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Swplementary Figure S1. Transcriptioral levels of miR-7 and in Hep G2 expressing HBE x and contral
were quantified by real imePCR. U6 RNA was usedas an intemal control for miR-661 quantification.
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Swplkementary Figure S2. Recruitrnent of HB x to mi 667 -chromatin R1-4) by ChIP assay in HepG2
cdls after transfecting with either pCMV wedor control or pCMV-HBx. Randomn region was used as a
negative control for the study.
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Swplkmentary Figure $3. A gPCR analysis of INOS, MTA [, and HBx mRMNA sin HB x expressing
HepG2 cdls or control transfected HepG 2 cells with or without Actinorycin D (5 pginl) forthe
indicated amourt of titne exp osure.



Table 1

Primer sets for ChlIP and EMSA

Primer for ChIP

Set 1 (-102 to -119)

PCR product (-1 to -246)

hiNOS ChIP FP1

ACCTTGGACTTGGGAC CAGAAAGA

hiNOS ChIP RP1

GAACACACTGGCAGCCAAGAAGTA

Set 2 (5.5kb)

PCR product (5344 to -5593)

hiNO= ChIP FP2

TATAGTACTTTTACCAGCTGCCTC

hiNO= ChIP RP2

AALMAGCCTCGTTTCTTGTCAA

Set3 (5.8)

PCR product (5707 to 5941)

hiNOS ChIP FP3

AGCATCCAGCACCCTCAGAGGCTGT

hiNOS ChIP RP3

ACCCAGCAGTTCCAGAGCATCACT

Set4 (6.1)

PCR product (6010 to 6223)

hiNOS ChlP FP4

TCAGGCTCTGCAGAAGTTGCCAGT

hiNO= ChIP RP4

GCTGCATCTTTGGTTAGGCCACATAA

Set5 (8287 to -8270)

PCR product (8100 to -8296)

hiNO= ChIP FPS

CCCGGGAGCCCCTGGGGAACTCCT

hiNO= ChIP RPS

ATCTTAGGGACACCACCGGTCTGA
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