------------------------------NV-SK-MD--------------KTS-LL-EDAVCYINELKSKAENVELEKHAIEIQ  

AtbHLH029   TNNDGTRKTKTDR-SRT--------LIS-E-----RRR---RGR---MK-DK-LYALR-------------S-LVP-----------------------------------------------NI-TK-MD--------------KAS-IV-GDAVLYVQELQSQAKKLKSDIAGLEAS  

AtbHLH033   NNNKG--KKKGMP-AKN--------LMA-E-----RRR---RKK---LN-DR-LYMLR-------------S-VVP-----------------------------------------------KI-SK-MD--------------RAS-IL-GDAIDYLKELLQRINDLHTELESTPPS  

AtbHLH034   ECSGKRRRTGSCS-KPGT------KACR-E-----KLR---REK---LN-DK-FMDLSS------------V-LEP-----------------------------------------------GRTPK-TD--------------KSA-IL-DDAIRVVNQLRGEAHELQETNQKLLEE  

AtbHLH035   YDSSSPDGAASSPASKN--------IVS-E-----RNR---RQK---LN-QR-LFALR-------------S-VVP-----------------------------------------------NI-TK-MD--------------KAS-II-KDAISYIEGLQYEEKKLEAEIRELEST  

AtbHLH041   GGGRYTSGPSA-T-QLQH-------MIS-E-----RKR---REK---LN-ES-FQALR-------------S-LLP-----------------------------------------------PG-TK-KD--------------KAS-VL-SIAREQLSSLQGEISKLLERNREVEAK  

AtbHLH047   TADERCRKGKV-P-KRIN------KAVR-E-----RLK---REH---LN-EL-FIELAD------------T-LEL------------------------------------------------NQQN-SG--------------KAS-IL-CEATRFLKDVFGQIESLRKEHASLLSE  

AtbHLH061   NKKRSNKKLEGQP-SKN--------LMA-E-----RRR---RKR---LN-DR-LSLLR-------------S-IVP-----------------------------------------------KI-TK-MD--------------RTS-IL-GDAIDYMKELLDKINKLQEDEQELGSN  

AtbHLH090   KANKKLLPTENFK-SKN--------LHS-E-----RKR---RER---IN-QA-MYGLR-------------A-VVP-----------------------------------------------KI-TK-LN--------------KIG-IF-SDAVDYINELLVEKQKLEDELKGINEM  

AtbHLH092   EKKNTVAPEKE-R-SRRH-------MLK-E-----RTR---REK---QK-QS-YLALH-------------S-LLP-----------------------------------------------FA-TK-ND--------------KNS-IV-EKAVDEIAKLQRLKKELVRRIKVIEEK  

AtbHLH093   TNKKKSKKLEGQP-SKN--------LMA-E-----RRR---RKR---LN-DR-LSMLR-------------S-IVP-----------------------------------------------KI-SK-MD--------------RTS-IL-GDAIDYMKELLDKINKLQDEEQELGNS  

AtbHLH104   DCSRKRARTGSCSRGGGT------KACR-E-----RLR---REK---LN-ER-FMDLSS------------V-LEP-----------------------------------------------GRTPK-TD--------------KPA-IL-DDAIRILNQLRDEALKLEETNQKLLEE  

AtbHLH105   PGSKKRGRCESSS-ATSS------KACR-E-----KQR---RDR---LN-DK-FMELGA------------I-LEP-----------------------------------------------GNPPK-TD--------------KAA-IL-VDAVRMVTQLRGEAQKLKDSNSSLQDK  

AtbHLH115   PSSRKRIKTESCT-GSNS------KACR-E-----KQR---RDR---LN-DK-FTELSS------------V-LEP-----------------------------------------------GRTPK-TD--------------KVA-II-NDAIRMVNQARDEAQKLKDLNSSLQEK  

AtbHLH116   IGGGGKGKKKGMP-AKN--------LMA-E-----RRR---RKK---LN-DR-LYMLR-------------S-VVP-----------------------------------------------KI-SK-MD--------------RAS-IL-GDAIDYLKELLQRINDLHNELESTPPG  

AtbHLH121   --------MDVSA-RKSQ------KAGR-E-----KLR---REK---LN-EH-FVELGN------------V-LDP-----------------------------------------------ER-PK-ND--------------KAT-IL-TDTVQLLKELTSEVNKLKSEYTALTDE  

OsbHLH001   G--GGRGKKKGMP-AKN--------LMA-E-----RRR---RKK---LN-DR-LYMLR-------------S-VVP-----------------------------------------------KI-SK-MD--------------RAS-IL-GDAIEYLKELLQRINDLHNELESAPSS  

OsbHLH002   VTGDGKGKKKGMP-AKN--------LMA-E-----RRR---RKK---LN-DR-LYMLR-------------S-VVP-----------------------------------------------KI-SK-MD--------------RAS-IL-GDAIEYLKELLQKINDLQNELESSPAT  

OsbHLH003   GGVHPRSKLHGTP-SKN--------LMA-E-----RRR---RKR---LN-DR-LSMLR-------------S-IVP-----------------------------------------------KI-SK-MD--------------RTS-IL-GDTIDYVKELTERIKTLEEEIGVTPEE  

OsbHLH004   RPRSCRPPQPGAP-SKN--------LMA-E-----RRR---RKR---LN-DR-LSMLR-------------S-VVP-----------------------------------------------RI-SK-MD--------------RTS-IL-GDTIGYVKELMDRIKNLQVEAATGDSS  

OsbHLH005   DGEGRSGGAKRQQ-CKN--------LEA-E-----RKR---RKK---LN-GH-LYKLR-------------S-LVP-----------------------------------------------NI-TK-MD--------------RAS-IL-GDAIDYIVGLQKQVKELQDELEDNHVH  

OsbHLH006   GGGGGDDA--GGA-NKN--------ILM-E-----RDR---RRK---LN-EK-LYALR-------------S-VVP-----------------------------------------------NI-TK-MD--------------KAS-II-KDAIEYIQRLQAEEQQMLREVAALESA  

OsbHLH007   CSTAVASAAAAAS-SKN--------IAM-E-----RDR---RKR---LN-EK-LFALR-------------A-VVP-----------------------------------------------KI-TK-MD--------------KAS-IV-RDAIAHIEKLQEEERQLLDEISVLQSA  

OsbHLH008   KRGRKPANGRE-E-PLNH-------VEA-E-----RQR---REK---LN-QR-FYALR-------------A-VVP-----------------------------------------------NI-SK-MD--------------KAS-LL-GDAITYITDLQKKLKEMEVERERLIES  

OsbHLH009   KRGRKPANGRE-E-PLNH-------VEA-E-----RQR---REK---LN-QR-FYALR-------------A-VVP-----------------------------------------------NV-SK-MD--------------KAS-LL-GDAISYINELRGKLTALETDKETLQSQ  

OsbHLH010   KRGRKPANGRE-E-PLNH-------VEA-E-----RQR---REK---LN-QR-FYALR-------------A-VVP-----------------------------------------------KI-SK-MD--------------KAS-LL-SDAIAYIQELEARLRGDAPVPARADGP  

OsbHLH011   KPGPRSGGGGA-P-PIGH-------VEA-E-----RQR---REK---LN-RR-FCELR-------------A-AVP-----------------------------------------------TV-SR-MD--------------KAS-LL-ADAVDYIAELRRRVERLEAEARRAPLA  

OsbHLH012   GGAWMNRAAGS-S-IKNH-------VMS-E-----RRR---WEK---LN-EM-FLTLK-------------S-LVP-----------------------------------------------SI-DK-VD--------------KAS-SL-AETIAYLKELERRVQELESGKKVSRPA  

OsbHLH013   SSAAAMTTQGS-S-IKNH-------VMS-E-----RRR---REK---LN-EM-FLILK-------------S-VVP-----------------------------------------------SI-HR-VD--------------KAS-IL-AETIAYLKELEKRVEELESSSQPSPCP  

OsbHLH014   SAATMTTDQGS-S-IKNH-------VMS-E-----RRR---REK---LK-EM-FLILK-------------S-VVP-----------------------------------------------SI-HK-VD--------------KAS-IL-AETIAYLKELEKRVEELESSSQPSPRP  

OsbHLH015   RGSRAALTQES-G-IKNH-------VIS-E-----RRR---REK---LN-EM-FLILK-------------S-IVP-----------------------------------------------SI-HK-VD--------------KAS-IL-EETIAYLKVLEKRVKELESSSEPSHQR  

OsbHLH016   GSVAITTTPGS-N-IKSH-------VMS-E-----RRR---REK---LN-EM-FLILK-------------S-LLP-----------------------------------------------SV-RK-VD--------------KAS-IL-AETITYLKVLEKRVKELESSSREPSRW  

OsbHLH017   TIPNNAVSSEL-M-HANH-------VLK-E-----RRR---REK---LN-EK-FIILR-------------S-LVP-----------------------------------------------FM-TK-MD--------------KAS-IL-GDTIEYVKQLRNRIQELESSSSSSRAA  

OsbHLH018   PAAAASRPASQN--QE-H-------ILA-E-----RKR---REK---LS-QR-FIALS-------------K-IVP-----------------------------------------------GL-KK-MD--------------KAS-VL-GDAIKYVKQLQDQVKGLEEEARRRPVE  

OsbHLH019   PPERRSRPPANA--QE-H-------VIA-E-----RKR---REK---LQ-QQ-FVALA-------------T-IVP-----------------------------------------------GL-KK-TD--------------KIS-LL-GSTIDYVKQLEEKVKALEEGSRRTAEP  

OsbHLH020   GGSGSSSAAPYA--QE-H-------IIA-E-----RKR---REK---IN-QR-FIELS-------------T-VIP-----------------------------------------------GL-KK-MD--------------KAT-IL-SDAVRYVKEMQEKLSELEQHQNGGVES  

OsbHLH021   GGSSSSAAAPGYV-QD-H-------IIA-E-----RRR---REK---IN-QR-FIELS-------------T-VIP-----------------------------------------------GL-KK-MD--------------KAT-IL-GDAVKYVKELQEKVKTLEEEDGGGRPA  

OsbHLH022   SWDFSAASVAVQ--LE-H-------VVA-E-----RKR---REK---IN-QR-FMELS-------------A-VIP-----------------------------------------------KL-KK-MD--------------KAT-IL-SDAASYIRELQEKLKALEEQAAARVTE  

OsbHLH023   MKRGGRRATSSM--QE-H-------VIA-E-----RKR---REK---MH-QQ-FTTLA-------------S-IVP-----------------------------------------------EI-TK-TD--------------KVS-VL-GSTIEYVHHLRERVKILQDIQSMGSTQ  

OsbHLH024   EEAAAASATNS-S-QLYH-------MMS-E-----RKR---REK---LN-DS-FHTLR-------------S-LLP-----------------------------------------------PC-SK-KD--------------KTT-VL-INAAKYLKSLETEITELEGTNTKLEKH  

OsbHLH025   SASAAEAPPSG-N-QLQH-------MIS-E-----RKR---REK---LN-DS-FLALK-------------A-VLP-----------------------------------------------PG-SK-KD--------------KTS-IL-IRAREYVKSLESKLSELEEKNRELEAR  

OsbHLH026   AAEAAPAPPSD-N-QLQH-------MIS-E-----RKR---REK---LN-DS-FVALK-------------A-VLP-----------------------------------------------TG-SK-KD--------------KAS-IL-IRAREHIKSLESKLSELEEKNRELEAR  

OsbHLH027   AEAAPPPPSGN-N-QLQH-------TMS-E-----RKR---REK---LN-DS-FVALK-------------A-VLP-----------------------------------------------PG-SK-KD--------------KTS-IL-IRAREYVKSLESKLSELEEKNRELEAR  

OsbHLH028   TAGGGGGENQQ-L-QLQH-------VLS-E-----RKR---REK---LN-DS-FKALR-------------D-VLP-----------------------------------------------PA-TK-KD--------------KAS-VL-MRAKDYVNVLKARIAELEEKNRKLSES  

OsbHLH029   DATAAPPPPTS-S-QLHH-------MIS-E-----RRR---RER---LN-ES-FEHLR-------------G-LLP-----------------------------------------------PG-SK-KD--------------KAT-VL-AKTLEYMNLLIAQISELEAKNRALQTQ  

OsbHLH030   PPPPPPPPPSS-S-QLHH-------MIS-E-----RRR---RER---IN-DS-FQTLR-------------A-LLP---------------------------------------------LPPD-SK-KD--------------KAA-IL-ASTTEYMDKLISQVSELGEKNRQLEAQ  

OsbHLH057   QPTNKRPRSESGT-RPSS------KACR-E-----KVR---RDK---LN-ER-FLELGA------------V-LEP-----------------------------------------------GKTPK-MD--------------KSS-IL-NDAIRVMAELRSEAQKLKESNESLQEK  

OsbHLH058   SASKKRSRPESSA-PPGT------KACR-E-----KLR---RDR---LN-ER-FNELSA------------I-LEP-----------------------------------------------GKPPR-AD--------------KVS-IL-SDAARLLSQLRAEAQKLKSSNESLQDS  

OsbHLH059   SVLGKRGRDESSSSGPKS------KACR-E-----KIR---RDR---LN-DR-FLELSS------------V-INP-----------------------------------------------DKQAK-LD--------------KAN-IL-SDAARLLAELRGEAEKLKESNEKLRET  

OsbHLH060   PGSNKRVRSGSCG-RPTS------KASR-E-----KIR---RDK---MN-DR-FLELGT------------T-LEP-----------------------------------------------GKPVK-SD--------------KAA-IL-SDATRMVIQLRAEAKQLKDTNESLEDK  

OsbHLH061   DGSLDKRSQEKAP-KKTH------KAER-E-----KLK---RDQ---LN-DL-FVELSS------------M-LDP-----------------------------------------------ER-QN-SG--------------KAT-VL-GDAARVLRDLVSQVESLRKEQSALLTE  

OsbHLH062   SGIVNKKCDKKAP-KRIH------KSER-E-----KLK---RDK---QN-DL-FNELGN------------L-LEP-----------------------------------------------DR-QN-NG--------------KAC-VL-GETTRILKDLLSQVESLRKENSSLKNE  



OsbHLH063   GPISDKKCRKKVP-RKVH------KSER-E-----KLK---RGH---LN-DL-FGELGN------------M-LEA-----------------------------------------------DR-QS-NG--------------KAC-IL-TDTTRILRDLLSQVKSLRQENSTLQNE  

OsbHLH064   GKTECKTQGSIAT-RKVQ------KADR-E-----KMR---RDR---LN-EQ-FQELGS------------T-LDP-----------------------------------------------DR-PR-ND--------------KAT-IL-SDAIQMLKDLTSQVNKLKAEYTSLSEE  

OsbHLH148   -RGQGADVESS-R-GFRH-------MMR-E-----RQR---REK---LS-QS-YADLY-------------A-MVS-----------------------------------------------SR-SK-GD--------------KNS-IV-QSAAIYIHELKVARDQLQRRNEELKAQ  

OsbHLH155   APASKKKRVEGMP-SKN--------LMA-E-----RRR---RKR---LN-DR-LSMLR-------------S-VVP---------------------------------------------------K-IS--------------KVYRVL-SESFCVAIGIASAREMRLDDVCVCE--  

OsbHLH156   DGDNSATRKRRDR-SKT--------IVS-E-----RKR---RVR---MK-EK-LYELR-------------A-LVP----------------NITKVRTQCLIARVGVAMAAPPCAIANTSLMIA-WQ-MD--------------KAS-II-ADAVVYVKDLQAHARKLKEEVAALEEA  

OsbHLH162   -----------MV-SR-------------E-----QKR----AS---LH-EK-LQILR-------------T-LTH------------------------------------------------S-HA-VN--------------KMS-II-SDASTYIKDLKQKIAALNKELGCAKNM  

OsbHLH163   -----------MM-SR-------------E-----RKK---AAA---LH-EK-LQILR-------------S-ITH------------------------------------------------S-HA-LS--------------NTS-II-TDASEYIKELKQKVVRLNKEIACAEAA  

OsbHLH166   ----------MMS-SR-------------E-----RKK---AAA---LQ-EK-LQILR-------------S-ITH------------------------------------------------S-HA-LS--------------NTS-IL-MDASKYIKELKQKVVRLNQEIACAQDA  

OsbHLH164   AAAA-AMGKEF-K-SKN--------LEA-E-----RRR---RGR---LN-GN-IFALR---------------------------------------------------------------------A-MS--------------KEA-TL-SDAIEHIKNLQNEVLELQRQLGDSPGE  

OsbHLH165   GGAWMNRAAGSCS-IKNH-------VMS-E-----RRR---REK---LN-EM-FLILK-------------S-LVP-----------------------------------------------SI-DK-VD--------------KAS-IL-SETIAYLKELERRVQELESGKKVSRPA  

OsbHLH167   R-GRKPGPRPDGP-TVSH-------VEA-E-----RQR---REK---LN-RR-FCDLR-------------A-AVP-----------------------------------------------TV-SR-MD--------------KAS-LL-ADAAAYIAELRARVARLESDARQAAAA  

PpbHLH023   VPRSSKRTYGV-F-FASE-------AVL-E-----QKK---RSR---IN-EQ-FELLR-------------A-AIP-----------------------------------------------SS-CT-DV--------------KAS-IL-TGAYEYIKKLERQVQDLQHELDAESCC  

OsbHLH171   EQQQAAPSGGS-A-RFRH-------IMR-E-----RLR---RER---LS-QG-YADLQ-------------A-ILP----------------------------------------TGASSSKVL-VK-SLIRNYMSGG------KNT-IV-AAAANYIRELEGRKGWLCAQNELLERT  

OtbHLH001   GNGVRTSTLSE-G-AKKT------KSTR-E-----KKR---RDA---LN-SR-FEELQA------------V-LEP-----------------------------------------------GAATK-AD--------------KAT-VV-AAATVFIKRLRAEHARLAEGIMRLQED  

PpbHLH002   KRGRKPANDRE-E-PLNH-------VQA-E-----RQR---REK---LN-QK-FYALR-------------S-VVP-----------------------------------------------NV-SK-MD--------------KAS-LL-EDAITYINELQEKLQKAEAELKVFQRQ  

PpbHLH003   DEKGGTRSTRRHL-SKN--------LVA-E-----RKR---RKK---LN-ER-LYSLR-------------A-LVP-----------------------------------------------KI-TK-MD--------------RAS-IL-GDAIEYVKELQQQVKELHEELVDNKDN  

PpbHLH004   FRGGPYSSGGS-S-ISAH-------ARN-E-----RNR---RQK---LH-DR-FMTLR-------------S-LVP-----------------------------------------------NI-TK-PD--------------KVS-LL-GDAVLYVQDLHRRVTELEASKAPTPKT  

PpbHLH005   SAETADGHIQR-G-DGRH-------MMA-E-----RKR---REK---LN-DR-FVTLR-------------S-LVP-----------------------------------------------YV-SK-QD--------------KVS-LL-GDAIDFIKDLQRQVEELESRRKISENP  

PpbHLH010   ----------------NH-------MLA-E-----RRR---RVK---QK-EN-FAALR-------------R-LVP-----------------------------------------------II-SK-AD--------------KAS-TL-VDAITYLKDLQKEVEELKASKENIEQR  

PpbHLH011   VTRLYDGASEET--SASH-------VLA-E-----RRR---REK---LN-DR-FVALR-------------E-LIP-----------------------------------------------NV-SK-MD--------------KAS-IL-GVAIEYVKELQSQLRALENEDKAATSE  

PpbHLH014   ----RSREEIS-G-GAGN------KACR-E-----KMR---RDR---LN-DR-FLELGA------------I-LEP-----------------------------------------------GRPPK-TD--------------KAT-IL-SDAVRILTQLRAEAQGLTESNNQLRET  

PpbHLH019   KRGRKPANDRE-E-PLNH-------VQA-E-----RQR---REK---LN-KR-FYALR-------------A-VVP-----------------------------------------------NV-SK-MD--------------KAS-LL-GDAIAHINYLQEKLHDAEMRIKDLQRV  

PpbHLH020   ESPGYSPHEHY-Q-AVAH-------KLA-E-----RDR---RFK---FN-QR-MQTLI-------------S-IVP-------IISKVINRFPKFTYQVLNISRTDLTALSLNRVIDTLTNSLVH-PQ-KD--------------KVS-VL-TSTIAYIHQLTSRISRLEKGEELPAQP  

PpbHLH021   HGNSKIKGKRGLP-AKN--------LMA-E-----RRR---RKK---LN-DR-LYMLR-------------A-MVP-----------------------------------------------KI-TK-MD--------------RAS-IL-GDAIEYLKELLQRINDIHSELDAAKQE  

PpbHLH022   QPPPPVKSTGHT--QD-H-------IMA-E-----RKR---REK---LS-QR-FIALS-------------A-IVP-----------------------------------------------GL-KK-MD--------------KAS-VL-GDAIKYVKTLEEKLKALEERLPKKRMR  

PpbHLH025   QPPPPVKSTGHT--QD-H-------IMA-E-----RKR---REK---LS-QR-FIALS-------------A-IVP-----------------------------------------------GL-KK-MD--------------KAS-VL-GDAIKYVKTLEEKLKTMEERLPKKRIR  

PpbHLH031   KRGRKPANDRE-E-PLNH-------VQA-E-----RQR---REK---LN-KR-FYALR-------------A-VVP-----------------------------------------------NV-SK-MD--------------KAS-LL-GDAIAHINHLQEKLQDAEMRIKDLQRV  

PpbHLH032   KRGRKPANDRE-E-PLSH-------VQA-E-----RQR---REK---LN-QR-FYALR-------------A-VVP-----------------------------------------------NV-SK-MD--------------KAS-LL-GDAIAYINELTSKLQSAEAQIKDLKGH  

PpbHLH039   RVAGEENCHLMPA-RKLQ------KADR-E-----RLR---RDH---LN-EQ-FAKLAG------------V-LDP-----------------------------------------------IR-PK-ND--------------KGT-IL-SEGILALKELRAEIARLKSEQIALRDE  

PpbHLH041   GRGKHQMKSVGLA-SKN--------LVS-E-----RKR---RKK---LN-DG-LYSLR-------------S-LVP-----------------------------------------------KI-SK-MD--------------KAS-II-GDSIVYVQELQQQIQTIEKEIAEIEEK  

PpbHLH042   AVGPTENGDTASV-RKVH------KADR-E-----KLR---RDR---LN-EQ-FGELAG------------V-LDP-----------------------------------------------DR-PK-ND--------------KAT-IL-GDSVQVVKDLRSEVKRLKCEQTSLLDE  

PpbHLH044   EEKGGPRSARRHL-SKN--------LVA-E-----RKR---RKK---LN-ER-LYSLR-------------A-LVP-----------------------------------------------KI-TK-MD--------------RAS-IL-GDAIEYVKELQQQVKELQEELLDSKEN  

PpbHLH053   ------------A-SKN--------LVS-E-----RKR---RKK---LN-DG-LYTLR-------------S-LVP-----------------------------------------------KI-SK-MD--------------KAS-IV-GDSIVYVKELQQQIQSMESEIAEMEEN  

PpbHLH055   KSVGGKRQKSV-A-SKN--------LVS-E-----RKR---RKK---LN-EG-LFQLR-------------A-VVP-----------------------------------------------KI-SK-MD--------------KAS-II-GDAIAYVRELQKELEEIESEIDDLEQK  

PpbHLH056   SCSRKRSREEGSS-GSGN------KACR-E-----KMR---RDR---LN-DR-FLDLSA------------A-LEP-----------------------------------------------GRPPK-TD--------------KAT-IL-SDAVRILTQLRAEAQGLTESNNQLRET  

PpbHLH057   IGKGNGKGKRGLP-AKN--------LMA-E-----RRR---RKK---LN-DR-LYTLR-------------S-VVP-----------------------------------------------KI-TK-MD--------------RAS-IL-GDAIEYLKELLQRINEIHNELEAAKLE  

PpbHLH058   TMGPIHAGHDEA--AMNH-------MMA-E-----RRR---RVK---QK-EN-FSALR-------------K-LVP-----------------------------------------------II-SK-AD--------------KAS-IL-GDAIVYLKDLQRQIEELKESTAETERR  

PpbHLH062   FSTSISAAHDFRQ-ALVR-------KKA-E-----QQR---RNK---FK-RS-LESLK-------------K-IVP-----------------------------------------------TI-TK-KD--------------KVA-VI-YSAIEYIRQLESRISSLKKELEEAAPG  

PpbHLH066   ---------------KN--------LMA-E-----RRR---RQK---LN-DR-LYMLR-------------S-VVP-----------------------------------------------KI-TK-MD--------------RAS-IL-GDAIEYLKELLQRINDIHNELEEAKLE  

PpbHLH078   --------------------------MA-E-----RRR---RMK---QK-EN-FTALR-------------R-LVP-----------------------------------------------TI-SK-AD--------------KAS-TL-IDAITYLKDLQNKIQEMKASKEDINQR  

PpbHLH080   PGGRKCSHSRCVA-SKN--------LVS-E-----RKR---RKK---LN-EG-LFQLR-------------A-VVP-----------------------------------------------KI-SK-MD--------------KAS-II-GDAIAYVRELQKELEEIESEIDDLEQK  

PpbHLH082   RTDQVHRAHGEA--ATNH-------MLA-E-----RRR---RVK---QK-EN-FNALR-------------K-LVP-----------------------------------------------II-SK-AD--------------KAS-IL-GDAIFYLKDLQKQLEELEAISTQTENQ  

PpbHLH084   SCSRKRSREDACS-GAGN------KACR-E-----KMR---RDR---LN-DR-FLELSA------------A-LEP-----------------------------------------------GRPPK-TD--------------KAT-IL-SDAVRILTQLRAEAQGLTESNNQLRET  

PpbHLH085   AVGPSENGDAASV-RKVH------KADR-E-----KLR---RDR---LN-EQ-FGELAG------------V-LDP-----------------------------------------------DR-PK-ND--------------KAT-IL-GDSVQVVNELRSEVKRLKCEQTALLDE  

PpbHLH087   SLGPVNGAHEDA--AVNH-------MMA-E-----RRR---RVK---QK-EN-FTALR-------------K-LVP-----------------------------------------------II-SK-AD--------------KAS-TL-GDAIIYLKELQMKIEELKASTTKTENR  

PpbHLH089   KRGRRKFPEGWVA-SKN--------LIS-E-----RKR---REK---LQ-KS-LLDLR-------------A-LVP-----------------------------------------------KI-TK-MD--------------KVS-IL-SDAIEHVQDLKQKVEMLENLSTTVEDG  

SmbHLH001   ------AAGS--A-SKN--------LVS-E-----RKR---RKK---LN-ER-LYSLR-------------A-IVP-----------------------------------------------KI-SK-MD--------------KAS-IV-ADAIDYVQELQGKVQELQEDVSSLEAA  

SmbHLH007   DEKATGRSGRRHL-SKN--------LVA-E-----RKR---RKK---LN-ER-LYSLR-------------A-LVP-----------------------------------------------KI-TK-MD--------------RAS-IL-GDAIEYVKELQQQVKELQDELEDDSQA  

SmbHLH008   -SSPQGKTSGHT--LD-H-------IMA-E-----RKR---REK---LS-QR-FIALS-------------A-IVP-----------------------------------------------GL-KK-MD--------------KAS-VL-GDAIKYVKQLQERLKSLEEHVSRKGVQ  

SmbHLH011   KGPSGRGNRKGLP-AKN--------LMA-E-----RRR---RKK---LN-DR-LYMLR-------------S-VVP-----------------------------------------------KI-TK-MD--------------RAS-IL-GDAIEYLKELLQRINELHSELEGPADG  

SmbHLH017   ------AAGS--A-SKN--------LVS-E-----RKR---RKK---LN-ER-LYSLR-------------A-IVP-----------------------------------------------KI-SK-MD--------------KAS-IV-ADAIDYVQELQGKVQELQEDVSSLEAA  

SmbHLH020   PTQTMSGGEDART-RTVH-------IDA-E-----RNR---RRR---HK-DS-ISRLR-------------S-LIP-----------------------------------------------F--KT-KD--------------KLS-VL-QGAIDHMQYLQRRVAQLENSKATTEET  

SmbHLH025   ---------------D-H-------IMA-E-----RKR---REK---LS-QR-FIALS-------------A-IVP-----------------------------------------------GL-KK-MD--------------KAS-VL-GDAIKYVKQLQERLKSLEEHVSRKGVQ  

SmbHLH031   ---------M--P-AKN--------LLA-E-----RRR---RKK---LN-DR-LYMLR-------------S-VVP-----------------------------------------------KI-TK-MD--------------RAS-IL-GDAIDYLKELLHKINDLHNELEAAQSE  

SmbHLH034   QLQHGSCFRPRDD-ATSS------KAVR-E-----KMR---RDK---LN-DK-FFELSG------------A-LEP-----------------------------------------------GRPLK-SD--------------KSA-IL-IEAACVLLQLRQEAQQLKESNDKLREA  

SmbHLH035   ESGLQNEENFSPI-RSRH-------MIA-E-----RQR---RRR---EA-EL-LAALK-------------S-LLP-----------------------------------------------FP-TK-RD--------------KLS-IL-QGAIRYVQELRTDCAASRSERGEDSIT  

SmbHLH036   QSNPRAPAQTP-A-SYNH-------MLA-E-----RSR---RSK---ES-EH-LATLK-------------K-FIP----------------------------------------------------------------------------QGTLKKV--------------------  

SmbHLH041   TCPKKRSREESCG-APGN------KACR-E-----KMR---RDR---LN-DR-FVELSA------------A-LEP-----------------------------------------------GRPPK-SD--------------KAT-IL-SDAVRVITQLRAEAQQLKESNEQLRDG  

SmbHLH043   ESGLQNEENFSPI-RSRH-------MIA-E-----RQR---RRR---EA-EL-LAALK-------------S-LLP-----------------------------------------------FP-TK-RD--------------KLS-IL-QGAIRYVQELRTDCAASRSERGEGSIT  

SmbHLH050   KGPSGRGNRKGLP-AKN--------LMA-E-----RRR---RKK---LN-DR-LYMLR-------------S-VVP-----------------------------------------------KI-TK-MD--------------RAS-IL-GDAIEYLKELLQRINELHSELEGPADG  

SmbHLH053   ---------------KN--------LMA-E-----RRR---RKK---LN-DR-LYTLR-------------S-IVP-----------------------------------------------KI-SK-MD--------------RTS-IL-GDAIDYLKELQQRIETVYTDLQSPVMS  

SmbHLH062   KGPSGRGNRKGLP-AKN--------LMA-E-----RRR---RKK---LN-DR-LYMLR-------------S-VVP-----------------------------------------------KI-TK-MD--------------RAS-IL-GDAIEYLKELLQRINELHSELEGPADG  

SmbHLH066   PTQTMSGGEDART-RTIH-------IDA-E-----RNR---RRR---HK-DS-ISRLR-------------S-LIP-----------------------------------------------F--KT-KD--------------KLS-VL-QGAIDHMQYLQTRVAQLENSKATTEET  

SmbHLH069   --------------------------MA-E-----RRR---RKK---LN-DR-LYTLR-------------S-IVP-----------------------------------------------KI-SK-MD--------------RTS-IL-GDAIDYLKELQQRIETVYTDLQSPVMS  

SmbHLH073   QLQHGSCFRPRDD-ATSS------KAVR-E-----KMR---RDK---LN-DK-FLELSG------------A-LEP-----------------------------------------------GRPLK-SD--------------KSA-IL-IEAACVLLQLRQEAQQLKESNDKLREA  

SmbHLH075   ---------M--P-AKN--------LLA-E-----RRR---RKK---LN-DR-LYMLR-------------S-VVP-----------------------------------------------KI-TK-MD--------------RAS-IL-GDAIDYLKELLHKINDLHNELEAAQSE  

SmbHLH077   QSNPRAPAQTP-A-SYNH-------MLA-E-----RSR---RSK---ES-EH-LATLK-------------K-FIP----------------------------------------------------------------------------QGTLKKV--------------------  

SmbHLH078   QRPSGPAGTSLVS-RKVH------KADR-E-----KLR---RDK---LN-EQ-FAELAA------------V-LDP-----------------------------------------------EK-PK-QD--------------KAS-IL-GDSLQAVKNLRVEIKRLRIERGTLFDE  

SmbHLH082   TCPKKRSREESCG-APGN------KACR-E-----KMR---RDR---LN-DR-FVELSA------------A-LEP-----------------------------------------------GRPPK-SD--------------KAT-IL-SDAVRVITQLRAEAQQLKESNEQLRDG  

SmbHLH089   IQSKSVSRKEDDV-NTAH-------AML-E-----RRR---REK---LN-DR-FLMLR-------------N-MVP-----------------------------------------------FV-TK-MD--------------KVS-IL-GDAIEYLRQLQKQVADLEQRNKPEDSF  

SmbHLH092   PTQTMSGGEDART-RTIH-------IDA-E-----RNR---RRR---HK-DS-ISRLR-------------S-LIP-----------------------------------------------F--KT-KD--------------KLS-VL-QGAIDHRQYLQTRVAQLENSKATTEET  

SmbHLH097   IQSKSVSRKEDDV-NTAH-------AML-E-----RRR---REK---LN-DR-FLMLR-------------N-MVP-----------------------------------------------FV-TK-MD--------------KVS-IL-GDAIEYLRQLQRQVADLEQRNKPEDSF  

SmbHLH099   DEKATGRSGRRHL-SKN--------LVA-E-----RKR---RKK---LN-ER-LYSLR-------------A-LVP-----------------------------------------------KI-TK-MD--------------RAS-IL-GDAIEYVKELQQQVKELQDELEDDSQA  

AtbHLH008   SRTGLGSKRSR-S-AEVH-------NLS-E-----RRR---RDR---IN-EK-MRALQ-------------E-LIP-----------------------------------------------NC-NK-VD--------------KAS-ML-DEAIEYLKSLQLQVQIMSMASGYYLPP  

AtbHLH009   NQRSGSNRRSR-A-AEVH-------NLS-E-----RRR---RDR---IN-ER-MKALQ-------------E-LIP-----------------------------------------------HC-SK-TD--------------KAS-IL-DEAIDYLKSLQLQLQVMWMGSGMAAAA  

AtbHLH065   SQRSGSTRRSR-A-AEVH-------NLS-E-----RRR---RDR---IN-ER-MKALQ-------------E-LIP-----------------------------------------------HC-SR-TD--------------KAS-IL-DEAIDYLKSLQMQLQVMWMGSGMAAAA  

OsbHLH102   AQKTTTAKRRR-A-AEVH-------NLS-E-----RRR---RDR---IN-EK-MKALQ-------------E-LIP-----------------------------------------------HC-NK-TD--------------KAS-ML-DEAIEYLKSLQLQLQMMWMGGGMAPPA  

OsbHLH103   PAKMTTARRSR-A-AEVH-------NLS-E-----RRR---RDR---IN-EK-MRALQ-------------E-LIP-----------------------------------------------HC-NK-TD--------------KAS-ML-DEAIEYLKSLQLQLQMMWMGSGMAPPV  

OsbHLH104   SKRPAAKRRTR-A-AEVH-------NLS-E-----RRR---RDR---IN-EK-LRALQ-------------E-LVP-----------------------------------------------HC-NK-TD--------------KAS-IL-DEAIEYLKSLQMQVQIMWMTTGIVPMM  

OsbHLH152   SRRYGSKRRTR-A-AEVH-------NLS-E-----RRR---RDR---IN-EK-MRALQ-------------E-LIP-----------------------------------------------HC-NK-TD--------------KAS-IL-DEAIEYLKSLQMQVQIMWMTTGMAPMM  

AtbHLH015   RVSTTSTKRSR-A-AEVH-------NLS-E-----RKR---RDR---IN-ER-MKALQ-------------E-LIP-----------------------------------------------RC-NK-SD--------------KAS-ML-DEAIEYMKSLQLQIQMMSMGCGMMP-M  

AtbHLH023   ARDSTSSKRSR-A-AIMH-------KLS-E-----RRR---RQK---IN-EM-MKALQ-------------E-LLP-----------------------------------------------RC-TK-TD--------------RSS-ML-DDVIEYVKSLQSQIQMFSMGHVMIPPM  

AtbHLH026   SVTRKGSKR--------------------------RRR---DEK---MS-NK-MRKLQ-------------Q-LVP-----------------------------------------------NC-HK-TD--------------KVS-VL-DKTIEYMKNLQLQLQMMSTVGVNPYFL  

AtbHLH056   ARGSTSRKRSR-T-AEMH-------NLA-E-----RRR---REK---IN-EK-MKTLQ-------------Q-LIP-----------------------------------------------RC-NK-ST--------------KVS-TL-DDAIEYVKSLQSQIQMMSTGQGMMSPM  

OsbHLH137   DSGERWTEDQVPT-DEGI-------CVM-E------KR---RCK---IN-EN-LKTLQ-------------Q-LVP-----------------------------------------------VCDKS-NN--------------QAS-TL-DKTIRYMKSLQQHAQAMSVGCSMKTAE  

AtbHLH072   EAGRSNGRRGR-A-AAIH-------NES-E-----RRR---RDR---IN-QR-MRTLQ-------------K-LLP-----------------------------------------------TA-SK-AD--------------KVS-IL-DDVIEHLKQLQAQVQFMSLRANLPQQM  

AtbHLH073   AKQRNSLKRNI-D-AQFH-------NLS-E-----KKR---RSK---IN-EK-MKALQ-------------K-LIP-----------------------------------------------NS-NK-TD--------------KAS-ML-DEAIEYLKQLQLQVQTLAVMNGLGLNP  

AtbHLH119   AHGSTSRKRSR-A-ADMH-------NLS-E-----RRR---RER---IN-ER-MKTLQ-------------E-LLP-----------------------------------------------RC-RK-TD--------------KVS-ML-EDVIEYVKSLQLQIQMMSMGHGMMPPM  

AtbHLH124   RTRKPVTKRKR-S-TEVH-------KLY-E-----RKR---RDE---FN-KK-MRALQ-------------D-LLP-----------------------------------------------NC-YK-DD--------------KAS-LL-DEAIKYMRTLQLQVQMMSMGNGLIRPP  

AtbHLH127   ARGSTSRKRSR-A-AEMH-------NLA-E-----RRR---REK---IN-ER-MKTLQ-------------Q-LIP-----------------------------------------------RC-NK-ST--------------KVS-ML-EDVIEYVKSLEMQI-------------  

AtbHLH132   RTRKALVKRKR-N-AEAY-------NSP-E-----RNQ---RND---IN-KK-MRTLQ-------------N-LLP-----------------------------------------------NS-HK-DD--------------NES-ML-DEAINYMTNLQLQVQMMTMGNRFVTPS  

OsbHLH101   ARRPTPTRRSR-S-AEFH-------NFS-E-----RRR---RDR---IN-EK-LKALQ-------------E-LLP-----------------------------------------------NC-TK-TD--------------KVS-ML-DEAIDYLKSLQLQLQMLVMGKGMAPVV  

OsbHLH105   KSGTRSTKRSR-T-AEVH-------NLS-E-----RRR---RDR---IN-EK-MRALQ-------------E-LIP-----------------------------------------------NC-NK-ID--------------KAS-ML-DEAIEYLKTLQLQVQMMSMGTGLCIPP  

OsbHLH106   TMHHPQHPRRV-M-TSSH-------LAI-ELLSSSQRR---RDR---IN-EK-MRALQ-------------E-LIP-----------------------------------------------NC-NK-ID--------------KAS-ML-EEAIEYLKTLQLQVQMMSMGTGMFVPP  

OsbHLH107   RPARPRGKRSR-A-AEVH-------NLS-E-----KRR---RSR---IN-EK-MKALQ-------------S-LIP-----------------------------------------------NS-SK-TD--------------KAS-ML-DDAIEYLKQLQLQVQMLSMRNGLYLPP  

OsbHLH108   PRGGSGSKRSR-A-AEVH-------NLS-E-----KRR---RSK---IN-EK-MKALQ-------------S-LIP-----------------------------------------------NS-NK-TD--------------KAS-ML-DEAIEYLKQLQLQVQMLSMRNGVYLNP  

PpbHLH009   TGRGSTAKRSR-A-AEVH-------NQS-E-----RRR---RDR---IN-EK-MRALQ-------------E-LIP-----------------------------------------------NS-NK-TD--------------KAS-ML-DEAIEYLKMLQLQLQVCAV--------  

OsbHLH135   RRVKHKARRNPGY-AETH-------GLT-E-----KRR---RSR---IN-EK-FKMLQ-------------R-LVP-----------------------------------------------GCD-K-CS--------------QSS-TL-DRTIHYMKSLQQQLQAMYPTMVRPAAV  

OsbHLH136   SSAAGKASRHRHA-AGAH-------NLT-E-----KRR---RFK---IT-ER-FRTLQ-------------R-LVP-----------------------------------------------GCDNK-SN--------------QAS-TL-DQTIQYMKSLQHQLEATSAVGSPAAAV  

OsbHLH116   GDSIDELFTKFH------------------------RR---RFK---IT-ER-FRTLQ-------------R-LVP-----------------------------------------------GCD-K-SN--------------QAS-TL-DQTIQYMKSLQHQLKAMSVVGSPPALL  

OsbHLH113   -MKLRFVRKNNH------------------------KR---RDR---IN-QK-MKTLQ-------------K-LVP-----------------------------------------------NS-SK-TD--------------KAS-ML-DEVIDYLKQLQAQVQVMSRMGSMMMPM  

AtbHLH024   PSSRSSSKRCR-A-AEVH-------NLS-E-----KRR---RSR---IN-EK-MKALQ-------------S-LIP-----------------------------------------------NS-NK-TD--------------KAS-ML-DEAIEYLKQLQLQVQMLTMRNGINLHP  

AtbHLH016   GKSSVSTKRSR-A-AAIH-------NQS-E-----RKR---RDK---IN-QR-MKTLQ-------------K-LVP-----------------------------------------------NS-SK-TD--------------KAS-ML-DEVIEYLKQLQAQVSMMSRMNMPSMML  

PpbHLH029   TGRGSTTKRSR-A-AEVH-------NQS-E-----RRR---RDR---IN-EK-MRALQ-------------E-LIP-----------------------------------------------NS-NK-TD--------------KAS-ML-DEAIDYLKILQLQLQMMSIRTGMTLPP  

PpbHLH030   TGRVSTTKRSR-A-AEVH-------NQS-E-----RRR---RDR---IN-EK-MRALQ-------------E-LIP-----------------------------------------------NS-NK-TD--------------KAS-ML-DEAIEYLKMLQLQLQMMSIRTGMTLPP  

PpbHLH079   TGRGSTAKRSR-A-AEVH-------NQS-E-----RRR---RDR---IN-EK-MRALQ-------------E-LIP-----------------------------------------------NS-NK-TD--------------KAS-ML-EEAIEYLKMLQLQLQV-----------  

SmbHLH021   -PKGS--KRSR-A-AEVH-------NLS-E-----RKR---RDR---IN-ER-MKALQ-------------E-LIP-----------------------------------------------NS-NK-TD--------------KAS-ML-DEAIEYLKLLQHQLQVVCP--------  

SmbHLH030   -PKGS--KRSR-A-AEVH-------NLS-E-----RKR---RDR---IN-ER-MKALQ-------------E-LIP-----------------------------------------------NS-NK-TD--------------KAS-ML-DEAIEYLKLLQHQLQVV----------  

SmbHLH061   PPARTSSKRSR-A-AEVH-------NLS-E-----RRR---RDR---IN-EK-MKALQ-------------E-LIP-----------------------------------------------NS-NK-TD--------------KAS-ML-DEAIEYLKMLQLQLQVLSPGSSKVSS-  

SmbHLH072   PPARTSSKRSR-A-AEVH-------NLS-E-----RRR---RDR---IN-EK-MKALQ-------------E-LIP-----------------------------------------------NS-NK-TD--------------KAS-ML-DEAIEYLKMLQLQLQVLSPGSSKVSL-  

SmbHLH090   KKPATRPKRSR-A-AEVH-------NLS-E-----RRR---RDR---IN-EK-MRALQ-------------E-LIP-----------------------------------------------NS-NK-TD--------------KAS-ML-DEAIEYLKMLQLQLQVPKIELLHSSHT  

SmbHLH096   NSRSIDVKSNT-S-RSKH-------SAT-E-----QRR---RSK---IN-DR-LRSTH------FVFQMLRD-LLP----------------------------------------------HGD-QK-RD--------------KAS-FL-LEVIEYVQSLQERVKKFEASEKGRYQE  

SmbHLH098   NSRSIDVKSNT-S-RSKH-------SAT-E-----QRR---RSK---IN-DR-LRSTH------FVFQMLRD-LLP----------------------------------------------HGD-QK-RD--------------KAS-FL-LEVIEYVQSLQERVKKFEASEKGRYQE  

AtbHLH141   NDSSTGRRNRNSC-RSKH-------SET-E-----QRR---RSK---IN-ER-FQSLM-------------D-IIP--------------------------------------------QNQND-QK-RD--------------KAS-FL-LEVIEYIHFLQEKVHMYEDSHQMWYQS  

AtbHLH046   RGSPNDQKLNT-P-RSKH-------SAT-E-----QRR---RSK---IN-DR-FQMLR-------------Q-LIP----------------------------------------------NSD-QK-RD--------------KAS-FL-LEVIEYIQFLQEKADKYVTSYQGWNHE  

PpbHLH067   -----EIRGST-P-RSKH-------SAT-E-----QRR---RSK---IN-DR-FQMLR-------------N-LVP----------------------------------------------HSD-QK-RD--------------KAS-FL-LEVIEYVQVLQEKVQKYETAEQGRHQE  

OsbHLH032   SGSGTDQRPSS-P-RSKH-------SAT-E-----QRR---RSK---IN-DR-FQILR-------------E-LLP----------------------------------------------HSD-QK-RD--------------KAT-FL-LEVIEYIRFLQEKVQKFEASVPEWNQE  

PpbHLH046   DVKNGDMRGST-P-RSKH-------SAT-E-----QRR---RSK---IN-DR-FQMLR-------------D-LVP----------------------------------------------HSD-QK-RD--------------KAS-FL-LEVIEYIQVLQEKVRKYETTEQGRHQE  

OsbHLH031   GSAGTDQMPNT-P-RSKH-------SAT-E-----QRR---RSK---IN-DR-FQLLR-------------D-LLP----------------------------------------------HND-QK-RD--------------KAS-FL-LEVIEYIRFLQEKVQKYEVSYPEWNQE  

PpbHLH086   DSKNADLRGVT-P-RSKH-------SAT-E-----QRR---RSK---IN-DR-FQMLR-------------D-LVP----------------------------------------------HSD-QK-RD--------------KAS-FL-LEVIEYIQVLQDKVRKYETVEQGRHQE  

AtbHLH102   DSKENDKASAI---RSKH-------SVT-E-----QRR---RSK---IN-ER-FQILR-------------E-LIP----------------------------------------------NSE-QK-RD--------------TAS-FL-LEVIDYVQYLQEKVQKYEGSYPGWSQE  

OsbHLH034   SASSADQGPST-P-RSKH-------SAT-E-----QRR---RTK---IN-DR-LEILR-------------E-LLP----------------------------------------------HTD-QK-RD--------------KAS-FL-SEVIEYIRFLQEKVQKYEEADPERNHE  

CrbHLH001   GPAGSPLQKSG-G-SIAH-------STV-E-----KQR---RDR---IN-NL-IEQLG-------------E-LVP-----VCDPRQRLAAAAGATSATFEAAEAAGAAVAAGGGGGGGGGGGGG-GK-RP--------------KHA-IL-ADAVVRYQQMQRDNEQLRRQLAAAAVS  

CrbHLH002   MSMSMSMAEPK-G-QISH-------STV-E-----KQR---RDR---IN-SL-IDELR-------------E-LVP---------------------------PQQRGGANGAAAAAANDAGGLE-AR-RP--------------KHV-VL-ADTIQLLKHLQLKIPCQMTQMSGVTVE  

CvbHLH003   RTKSNDSKSSSAY-ASRH-------QAA-E-----QRR---RTR---IN-ER-LDRLR-------------Q-VVP-----------------------------------------------HA-ER-AN--------------TAS-FL-EEVITYIQGLQKRIAELEQAAGGGQVI  

CrbHLH003   KTKSSDSRSSSAY-ASRH-------QAA-E-----QRR---RTR---IN-ER-LELLR-------------K-LVP-----------------------------------------------HA-ER-AN--------------TAC-FL-EEVIKYIEALKARTLDLESQVEALTGK  

VcbHLH003   KTRSSDSRSSSAY-ASRH-------QAA-E-----QRR---RTR---IN-ERQVDALKPWRACDKKLELLRK-LVP-----------------------------------------------HA-ER-AN--------------TAC-FL-EEVIKYIEALKRRTMELETMLEAATGK  

VcbHLH001   SRS-FGRTSSKKP-PMSH-------STI-E-----KHR---RDR---IN-HL-IEELG-------------E-MVP----------------------------------------PLDPRYRGE-GV-DA--------------SAP-GN-GAQAQRLTAVALAATAAAAGKPPASSD  

VcbHLH002   SAVNSRVVEVK-G-QISH-------STV-E-----KQR---RDR---IN-SL-IDELR-------------E-LVP---------------------------------PQSRSNNNGATGEGLE-AR-RP--------------KHV-VL-ADTIQLLKHLQQKLQVTTVDQLAYNHV  

CvbHLH001   GSGAPVKRGTK-Q-HTSH-------STV-E-----KNR---RDR---IN-SL-IDELR-------------D-LVP---------------------------------PQQKESANTSQDNLDP-TK-RP--------------KHV-VL-SDTILLVKSLADKVHATEKALARAQSG  

CmbHLH001   LVNDRERLRDS-A-RQTH-------RMH-E-----QKR---RRM---IS-SR-VDALM-------------C-LVP---------------------------------------AVRGYATRFG-RK-PD--------------RAT-IL-EGAAEYIRSLEANVAALKTRLQELEVA  

CvbHLH002   MARTESGAARS---TLRH-------IET-E-----QRR---RDR---IN-DG-FKALR-------------E-LLP-----------------------------------------------TT-EK-MD--------------KAN-FL-MACVSYIRQLQAVMQQLLVMGAVSKLP  

CvbHLH004   ATSAE-GSSRS---KEKH-------SAT-E-----KRR---RDR---IH-EG-IVMLR-------------EVVVP-----------------------------------------------QK-EK-ED--------------QAA-FL-RSAAEYIRQLQTALQCFTAMGAVKNLP  

Amq4        KTKKVSEESAALL-RQQK-------NSK-E-----RSR---IKS---IG-QK-YNELR-------------R-ILG---------------------------------------FDL-----TK-KR-YC--------------KHK-IL-KAAIEYITKLQELLCDETIHSSGSSSS  

Amq7        KNMSGSKLSAEAK-RSQH-------CEV-E-----KRR---REK---MN-RY-MSELA-------------Q-MIP--------------------------------------ACNA-----VP-RK-LD--------------KLS-IL-KMAVDHMKNLRGDPHCNSDYKPGFLTD  

Amq10       SSPDTAQVVSRKK-RR---------GII-E-----KRR---RDR---IN-NC-LMELR-------------R-LVP------------------------------------AAFEKQ-----GS-AK-LE--------------KAE-IL-QMTVDHLRHLHQTRDPRGFTDPLSAYS  

Amq12       --EVKEEKMREAC-SFGI-------NPI-E-----RRR---RFN---IN-DR-IKELG-------------M-LLP---------------------------------------SSE-----SE-AR-QN--------------KGS-IL-KASVDYIRKLQRDVERLKIQDAKQRQL  

Hs_ARNT     DDEQSSADKERLA-RENH-------SEI-E-----RRR---RNK---MT-AY-ITELS-------------D-MVP--------------------------------------TCSA-----LA-RK-PD--------------KLT-IL-RMAVSHMKSLRGTGNTSTDGSYKPSFL  



Hs_Emc      SVAISRCAGGAGA-RLPA-------LLD-E-----QQVNVLLYD---MN-GC-YSRLK-------------E-LVP---------------------------------------TLP-----QN-RK-VS--------------KVE-IL-QHVIDYIRDLQLELNSESEVGTPGGRG  

Hs_H/E      TTPDKPKTASEHR-KSSK-------PIM-E-----KRR---RAR---IN-ES-LSQLK-------------T-LIL----------------------------------DALKKDSS-----RH-SK-LE--------------KAD-IL-EMTVKHLRNLQRAQMTAALSTDPSVLG  

Hs_Max      DEEQPRFQSAADK-RAHH-------NAL-E-----RKR---RDH---IK-DS-FHSLR-------------D-SVP----------------------------------------SL-----QG-EK-AS--------------RAQ-IL-DKATEYIQYMRRKNHTHQQDIDDLKRQ  

Hs_MyoD     CKVCKRKSVSVDR-RRAA-------TLR-E-----KRR---LKK---VN-EA-FEALK-------------R-STL----------------------------------------LN-----PN-QR-LP--------------KVE-IL-RSAIQYIERLQALLSSLNQEERDLRYR  

Sc_INO4     RSKKINKLTDGQI-RINH-------VSS-E-----KKR---REL---ER-AI-FDELV-------------A-VVP---------------------------------------DLQ-----PQ-ES-RS--------------ELI-IY-LKSLSYLSWLYERNEKLRKQIIAKHEA  

Sc_RTG1     -MSSIPAGTDPGS-CGAN-------FKN-D-----RKR---RDK---IN-DR-IQELL-------------S-IIP------KDFFRDYYGNSGSNDTLSESTPGALGLSSKAKGTGT-----KD-GK-PN--------------KGQ-IL-TQAVEYISHLQNQVDTQNREEVELMVK  

Sc_RTG3     LGGLTSDEKLRRK-REFH-------NAV-E-----RRR---REL---IK-QK-IKELG-------------Q-LVP--------------------------------PSLLNYDDLG-----KQ-IK-PN--------------KGI-IL-DRTVEYLQYLAEILEIQARKKKALLAK  

Sc_HMS1     HVKPKRITRVRTG-RVSH-------NII-E-----KKY---RSN---IN-DK-IEQLR-------------R-TVP----------------TLRVAYKKCNDLPITSRDLADLDGLE-----PA-TK-LN--------------KAS-IL-TKSIEYICHLERKCLQLSLANQHLSND  

Sc_CBF1     TTLATTDEWKKQR-KDSH-------KEV-E-----RRR---REN---IN-TA-INVLS-------------D-LLP------------------------------------------------V-RE-SS--------------KAA-IL-ACAAEYIQKLKETDEANIEKWTLQKLL  

Sc_INO2     IPANIEDDPVKVR-KWKH-------VQM-E-----KIR---RIN---TK-EA-FERLI-------------K-SVR-------------------------------------TPPKE-----NG-KR-IP--------------KHI-LL-TCVMNDIKSIRSANEALQHILDDSX--  

Sc_TYE7     KKRAPRKRLTPFQ-KQAH-------NKI-E-----KRY---RIN---IN-TK-IARLQ-------------Q-IIP------WVASEQTAFEVGDSVKKQDEDGAETAATTPLPSAAA-----TS-TK-LN--------------KSM-IL-EKAVDYILYLQNNERLYEMEVQRLKSE  

Sc_PHO4     KRRSSGALVDDDK-RESH-------KHA-E-----QAR---RNR---LA-VA-LHELA-------------S-LIP-----------------------------------AEWKQQN-----VS-AA-PS--------------KAT-TV-EAACRYIRHLQQNVST-----------  

TpbHLH001   KLSSNPEATTEER-RLER-------NQR-E-----KER---SNR---IA-SQ-VDTLR-------------C-LLQ--------------------------------------RGGL-----FI-PK-NT--------------KST-VL-NEASNYIRTLQERQQLMSMEMEGLKRQ  

TpbHLH002   GGKSHPATQDPTK-RQER-------NAR-E-----KER---SCR---IA-KQ-IDDLR-------------S-LLS--------------------------------------RGGV-----VV-AK-GT--------------KSS-VL-AEAANYINVLQQQQVQWEMDRQALVRQ  

TpbHLH003   PSSKRKKPLTNER-REER-------NMR-E-----KER---SLK---IT-QQ-IHELR-------------G-LLS--------------------------------------IGGV-----IV-PK-GT--------------KST-IL-TEAANYIRLLQQHQYRSEIDKAQLVQE  

TpbHLH004   LAVSEDESDKKKR-RNER-------NLR-E-----QER---SHR---IT-DR-IAELK-------------G-VLS---------------------------------------EAG-----VH-FK-QD--------------RYS-TL-VSVVNYIKQLQKRSQSLDEEHKKLLET  

TpbHLH005   QRQQLLQSKAREA-TRER-------NER-E-----QMR---AKK---IT-QL-IEELR-------------M-NMQ--------------------------------------KEGW-----KE-EM-KS--------------KYE-TL-SQCKDYMQFLQRSHKEKEASIEHTKKL  

 

 

 
Supplementary Figure 1 – Alignment of the bHLH of all proteins used in this study. 
The green bar on the top indicates the region used to perform the ML, NJ and MP analyses in the plant sequences. The 
red bar indicates the region used to perform the Bayesian analysis in representative eukaryote proteins. 


