69

67 , COPO2HPDBU| 106 |9 ostridium sp. 12-50 Qostricium sp-3.0.1 Cont259

533 BPPO2GYBRE | 190| 12 Qlostridium sp. 12-50 Clostricium sp-3.0.1 Cont259
BPPO2GPEGH | 186| 27 Coprococcus comes ATCC 27758
BPP02IKAYU| 193] 1 Ruminococcus gnavus ATCC 29149
COPO2ICNKA| 107| 11 Roseburia intestinalis L1-82
BPP02GBIVHI| 197 1 Qlostridium sp. S52/1

i:OPOZHNUZNl 108|22 Qostridium sp. M62/1

BPPO2FTYK9| 182| 22 ostridium sp. V2/1
_r COPO2H7HVE | 109| 18 ostridium sp. IVI62/1

BPPO2GUOXP| 187 30 Clostridium sp. M62/1

L BPPO2HRLIC| 118| 1 dostridium sp. IV62/1
BPP02G3VIVIG| 144| 2 dostridium sp. M62/1 Csp-1.0 Cont31.1
BPPO2IRPVJ | 145| 3 Eubacterium eligens ATCC 27750
BPPO2HA2XF | 138| 82 Eubacterium hallii DSM 3353
BPPO2HBZ80| 139| 46 Eubacterium hallii DSM3353
BPPO2II0W2| 142 39 Eubacterium hallii DSM 3353
59 | BPPO2IYCF9| 141|31 Eubacterium hallii DSM 3353
BPPO2FGOOT | 1234 Coprococcus eutactus ATCC 27759
BPPO2FZPAD| 146 10 Eubacterium hallii DSM 3353
— BPPO2I7FLL| 115| 2 -Dorea longicatena DSM 13814

65 | COP02G90BM| 111| 1 Blautia hansenii DSIM 20583

BPPO2JZVUG | 198| 12 Blautia hansenii DSIM20583

58 BPPO2FIV506| 179] 23 Blautia hansenii DSM 20583

65 BPP02JZ7N1| 199] 1 Blautia hansenii DSM 20583
COP02GVQTT| 117| 2 Blautia hansenii DSM 20583
BPPO2GLWIR| 181| 28 Blautia hansenii DSM20583
99 COP02ICEP9|105| 1 Dorea formicigenerans ATCC 27755
BPP0O2F6RKZ | 98| 2 Dorea formicigenerans ATCC 27755

L BPP02G1UU8|122| 2 Dorea formicigenerans ATCC 27755
BPPO2GAI6P| 168| 11 Costridium scindens ATCC 35704
BPP02GJSQW/| 1809 dostridium scindens ATCC 35704
7 | COP02G2IX0] 112|9 dostridium scindens ATCC 35704

COPO2JGSBT| 115| 8 dostridium scindens ATCC 35704

82

— BPP02GOS5DT| 147| 1 Eubacterium hallii DSM 3353

| COPO2GZNCK | 130| 1

99 | BPPO2FOY3M| 143 12 lostricium sp. 7 2 43FAA cont1.101
99 — QOP021B4HN| 96| 1 Tolumonas auensis DSVI9187

81

L BPPO2IVG71|170|1
84 - COPO2JWH54 | 118| 3 ostridium bartlettii DSM 16795
L BPP021296N | 93| 1 dostridium bartlettii DSM 16795

BPPO2GHPON| 121|3

9

COP02FO05C| 121 1 dostridium perfringens D str. JGS1721
C0P02G3L4X | 101| 1 dostridium perfringens C str. JGS1495
C0P0211688| 102 | 46 Aostridium perfringens D str. JGS1721

68 9_| BPP02I193NP| 185| 8 dostridium perfringens D str. JGS1721

BPPO2FGCSR|200| 1



BPPO2FGCSR|200| 1
BPPO2JAIVKA| 201 | 1 Faecalibacterium prausnitzii A2-165
100 , GOPO2FXCTI| 18| 8 Helicobacter hepaticus ATCC 51449

| BPPO2IR946 136| 13 Helicobacter bilis ATCC 43879
57 BPPO2FNW1C| 169| 1 Faecalibacterium prausnitzii A2-165
—SNZF7NRI 173| 1 Faecalibacterium prausnitzii A2-165
BPPO2IMGIW| 192 13 Faecalibacterium prausnitzii A2-165

BPPO2FQNZY | 178| 38 Faecalibacterium prausnitzii A2-165
BPPO21IW2Q| 188 22 Faecalibacterium prausnitzii A2-165
BPPO2FFZ0X | 177 43 Faecalibacterium prausnitzii A2-165

og | BPPO2GYDIO| 176] 115 Faecalibacterium prausnitzii A2-165

BPP02FZ892| 175 25 Faecalibacterium prausnitzii A2-165
COPO2FGIVEE | 103| 24 Faecalibacterium prausnitzii A2-165
L— BPPO2JIVIN37| 114| 3 Faecalibacterium prausnitzii A2-165

100 | COPO2HWBDY 22| 2

| BPPO2GJG1A| 83| 4
| BPPO2HIVB1M| 135 17 Collinsella intestinalis DSM 13280

97

I COP02ILPXX | 84| 26 Collinsella intestinalis DSV 13280
100 | copO2FFKXA| 85| 14 Collinsella intestinalis DSV 13280

BPPO2FI6BF | 89] 15 Desulfuromonas acetoxidans DSIM 684

95 ’ COP02HXU67| 92| 19 Desulfuromonas acetoxidans DSIV1 684

COP02INSEB| 91| 3 Desulfuromonas acetoxidans DSM 684

COPO2ISRTC| 94| 2 Desulfuromonas acetoxidans DSIM 684

gg - BPPO2HRTW/ | 88| 3 Desulfuromonas acetoxidans DSV1684
98 — COPO2FI8ZO| 173 1 Bacteroides capillosus ATCC 29799

65

L COPO2FQQSW|174|1 Bacteroides capillosus ATCC 29799

COPO2FTILM| 81|40
100 | COPO2HX96B| 82| 9

BPP021YP09|40|32
BPPO2IXWF8| 41|50 Gemella haemolysans ATCC 10379

{COPOZHXAPllssll
9 BPPO2GOAKU| 36|34

BPPO2GTXF2|133|37
100 L BPPO2FHNW7|134|3

BPPO2HO2SD|33|6
9 COP02JC3IW)| 9| 1 dostridium spiroforme DSM 1552
COP02GHDEO| 10] 6 dostridium spiroforme DSM 1552

87| | Brro210AL2| 85]2 Qlostridium spiroforme DSM 1552

68 l COPO2HWISR | 8] 3 Qostridium spiroforme DSIM 1552
99

BPPO2H4EB7| 87| 4 Qostridium spiroforme DSM 1552

COPO2GOEMY|7|3
100 | BPPO2HBAG) | 84]1
100 | COPO2HFSUQ| 19]1

| BPPO2IOHYO|34|3

100 , COPO2FE1DS | 11| 3 Selenomonas noxia ATCC 43541
BPPO2HGBRK|30| 15

% BPPO2FXLIVS|31|1
_|°,  COPO2G20E7| 12| 2 Eubacterium hiforme DSV 3989




COP02G20E7 | 12| 2 Eubacterium biforme DSIM 3989
100 | BPPO2JB1P2|32|3 Eubacterium biforme DSM3989
——— COP02FZ89C| 196| 2 dostridium papyrosolvens DSIV12782
— ———— (Q0OP02168D4| 208| 28
COP02G7R5B|199|1
COPO2IH56D| 1982
COPO2F6FD4|211|10
BPPO2IVDES| 214|3
BPP0214N53| 213 |6
COP02G2IZL|200|9

83

81

61

52

COPO2FOSBV|201|14
BPPO2JGYBF|212|58
COPO2IPFV8| 209]30
COPO2FRRTV/|210|10
BPPO2F93F6| z15| )
COPO2JWN9X | 187 1 Fusobacterium periodonticum ATCC 33693
—|: COPO2IKTSF | 189| 4 Fusobacterium periodonticum ATCC 33693
99— (OOPO2JRRZE|190|1 Fusobacterium gonidiaformans ATCC 25563
,— COP02GA4VZ9| 86| 2 Slackia heliotrinireducens DSIM20476

51

BPP02GAUQS | 206| 1 Collinsella intestinalis DSIV113280
0P02G5994| 120| 8 ostridium bartlettii DSM 16795

77

- BPPO2FMICS| 119 1 dostricium bartlettii DSM 16795
BPP02IUSOT| 191| 7 Faecalibacterium prausnitzii A2-165

100 — COPO2FXJWV/| 21|6 Holdemania filiformis DSVI 12042

L BPPO2FMIONY | 37| 1 Holdemania filiformis DSM 12042
BPP0O2HL66K | 91| 3 dostridium thermocellum DSM 2360
COPO2FPW6Y | 80| 2 Gemella haemolysans ATCC 10379
COPO2HTKC7| 119| 4 Qlostridium bartlettii DSM 16795
BPPO2JBBOI| 1591
99 | COPO2HP81V| 98| 17 Alteromonas madeodii ATCC 27126
] BPPO2FVF3R| 1613 Alteromonas macleodii ATCC 27126
BPP02IG60QJ | 158 5 Alteromonas madeodii ATCC 27126
BPPO2HKDIO| 163| 4 Alteromonas madeodii ATCC 27126
BPPO2FHPIVE | 29| 1 Brachyspira murdochii DSM 12563
—L BPP02G1USI | 95| 1 Anaerotruncus colihominis DSM 17241
COPO2GKTNF | 193] 7 Anaerotruncus colihominis DSM 17241
COP02JZ894| 95| 14 Alteromonas madeodii ATCC 27126
—__ COPO2H2IEO| 125 10 Vibrio mimicus VIVG73
L BPPO2HFIPN| 172| 3 dostridium butyricum E4 str. BONT E BL5262 QLP.Contig62
—— COP02G8AB3|203| 1 Eikenella corrodens ATCC 23834
|: COP02GYT9R | 202 | 6 Acidovorax avenae subsp. citrulli AACO0-1

98

8 BPPO2F7HNT]| 1532 Eikenella corrodens ATCC 23834

8478 BPP02HOG5I | 155 8 Eikenella corrodens ATCC 23834
COPO2IXEUA| 197 2 Acidovorax avenae subsp. citrulli AACDO-1

BPPO2IBJYI | 81| 30 Bacteroides finegoldii DSM 17565
BPPO2JVIOQD | 63| 27 Bacteroides uniformis ATCC 8492
_ | cOP02HAE30] 42| 33 Bacteroides stercoris ATCC 43183
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COP02H4E30| 42| 33 Bacteroides stercoris ATCC 43183
COPO2FIPDI | 41|17 Bacteroides uniformis ATCC 8492
COP021IVI7Z7| 40| 28 Bacteroides finegoldii DSM 17565
COP02GQIVI3 | 39| 19 Bacteroides finegoldii DSM 17565
COP02G3IVRF | 36| 8 Bacteroides finegoldii DSM 17565
COPO2GROYU| 442 Bacteroides stercoris ATCC 43183
BPP02H7G61| 61|25 Bacteroides cellulosilyticus DSM 14838
1 | GOPO2H757A| 37|78 Bacteroides intestinalis DSM 17393
BPPO2HSCV1| 79| 7 Bacteroides stercoris ATCC 43183
COPO2HT2YF | 34| 6 Bacteroides uniformis ATCC 8492
BPP02G13P!| 58| 7 Bacteroides uniformis ATCC 8492
87 | BPPO2FTJVB| 57| 33 Bacteroides uniformis ATCC 8492
BPP02GIVKR2| 82| 8 Bacteroides cellulosilyticus DSIM 14838
BPPO2G1R9P| 78| 28 Bacteroides stercoris ATCC 43183
COP02HGB8AR | 48| 2 Bacteroides coprophilus DSM 18228
COPO2GIIVLE | 65| 1 Bacteroides cellulosilyticus DSIM 14838
COP02GIVID11|64| 1 Bacteroides caccae ATCC 43185
BPPO2IAZQA| 75| 4 Bacteroides coprophilus DSM 18228
COPO2JKNPU|60| 1
BPPO2H6YOD | 71| 9 Bacteraides coprophilus DSM 18228
COP021X15V| 58| 22 Bacteroides coprophilus DSM 18228
BPPO2JEFJ5| 74| 4 Bacteroides coprophilus DSIVI18228
BPPO2HXSLF | 69| 93 Bacteroides coprophilus DSV 18228
BPPO2GZ3WS | 67|85 Bacteroides coprophilus DSV 18228
QOPO2F5QYS | 56 11 Bacteroides coprophilus DSV 18228
OPO2GBHXS | 51|41 Bacteroides coprophilus DSM 18228
COPO2FPQP9 46| 15 Bacteroides coprophilus DSV 18228
— (QOPO2FZUEY|69|1
BPP02GH618| 42| 9 Prevotella melaninogenica ATCC 25845
54 BPPO2IEONS|43|2
6a|| [COPO2H3CVS|31]18 Prevotella veroralis FO319
COPO2IONLI | 32|43
COP02IGI3P| 33|12
COPO2JOTF2|68|5
80 | copo218XY) | 71]4
BPPO2HPOUY| 46| 119
BPPO2IGAVV| 45| 17
BPPO2HURGC|59|1
100 IC(POZHELDS|26| 3
100 , BPPO2FWPLS | 80| 6 Bacteroides plebeius DSM 17135
I COP02GQJOR| 23|19
i[ BPPO2IAGOV| 50| 33 Bacteraides coprocola DSM 17136

COP02GO2VI7| 30| 8 Bactercides coprocola DSM 17136
L BPPO2ILDS2| 52|48 Bacteroides plebeius DSM 17135
86  BPPO2IATUG| 48] 11 Bacteroides coprocola DSM 17136

COP02G5IVBS | 24| 3 Bacteroides coprocola DSM 17136

COPO2GGF2K [49]1
COPMMGICNC ] 27144 Racternidec nleheii ic DSNM 17128

76
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COPO2GJONC] 27| 44 Bacteroides plebeius DSM 17135
62 L{ BPPO2IXIVILM| 53| 33 Bacteroides plebeius DSM 17135
65 | 0OPO2HGI3K | 29| 15 Bacteroides plebeius DSM 17135
COPO2IGZPA| 70| 1
COPO2INVP| 61| 2 Bacteroides vulgatus ATCC 8482
BPPO2IUA1Z | 64|43 Bacteroides uniformis ATCC 8492
BPPO2HSZRI | 76| 1 Bacteroides thetaiotaomicron VPI-5482
?: COPO2IGTUX|62]1
COPO2FRFHL| 35| 1 Bacteroides intestinalis DSM 17393
BPPO2I1FGI|194]1

76

COP02HW9BG | 139] 15 Fusobacterium varium ATCC 27725

BPPO2JI61| 174] 11 F. prausnitzii A2-165
COPO2H58FK | 175 | 3 Aostridium thermocellum DSM 2360

100 —— BPPO2G5UF1|167| 1 Eikenella corrodens ATCC 23834
COPO217P7P| 72| 1 Alistipes putredinis DSM 17216

95

100 — COP021Q6XJ | 104|3 Eubacterium hallii DSM3353
83 L BPPO2HBQ3U|148| 21 dostridium sp. M62/1

l__ COP02ILBZK | 113| 1 Blautia hansenii DSIV120583
BPP02GAXI9|150] 1 Blautia hansenii DSIM 20583

100
_|j BPP02I3RAU| 140| 21 Eubacterium hallii DSM 3353
BPPO2HVZRE | 189] 2 dostridium scindens ATCC 35704

93
COPO2FK6DV| 13| 7 Streptococcus infantarius subsp. infantarius ATCC BAA-102
BPP0O2IJYWG | 117| 1 Faecalibacterium prausnitzii A2-165

54 BPP02I9FDO| 152 2 Alteromonas macleodii ATCC 27126
BPPO2HQ2A1|162| 2 Alteromonas macleodii ATCC 27126
BPPO2JROBZ| 116 1 ostricium bartlettii DSM 16795

84 _ COPO2FPQR0|204| 4 Eikenella corrodens ATCC 23834
0 _E COPO2HIODP| 194 13 Acidovorax avenae subsp. citrulli AACDO-1
L BPP0O2IEPQJ| 154| 1 Eikenella corrodens ATCC 23834
COP021JS38| 128| 1 Acidovorax avenae subsp. citrulli AACDO-1
COP02GAIRN | 52|92 Bacteroides vulgatus ATCC 8482

86

COP02HFHJ0] 162| 13 Fusobacterium varium ATCC 27725
COP02I05KR | 182 1 Fusobacterium varium ATCC 27725
COP02JI381|184|1

59 COP02JY35N| 185| 3 Fusobacterium gonidiaformans ATCC 25563
—:szmegn 124 13 Fusobacterium gonidiaformans ATCC 25563
BPPO2HWEY1| 103| 15 Fusobacterium varium ATCC 27725
BPPO2FH9QB | 105| 18 Fusobacterium varium ATCC 27725
95 BPPO2GNNDV| 100| 51 Fusobacterium varium ATCC 27725
COP021418V | 177 14 Fusobacterium varium ATCC 27725
65 | COPO2FQE1D| 151 84 Fusobacterium varium ATCC 27725
COPO2F1LC1|146] 21 Fusobacterium varium ATCC 27725
76 COP02HIVHLM| 145 | 63 Fusobacterium varium ATCC 27725
100 || coPo2HRBEE | 144 53 Fusobacterium varium ATCC 27725
COP02HGBA4V| 138| 5 Fusobacterium varium ATCC 27725
COP02HZNLC| 135| 16 Fusobacterium varium ATCC 27725
’7 COP02GICHT| 179| 28 Fusobacterium varium ATCC 27725
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= CUrUZGICNT | 1/9] 26 Fusopactenum vanum AICL 2770
COPO2JNVOW| 143 | 61 Fusobacterium varium ATCC 27725
COPO2HVNON | 1861
——— BPPO2IAD7N| 125 3 Fusobacterium gonidiaformans ATCC 25563
COPO2FOX11| 136| 72 Fusobacterium gonidiaformans ATCC 25563
COP02GEWS4| 141 | 26 Fusobacterium gonidiaformans ATCC 25563
COP02JOGZS | 164| 36 Fusobacterium gonidiaformans ATCC 25563
COP02JIVBU | 170| 19 Fusobacterium gonidiaformans ATCC 25563
| 53 COPO2FGYA4F | 17219 Fusobacterium gonidiaformans ATCC 25563
BPPO2FIVB6I | 97| 8 Fusobacterium gonidiaformans ATCC 25563
BPP02GK1PW| 112 84 Fusobacterium gonidiaformans ATCC 25563
COP02GZ9W3 | 169| 87 Fusobacterium gonidiaformans ATCC 25563
COPO2HARPE | 163 | 31 Fusobacterium gonidiaformans ATCC 25563
BPPO2GWIDD| 126|1
66 . COP02GTR44| 165] 133 Fusobacterium periodonticum ATCC 33693
BPPO2HFQC3| 11155 Fusobacterium periodonticum ATCC 33693
COPO2F5BRW)| 180| 3 Fusobacterium periodonticum ATCC 33693
BPPO2FOVZB | 109 7 Fusobacterium periodonticum ATCC 33693
— COP02GD5Q8| 152 5 Fusobacterium periodonticum ATCC 33693
COP02FO5SG| 153 51 Fusobacterium periodonticum ATCC 33693
COPO2FHX4D | 155 7 Fusobacterium gonidiaformans ATCC 25563
C0P02JL163| 157 1 Fusobacterium periodonticum ATCC 33693
COP02JM1Z7|161 | 26 Fusobacterium periodonticum ATCC 33693
COP02HYVO4| 181 21 Fusobacterium periodonticum ATCC 33693
BPPO2GPFIVEZ| 99] 15 Fusobacterium periodonticum ATCC 33693
BPPO2HBAXH | 108 82 Fusobacterium periodonticum ATCC 33693

COP02GX83L|183| 1 Fusobacterium gonidiaformans ATCC 25563

BPP02I7VW3| 54| 1 Bacteroides coprophilus DSM 18228
88 COP02FK032| 149 168 Fusobacterium varium ATCC 27725

COPO2FFAC] | 142 26 Fusobacterium varium ATCC 27725

BPPO2FTCAI | 104|4 Fusobacterium varium ATCC 27725
100 BPP02HH592| 101 | 8 Fusobacterium varium ATCC 27725

96

79 — COP02GIDMI| 168| 5 Fusobacterium varium ATCC 27725
COPO2HNXSC]| 188 1 Fusobacterium periodonticum ATCC 33693

COPO2JYDFP| 156 |47 Fusobacterium gonidiaformans ATCC 25563

59

BPP021039Q) 38|3
—— BPP02G5GJY| 1491
100" COPO2FI6HR | 99] 15 Alteromonas macleodii ATCC 27126
COP02HOBUU | 83| 1 Collinsella intestinalis DSIV113280
BPPO2FODOA| 44|17
o0 BPP02GDZY5| 113 |2 B. coprophilus DSM 18228

" 4|:CCP02F3596|59| 1 Bacteroides coprophilus DSV 18228
9 COPO21B48D | 57| 1

COP02JXH52| 97| 2 Alteromonas madeodii ATCC 27126

BPPO2IX97P| 90| 1

BPPO21ZZHV| 165|1

COPO2J3HOE | 1921
’_|_|7— BPPO2FCBTG| 1661



L BPPO2FC(BTG|166|1
BPPO2IQA9C| 51|8
BPPO2H3BP6| 72|52
BPPO2HWOU3| 202| 1
BPPO2II2CR| 1301
COPO2IVQBA| 891
COP02/30VB| 148|8
COPO2FEGPK| 176 2

COPO2HIVWKO|137|13
55 COP021127|178|44
COP02FDG2D| 17| 3 Fusobacterium nudeatum subsp. nucleatum ATCC 25586
51 COPO2F2314|16|2
BPPO2F53XE|73| 76
COPO2HAGND|15|1
98 COPO2IPSFT|123|1
BPPO2IX2J9|120|1

—— BPP02J4699|196| 1

BPPO2JLAOVI| 151 |2

QOPO2GPORZ|129| 1
QOPO2F6DGH |32

BPPO2JRDVQ) 92| 1

BPPO2GYLZY| 211|2

BPPO2HZ24E|11]1
— BPPO2FUT1V|22|1
BPP02GJ4DT|9|3
COPO2JE9W3| 631
COPO2JALCZ|110|1
BPPO2FINPX| 66|5
COPO2J5VE3|122|1
—___ BPPO2FOAV2|131|1
BPPO2FJHIVIZ| 203| 1
BPPO2GSSWE| 18| 1
BPPO2JZAA7|68|8
BPPO2IQHYL|204|1
BPPO2IVEZSI| 209] 1
COPO2GPWPS | 66| 1
COPO2IRGIK|214|3
COPO2GIVIVFL | 25| 1 Burkholderia thailandensis E264 strain ATCC 700388
a — BPPO2HISXB| 65| 1
COPO2JY7IM| 76| 1
COPO2JYIVRI| 93| 2 Rhodospirillum rubrum ATCC 11170

491|7 COPO2FZBKS|215|1
BPPO2I3VOE| 16|2

GOPO2JRWFY| 2161
BPPO2F10VIQ) 211
80 BPPO2ITCDP|77|4
BPP02GPFOT | 127| 2 Fusobacterium varium ATCC 27725




BPPO2GPFOT | 127| 2 Fusobacterium varium ATCC 27725

BPPO2FFQ2K|25|1
COPO2J6FNF 2|1

COPO2HAS6K| 731
QOP02J45K9] 90| 1

BPPO2HIK7Z|20| 1

BPPO2ID2YU|24|1
BPPO2HVMIV| 23| 1

~L BPPO2IACKV|5| 1

BPPO2IMWIZE| 17| 2
BPPO2IS2GF | 26|1
9, COP0O2HLABO| 6|4 Enterococcus faecium DO ctg652
3 ' COPO2HRIVR| 207 70
82 QOPO2HV3HK | 47| 1 Prevotella copri DSV118205
—— QOPO2FTW(C| 158| 3 Fusobacterium gonidiaformans ATCC 25563
100 BPP02GIVIOH9| 110] 1 F.periodonticum ATCC 33693
COPO2GYALE | 78|1
BPPO2HGXQR | 94| 2 dostridium sp. L2-50
56 COPO2JFCGR|43|7
— COPO2HZ6EF | 1911
QOP021511X | 672
BPP02108V1|208| 1
COP02GN6BI [212|1
BPPO2GI6FS| 12| 1
COP02IS1TX [ 2172
BPPO2IGKIY|15]1
BPPO2JOFN4| 14|1
BPPO2FB4BP| 19|1
BPPO2JR3X5(4|1
| BPPO2HH40Q) 10| 1
75! BPPO2HZO5Z| 13| 1
QOP02I0UB| 75| 1
BPPO2JVBSE| 205| 1
BPPO2IO1LE|6]1
QOP02J2U8T|213|1
BPPO2FPN6G|210|1
BPP02I8B5D|27|1
BPPO2JASSK | 282
BPPO2HBDIVID| 156 | 1 Alteromonas madeodii ATCC 27126
BPP02GA4D| 62| 26 B. uniformis ATCC 8492
51 BPPO2HJK8Q) 10293 F. varium ATCC 27725
BPP02JQ1TO|7|1
BPPO2GVSXL| 8|1
COP02IT22V| 11445 Blautia hansenii DSM 20583
71 COP02JIVBQ6| 116| 22 Blautia hansenii DSM 20583
10— poeoosy 1956 Faecalibacterium prausnitzii A2-165

52

97’—

BPP02IQUOQ) 86| 2 ostridium spiroforme DSM 1552
COP02G8DD7|45| 1 Bacteroides stercoris ATCC 43183




52

97 |

55

C0OP02G8DD7|45] 1 Bacteroides stercoris ATCC 43183

—— BPPO2JIVBYZ | 157| 7 Alteromonas macleodii ATCC 27126
COPO2H5PGG | 124 1 Vibrio mimicus VIV673

91 I: COP02GS8X8| 126| 1 Vibrio mimicus VIVB73

COP02GPIVBIVI| 100| 9 Alteromonas macleodii ATCC 27126
COPO2FEUAW| 127 | 2 Vibrio mimicus VIVB73

COP02G2ZW\2|205]| 17 Eikenella corrodens ATCC 23834

BPPO2JTIVIN2 | 129] 1 Fusobacterium varium ATCC 27725

00 OOPO2IHDJ7|131|1

55

55

100

L COP02GAGOL|132|1

R2ZE | 147| 1 Fusobacterium varium ATCC 27725

90 - COPO2J
L COP02GYA4YD| 171| 29 F. varium ATCC 27725

OPO2JPOSF | 150| 42 F. periodonticum ATCC 33693

100
BPPO2F1RSC| 1077 F. periodonticum ATCC 33693
COPOZGNQOAl 38|17 Bacteroides intestinalis DSM 17393

79

__E BPPO2IEXIVIA| 60| 10 Bacteroides intestinalis DSM 17393
L BPP02FQRPW| 70|12 Bacteroides coprophilus DSM 18228
COP02GNLT9| 55| 20 Bacteroides coprophilus DSIM 18228

COPO2FEF6L| 87| 1 dostridium spiroforme DSIM 1552

COP02IVQT1| 1541 F. periodonticum ATCC 33693

74

| COPO2IRCSL| 206 1
BPP02GQAAS| 128] 1 Fusobacterium varium ATCC 27725
-8 QOP02GPC97| 28| 3 Bacteroides plebeius DSM 17135
BPP02F826N| 160] 14 Alteromonas macleodii ATCC 27126
BPPO2HIVHJY| 164| 1 Alteromonas madeodii ATCC 27126

COPO2ID84R | 741

QOPO2GTBQC]| 133| 2 F. periodonticum ATCC 33693

wr—_ COPO2IIZIVB| 167 1 Fusobacterium varium ATCC 27725

COPO2HIVIXPS | 134| 1 F. periodonticum ATCC 33693

93

BPP02100G5(39|3

COP02GD74G| 1601 F. varium ATCC 27725

—— QOP02IFQ90 166 1 Fusobacterium varium ATCC 27725

100

00 —— BPP02JGO8| 96| 1 Fusobacterium varium ATCC 27725

COP02G5AXI | 159| 8 Fusobacterium varium ATCC 27725

COPOXSQW| 79| 1

BPP02G1B42| 183| 1 Blautia hansenii DSV 20583

69

BPP02G2WXQJ 49| 1

COP02I3SFA| 20| 1 Holdemania filiformis DSIV112042

COPO2JARKQ) 50| 1

BPP02IQCBZ | 137| 1 Eubacterium hallii DSM 3353

BPP02FX3S8|184| 1 Faecalibacterium prausnitzii A2-165

QOPO2HWRHW|53|1

BPPO2JLING| 56| 1 Bacteroides uniformis ATCC 8492

BPPO2IINLD |47|2

BPPO2HATFP|132|1

COP02I8KYN | 140| 8 Fusobacterium periodonticum ATCC 33693

BPPO2GQW\V/5216|1

COPO2IJBCFDI5411
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QOPO2JBCFD| 54|1
BPPO2HNVPC| 171| 1 Qostricium sp. M62/1

65

BPPO2FVWAIP| 2|1
BPPO2G5R7X | 35| 1 Mitsuokella multacida DSV 20544

COPO2HNIH| 77| 1 Dorea formicigenerans ATCC 27755
BPPO2IMUDN| 55| 1

COPO2HN46P| 14]1
BPP02JGZI7|1|2

BPPO2GLVWD| 207|1
COPO2FJG6E| 1|1

COPO2IFQRZA|4|1
QOP021362W|5|1

BPPO2HTIV3|3|1



