
SNP Description Allele

rs358325611 5' near gene G
rs11571315 5' near gene A/G
rs4553808 5' near gene A/G, -1661
rs11571316 5' near gene C/T
rs2317721 5' near gene G
rs2317731 5' near gene A
rs115713171 5' near gene C
rs23177411 5' near gene A
rs57429093 5' near gene C/T, -318 
rs231775 exon_1 A/G,  +49G>A
rs2317761 intron_1 G
rs231777 intron_1 C/T
rs2317781 intron_1 A
rs35219727 intron_1 A/G
rs231779 intron_1 C/T
rs357034521 intron_1 DEL
rs10654421 exon_2 T
rs412659591 intron_2 T
rs412659612 intron_2 G/A
rs2317801 intron_2 A
rs115713241 intron_2 G
rs341624473 exon_3 A/G
rs133845481 exon_3 G
rs354111541 exon_3 G
rs2317211 3' near gene T
rs30872433 3' near gene A/G, CT60 
rs2317221 3' near gene T
rs231723 3' near gene A/G
rs359022381 3' near gene DEL
rs10197010 3' near gene A/C
rs30872452 3' near gene C/T
rs231725 3' near gene A/G
rs342279601 3' near gene DEL
rs2317263 3' near gene C/T
rs109320241 3' near gene T
rs30872463 3' near gene C/T
rs2317273 3' near gene A/G
rs11571302 3' near gene C/A, JO31 
rs355410171 3' near gene DEL
rs357205651 3' near gene C
rs75652132 3' near gene A/G, JO30 
rs231729 3' near gene A/T
rs231730 3' near gene T/A
rs58378851 3' near gene DEL
rs231731 3' near gene C/T
rs10932025 3' near gene G/C
rs115712973 3' near gene A/G, JO27 

Table S1 47 SNPs selected in CTLA4 gene region from the NCBI dbSNP and quality control filters

Note: 1, 2,3 showed the SNPs loci were removed from the analysis respectively because of MAF <1%,
missing data above 20% and Hardy-Weinberg Equilibrium (HWE) p≤1×10-6 in controls.


