
Supplementary Figure 1:  
Identification of proteins currently not annotated as predicted genes in GeneDB database. 
These proteins were identified by comparison of MS/MS data to six frame translated 
genome sequence database and their corresponding polypeptide ID is shown. The 
identified peptide(s) are in red and possible start codons are in blue.  
 
A. Proteins identified by two or more unique peptide matches.  

Tb02.1051 

MKKGDSATVARPIASRGSTVMADGRASWEKLSRRHEENSKKKKILLYKLLHYE
ASQLQIIIYVVEGEAYVFRKPKGDRAGYVTFYSNYKSAFTAVKQIIGESSGGEDIK
GYLIFDVDKDHHAPVKPPGDFSGIALSSPNVRQFHEWSKQNGATHIYINCDTLKD
LEAIHISRWGKIALAYGWSPSDAKEKIEREWQEIQARIRIVGPLLRHIVDSFWYKR
QRELIREVIGKMRDDDMNDYAKIFQNAGMWQTDEVSHKLVRAVRVVDGDPLC
DAYRCRPLSSYTGQAILDFLRPWRTKKYALISGMLSNRALAAYMFENSGIEALS
HEDALIELARELQGLSLSEDQIPRSVLQVLQEPRLIGPSIEVPEDVPIVAGAEIEYM
KLYKPQSRSFPVVDAFFFVENPKTFVGLQYTISGSHPCSTGGLFKMKRCLQSYFR
RWDNFSNDMVWEIIYVQRVDDERITKPQCCSRTATDEQSKREERFWKREVRQFS
VSLNERIIALYVECKEKLEEYDRNNGVNNGGGNNA 

Tb03.13564 

GVGGDAAAESTSDYGLTRRKGCRRCVEALKRRRYCGEYGSRTQITMRGDPRCR
NRVVERINATIAQLDKRLKALETERAERGNEAHGAAAYSSQFFMEKDSRNAVPP
LVEGFIPSRAVLTDIEDRLCYLEAALKTGNTLPSSRRVPRLPERDLPPIVGAPHPPG
AAPLQGEAGGEPSTSTSKERQASERAASNGTSNGIPPPIQGHRGCDVSNPSAGNSS
SAGVSQGRHAVDDGSVLRQRVDKLEERASVLEKKKADRREVQQLEEFVEELAR
RSLGPLQTGPVPSNMQENAQLGYSDDVLGMGRGSRKVGTAPLMRSVFVVGMG
TQLNDSTGSKTSATVANPRQL 

Tb03.2365 

LVAVKEISMKNSVARTQPVRKYENFTLENNLPLALGANFHDDPICRDTNRTSHTL
LLPRNVDYAPHTEYVFNGGGFNRENKMRTIDEEFVDEDEPVFDGWMTVNFDNP
DDAKDHVVSFLAYFVEDIPEGTETKIVRKVCIRYYTQDNSISVQEAKQQNSGIVQ
STILSRRQVPRRMDNINDIVMLEDFQIGGTITLFSREYHILDMDARSRLYYKKVLG
QTVPEPLPWPIEIDKFTTMQAQLSKSTHRLATSEDMDQKRAIEQQLTGIYTKHPTE
DILTAQNFLRHNINEHLTFLALWDDRESLSGDLRFVVIRLYLENNTVEIIERRQEN
SGRMGSSVILGRQRVARPGAEGSKIRFQEHTFGVILKRDFLVAEDMKVGETYHIH
GRPYFIYDADEATRRYMKNELGTDESPNDFGKNH 

Tb03.2385 

GDLSELGIELAPCVDIKPILASDEKKPIIFFPPPPNGFGSERENRSSWLTLNPRPMRR
DVEKIEKEEGRVMNFLAELANPLVRGDEKRRFVISFFRETDEMSIYEKPERNSGY



LAGRFLAKGVYRKPMPDGSTVPYTAEDFQVGKEITILERPFRLLDMSEETKRILT
VTEQLPSEQRLKELLLLFKQQIQLKFTRGHEAYCTLAPKGVLGYRQVREFLRSCS
CSITEDEALLLVHNLVPSSAGVISFNEFMDLVNITSSEHMDEASLTVRSVKSVNM
TKDESLKTVAIKTEDVKRRKQLAVELRQKLIQRKGSVQEQFRLIGCHSASSRLNR
DVFRHSLNEVMHFNVPKTDEDMLVSLLFDGRADENGDITYKQFQEFLEVQDDI 

Tb03.9263 

YFSQQSGKLKKKHKQEEMFCVSAARLTALASHQPILPPSVSTRVAVMRFLGDGR
SRMPNINTINTLITKTGAKGLAGNASVLGKAMFYLKRGNPVGAIAEIDKILPEISD
DALKRFAVGIRLRARNDLLDMKESALKVHGGITELEVSDIRTALRDDYKVLEAA
SPGCWLFELAVAEYRLYEGCAKDAYDSFRLVEKSIQEYILSLKKPSPSQALHGTD
NHASLVLAFQLSRARTPNVPKVSSKIVDEAIKGIVEGYSTKEATLAFKKDLGAAL
TDEEVVELVYIFEAAHIRHHFHDYFPLHEDYRGWGSERANAAKGTLASHSTSSV
FLDDKLLASIRTSVPHQPFYAGEDELRRFMSSDHKDLIAELRHTFGSGPKTSLAKS
EDAYFDALKAVENSPMSADAAGSAAYPVSQNDICLCLAQQLLYRTRVNIAVALT
QLDRLEEAVPILDGVINADEYIYMWRALLARGEANKRFGHIGKSDEDFRQLLQL
KRITSADA 

Tb10.19077 

SNGTLLAGGVPWFLFLFFLSLPSRMGTKENATKVVAGNYPYSSVARGEHLVSHR
SPPRALKWLAPAALLFAAGGFYFTCRWNNERAKDGPCINCKRQQEIIEEVYFNK
QTVQKGNRL 

Tb11.6536 

MAVPRWMRRFEIYAVCMIWPISTIVGIVGTYKLFMWSYGGRDCFRYVVIEEPMK
GQWFQANPKSALGMDTPLANVPKFLETSPYTYDDNTGSD 

Tb05.10600 

RGICSVTRGGGRSQRSISEYCHAALNLKSLNTMVNSALCKTLLEPLRTNPLLGVC
VATGCVNAFIYMWYTRSTSATLRASREKCQAVSENAFAKSRALMKELEEDWAR
DIKARDASVRRLELQNVEQTRSIARLDAAMKFCLTPGSTVSQ 

 

B. Proteins that were identified by one peptide and showed sequence homology to 
Leishmania and/or T. cruzi predicted proteins.  
 

Tb02.1333 

IIMYVVSGKAYVFRKPKGDRAGYVTFYSNYDDASTLIGQIVRDSCGAENIKGYVI
FDVDKNHPAPTKPPGDFAGIALSSPNVRQFHGWSKQNKALHFYINCDTLKDLEVI



HISRWGKIAPAYGWNPSDAKEKIESEWQEIQDRIPIVGPLLRHIVDSASFTRQCDLI
EEAINEMSDVKKESYAKIFQNAATWQTRKASHRLVRVVRVKKGNLLCDSYLCT
PLSSYTGQVILDFLRPWLLNKYAAISALLSNCAIVGHLFEKSGIEALSHENTLTEL
ARELQGLSFAGDQIQQSVLQVLQGPRLTNPLIVVPEDVPIVAGAEIQYMKLYKPQ
SRSFPVVDAFFFVENPKTFVGLQYTISGSHPCSTGGLFKMKRCLQSYFRRWDNFS
RGMVWEIIYVQRVDSEKITKPQCCEGTIEDGGQNNKVEERFCEQEVRQFAVSLSN
HITALYVELQVKGNNNNGVNNRGGNNA 

Tb03.13559 

NSSKTRPPTHPPTKEIMTVMDVDATAIPDMIEAQLTLSYSRLTQLIRLIVDQGNGH
DMDIGKIMNRLDALAKENAELRKRVDELTETTMRCGGVNEEVAVLKREVAIVQ
ELCTENTKRLTSSEGINERRFVKLEEAVSTVSDTGTTETQRLDGCITELRSENLEM
KKDVGCLNDFVALWDGHVEKIRALTTRDSEGNLQHAAHERARYLHSLPPFTKLF
EELEVMRQLNRHQTTDSLAAKGVVGVLRRSSVGDIAGNTDPAPKSPCVATPAAE
TESWRESMPPSLSWTNG 

Tb10.31367 

KGKHNSTLHSIDTRKKCCMNPPEESEDANAPLDRLAAHLRAPPTPPKVPVYALP
DQPYLETTVLPLLLRGLEEVVKVRPADPLAFLAAYLLSNNPQRVSHPLLTEEGRR
VPLQEIAQRAADVIKQLAYQPPAQPK 

Tb11.38944 

GLIDVTTMEVSADTQALSEAMMIRLIEEQIWCGYEDVETAVNASCEGENVTYLR
ENVFPTLVPALYELVKRQQQCALEPDEVSHRYGPTGNTHPISWLSQYLLRNNTR
HSKKICGHPYVMVNNELLRKEKGTRTKES 

 

C. Proteins that were identified with one peptide match and had no sequence homology 
to annotated Leishmania or T. cruzi predicted proteins.  
 

11L3.0325 

RMYSRTQTSVRWQVGVWQKGNKWWMGPGLINTQQWKLQQKLSLTAVNRWK
CVPQPRGQL 

Tb03.5811 

MPETPQRNGFKRPSLAAKLFGDADVVYSRETTSRLTDFAGTFLVGFFAVYFTIAG
YLLYREAALS 

 



Tb11.13923 

SLRLISSDRILYATSTFAMYSLAFSFASAPSCMSGWCSRVIVRNARLISAFVEPRD
TPSRPYRSRSLGCPKMEAFVTFGVKDNCSVTNSKHIMLIEDKCNCMILHSVSLF 

 


