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Targeta Direction Length Sequence (5' to 3')b

-254 to -229 forward 26 AGGAAGGTGGCTCCTACAAATGCCAT
reverse 26 ATGGCATTTGTAGGAGCCACCTTCCT

-233 to -208 forward 26 GCCATCATTGCGATAAAGGAAAGGCC
reverse 26 GGCCTTTCCTTTATCGCAATGATGGC

-212 to -187 forward 26 AGGCCATCGTTGAAGATGCCTCTGCC
reverse 26 GGCAGAGGCATCTTCAACGATGGCCT

-191 to -166 forward 26 CTGCCGACAGTGGTCCCAAAGATGGA
reverse 26 TCCATCTTTGGGACCACTGTCGGCAG

-170 to -145 forward 26 ATGGACCCCCACCCACGAGGAGCATC
reverse 26 GATGCTCCTCGTGGGTGGGGGTCCAT

-149 to -124 forward 26 GCATCGTGGAAAAAGAAGACGTTCCA
reverse 26 TGGAACGTCTTCTTTTTCCACGATGC

-149 to -124 (mt) forward 26 GCATCGTGGAAAAAGAAGATTTTCCA
reverse 26 TGGAAAATCTTCTTTTTCCACGATGC

-128 to -103 forward 26 TTCCAACCACGTCTTCAAAGCAAGTG
reverse 26 CACTTGCTTTGAAGACGTGGTTGGAA

-107 to -85 (as-2) forward 25 AAGTGGATTGATGTGATATCTCCAC
reverse 25 GTGGAGATATCACATCAATCCACTT

aTarget regions indicated by positions in the 35S promoter
bRed letters indicate mutated nucleotides

Table S3.  List of oligonucleotides used as EMSA probes and/or competitors.


